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<150> 60/263, 678 

<151> 2001-01-23 

<150> 60/273,037 

<151> 2001-03-02 

<160> 1579 
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M 

f>\ <210> 1 

<211> 3428 

JSJ <212> DNA 

JfJ <213> homo sapiens 



j|W <22 0> 

ilJl <221> CDS 

pi <222> (265) (2283) 



<400> 1 

caccctatcc tacactacta ggaacttgca cagtccgcct cgggcagccc aaagctcctc 60 

w tgcccaccct ggctcccaaa accctccaaa acaaaagacc agaaaagcac tctccaccca 12 0 

t-J gcagccaaac gcctccttct tgacgccagc ccccaccctc tgtctgctcg agcccaggaa 180 



aggcctgaag gaacaggccg gggaaggagc cctccctctc tcccttgtcc ctccatccac 240 

ccagcgccgg catctggaga ccct atg gcc egg get cac tgg ggc tgc tgc 2 91 

Met Ala Arg Ala His Trp Gly Cys Cys 
1 5 

ccc tgg ctg gtc etc etc tgt get tgt gcc tgg ggc cac aca aag cca 339 
Pro Trp Leu Val Leu Leu Cys Ala Cys Ala Trp Gly His Thr Lys Pro 
10 15 20 25 

ctg gac ctt gga ggg cag gat gtg aga aat tgt tec acc aac ccc cct 3 87 

Leu Asp Leu Gly Gly Gin Asp Val Arg Asn Cys Ser Thr Asn Pro Pro 
30 35 40 

tac ctt cca gtt act gtg gtc aat acc aca atg tea etc aca gcc etc 435 
Tyr Leu Pro Val Thr Val Val Asn Thr Thr Met Ser Leu Thr Ala Leu 
45 50 55 

cgc cag cag atg cag acc cag aat etc tea gcc tac ate ate cca ggc 483 
Arg Gin Gin Met Gin Thr Gin Asn Leu Ser Ala Tyr lie lie Pro Gly 



1 



t t 



60 65 70 



aca gat get cac atg aac gag tac ate ggc caa cat gac gag agg cgt 531 
Thr Asp Ala His Met Asn Glu Tyr lie Gly Gin His Asp Glu Arg Arg 



75 80 85 

gcg tgg att aca ggc ttt aca ggg tct gca gga act gca gtg gtg act 
Ala Trp He Thr Gly Phe Thr Gly Ser Ala Gly Thr Ala Val Val Thr 
90 ^ 95 100 105 

atg aag aaa gca get gtc tgg acc gac agt cgc tac tgg act cag get 
Met Lys Lys Ala Ala Val Trp Thr Asp Ser Arg Tyr Trp Thr Gin Ala 
110 115 120 



gtg ggt ttt gac ccc ttc etc ttg tec att gac acc tgg gag agt tat 771 
Val Gly Phe Asp Pro Phe Leu Leu Ser He Asp Thr Trp Glu Ser Tyr 



Q 
Ct 

155 160 165 

y ■ 

ifl gat ctg gee etc caa ggc tct aac aga cag ctg gtg tec ate aca acc 

Ul Asp Leu Ala Leu Gin Gly Ser Asn Arg Gin Leu Val Ser He Thr Thr 

m 170 175 180 185 



aat ctt gtg gac ctg gta tgg gga tea gag agg cca ccg gtt cca aat 

Asn Leu Val Asp Leu Val Trp Gly Ser Glu Arg Pro Pro Val Pro Asn 

SM 190 195 200 

P 

W caa ccc att tat gee ctg cag gag gca ttc aca ggg age act tgg cag 

Q Gin Pro He Tyr Ala Leu Gin Glu Ala Phe Thr Gly Ser Thr Trp Gin 

|U 205 210 215 



acg ctg etc aca gac tct tct att agg ttg ttt gca aac aag agt cgc 
Thr Leu Leu Thr Asp Ser Ser He Arg Leu Phe Ala Asn Lys Ser Arg 
270 275 280 



579 



627 



gag egg caa atg gac tgt aat tgg gag etc cat aag gaa gtt ggc acc 675 
Glu Arg Gin Met Asp Cys Asn Trp Glu Leu His Lys Glu Val Gly Thr 
12 5 13 0 13 5 

act cct att gtc acc tgg etc etc acc gag att ccc get gga ggg cgt 
Thr Pro He Val Thr Trp Leu Leu Thr Glu He Pro Ala Gly Gly Arg 
140 145 150 



723 



819 



867 



915 



963 



gag aaa gta tct ggc gtc cga age cag atg cag aag cat caa aag gtc 
Glu Lys Val Ser Gly Val Arg Ser Gin Met Gin Lys His Gin Lys Val 
220 225 230 

ccg act gee gtc ctt ctg teg gcg ctt gag gag acg gee tgg etc ttc 1011 
Pro Thr Ala Val Leu Leu Ser Ala Leu Glu Glu Thr Ala Trp Leu Phe 
235 240 245 

aac ctt cga gee agt gac ate ccc tat aac ccc ttc ttc tat tec tac 1059 
Asn Leu Arg Ala Ser Asp He Pro Tyr Asn Pro Phe Phe Tyr Ser Tyr 
250 255 260 265 



1107 



ttt age tec gaa acc ttg age tat ctg aac tec agt tgc aca ggc ccc 1155 
Phe Ser Ser Glu Thr Leu Ser Tyr Leu Asn Ser Ser Cys Thr Gly Pro 
285 290 295 



2 






atg 


tgt 


gtg 


caa 


ate 


gag 


gat 


tac 




Met 


Cys 


Val 
3 0 0 


Gin 


He 


Glu 


Asp 


Tyr 

one 

3 05 




gcc 


tac 


tea 


ttg 


gga 


gat 


gtg 


agg 




Ala 


Tyr 
315 


Ser 


Leu 


Gly 


Asp 


Val 
320 


Arg 




atg 


tat 


ggg 


ate 


tat 


gaa 


atg 


ata 




Met 


Tyr 


Gly 


He 


Tyr 


Glu 


Met 


He 




330 










335 








acc 


tac 


tec 


cca 


gtg 


atg 


atg 


acc 




Thr 


Tyr 


Ser 


Pro 


Val 
350 


Met 


Met 


Thr 




cag 


gcc 


etc 


etc 


aag 


gcc 


age 


cac 




Gin 


Ala 


Leu 


Leu 
365 


Lys 


Ala 


Ser 


His 


a 


egg 


tac 


ttg 


gtc 


tgg 


ctg 


gag 


aag 


if"* 

0 
If! 


Arg 


Tyr 


Leu 


Val 


Trp 


Leu 


Glu 


Lys 


gag 


ttt 


380 
teg 


ggg 


gca 


gag 


ate 


385 

gtg 




Glu 


Phe 


Ser 


Gly 


Ala 


Glu 


He 


Val 


cn 




395 










400 




s 


ttc 


tec 


tec 


gga 


ccc 


agt 


ttt 


gaa 


ry 


Phe 
410 


Ser 


Ser 


Gly 


Pro 


Ser 
415 


Phe 


Glu 




get 


gcc 


ctg 


gcc 


cac 


tac 


age 


ccg 


W 

n 


Ala 


Ala 


Leu 


Ala 


His 
430 


Tyr 


Ser 


Pro 




tec 


tea 


gat 


gag 


atg 


tac 


ctg 


ctg 




Ser 


Ser 


Asp 


Glu 
445 


Met 


Tyr 


Leu 


Leu 




ggg 


acc 


aca 


gac 


ate 


acc 


aga 


aca 




Gly 


Thr 


Thr 
460 


Asp 


He 


Thr 


Arg 


Thr 
465 




ttt 


cag 


aag 


gag 


gca 


tat 


acc 


cgt 




Phe 


Gin 
475 


Lys 


Glu 


Ala 


Tyr 


Thr 
480 


Arg 




tec 


agg 


etc 


ate 


ttt 


ccc 


get 


get 




Ser 


Arg 


Leu 


He 


Phe 


Pro 


Ala 


Ala 




490 










495 








ttt 


gcc 


cgc 


aga 


gcc 


ttg 


tgg 


gat 




Phe 


Ala 


Arg 


Arg 


Ala 


Leu 


Trp 


Asp 



510 



age caa gtt cgt gac age ate cag 12 03 

Ser Gin Val Arg Asp Ser He Gin 
310 

ate tgg- att ggg acc age tat acc 12 51 

He Trp He Gly Thr Ser Tyr Thr 
325 

cca agg gag aaa etc gtg aca gac 1299 
Pro Arg Glu Lys Leu Val Thr Asp 
340 345 

aag gca gtg aag aac age aag gag 13 47 

Lys Ala Val Lys Asn Ser Lys Glu 
355 360 

gtg egg gac get gtg get gtg ate 1395 
Val Arg Asp Ala Val Ala Val He 
370 375 

aac gtg ccc aaa ggc aca gtg gat 1443 
Asn Val Pro Lys Gly Thr Val Asp 
390 

gac aag ttc cga gga gaa gaa cag 1491 
Asp Lys Phe Arg Gly Glu Glu Gin 
405 

acc ate tct get agt ggt ttg aat 1539 
Thr He Ser Ala Ser Gly Leu Asn 
420 425 

acc aag gag ctg aac cgc aag ctg 1587 
Thr Lys Glu Leu Asn Arg Lys Leu 
435 440 

gac tct ggg ggg cag tac tgg gac 163 5 

Asp Ser Gly Gly Gin Tyr Trp Asp 
450 455 

gtc cac tgg ggc acc ccc tct gcc 1683 
Val His Trp Gly Thr Pro Ser Ala 
470 

gtg ctg ata gga aat att gac ctg 1731 
Val Leu He Gly Asn He Asp Leu 
485 

aca tea ggg cga atg gtg gag gcc 1779 
Thr Ser Gly Arg Met Val Glu Ala 
500 505 

get ggt etc aat tat ggt cat ggg 1827 
Ala Gly Leu Asn Tyr Gly His Gly 
515 520 



3 



# 



aca ggc cac ggc att ggc aac ttc ctg tgt gtg cat gag tgg cca gtg 1875 

Thr Gly His Gly lie Gly Asn Phe Leu Cys Val His Glu Trp Pro Val 

525 530 535 

gga ttc cag tec aac aac ate get atg gec aag ggc atg ttc act tec 1923 

Gly Phe Gin Ser Asn Asn He Ala Met Ala Lys Gly Met Phe Thr Ser 

540 545 550 

att gaa cct ggt tac tat aag gat gga gaa ttt ggg ate cgt etc gaa 1971 

He Glu Pro Gly Tyr Tyr Lys Asp Gly Glu Phe Gly He Arg Leu Glu 

555 560 565 

gat gtg get etc gtg gta gaa gca aag acc aag tac cca ggg gag eta 2019 

Asp Val Ala Leu Val Val Glu Ala Lys Thr Lys Tyr Pro Gly Glu Leu 

570 575 580 585 

cct gac ctt gtg gta tea ttt gtg ccc tat gac egg aac etc ate gat 2067 

Pro Asp Leu Val Val Ser Phe Val Pro Tyr Asp Arg Asn Leu He Asp 

590 595 600 

M gtc age ctg ctg tct ccc gag cat etc cag tac ctg aat cgc tac tac 2115 

Q Val Ser Leu Leu Ser Pro Glu His Leu Gin Tyr Leu Asn Arg Tyr Tyr 

H 605 610 615 



cag acc ate egg gag aag gtg ggt cca gag ctg cag agg cgc cag eta 2163 
Gin Thr He Arg Glu Lys Val Gly Pro Glu Leu Gin Arg Arg Gin Leu 
620 625 630 



m 
m 

eta gag gag ttc gag tgg ctt caa cag cac aca gag ccc ctg gee gee 2211 
$ Leu Glu Glu Phe Glu Trp Leu Gin Gin His Thr Glu Pro Leu Ala Ala 

!k 635 640 645 

hi 

f*\ agg gee cca gac acc gee tec tgg gee tct gtg tta gtg gtc tec acc 2259 

t] Arg Ala Pro Asp Thr Ala Ser Trp Ala Ser Val Leu Val Val Ser Thr 

£j? 650 655 660 665 

y 

ctt gee ate ctt ggc tgg agt gtc tagaggctcc agactctcct gttaaccctc 2313 
Leu Ala He Leu Gly Trp Ser Val 
670 

catctagatg gggggctccc ttgettaget cccctcaccc tgcactgaac ataccccaag 2373 

agcccctgct ggcccattgc ctagaaacct ttgeattcat cctccttctc caagacctat 2433 

ggagaaggtc ccaggcccca ggaaacacag ggcttcttgg ccccagatgg cacctccctg 2493 

caccccgggg ttgtatacca caccctgggc ccctaatccc aggccccgaa ataggaaagc 2553 

cagctagtct cttctcttct gtgatctcag taggectaac ctataaccta acacagactg 2613 

ctacagctgc tcccctcccg ccaaacaaag ccccaagaaa acaatgcccc taccacccaa 2673 

gggtgccatg gtcccgggaa aacccaacct gtcaccgcgt gttgggcgta accagaactg 2733 

ttccccccca ccagggctta aaaatcgccc ccacttttta accatcgtcc attaaccacc 2793 

tggtgggcat agecagaget gttcgaaccc agecagggat gaaaaatcaa cccccgacat 2 853 



4 




IJi 



! fcr| 



ggaacccatg attcctaaac ccggggtagg ttccatgcca agtaacagca gagggagtta 2913 

agccatagga atttggctgt ggagtaagag ggaatgcggt gaggcagtgt ggaatatgac 2 973 

cctaccagag gttggagaac aaacttgggc agccggaacc cgtcactatt ttagattcct 3033 

ggcattcgag gagccctttg aactttccaa agtgcagcca cagctacaat gctgttaaat 3093 

cctcccacat ttcttggatg ccccttca.cc ttgtgtggac agtgtctggt ttccccattt 3153 

tacagacagg aaaactgagc ttcagacagg gggtgggctt tgcctaagga cacacaaatt 3213 

tggttgggag ttgatggggc cagatgagcc agcattccag ctgtttcacc cttcagcaac 3273 

atgcagagtc cctgagccca cctcccagcc ctctcctcat tctctgaacc cactgtggtg 3333 

agaagaattt gctccggcca aattggccgt tagccacctg ggtccacatc ctgctaagac 3393 

gtttaaaaca gcctaacaaa gacacttgcc tgtgg 3428 



<210> 2 
<211> 673 
<212> PRT 

<213> homo sapiens 

%} 

V\ <400> 2 

iff* 

Met Ala Arg Ala His Trp Gly Cys Cys Pro Trp Leu Val Leu Leu Cys 
jk 15 10 15 

m 



Ala Cys Ala Trp Gly His Thr Lys Pro .Leu Asp Leu Gly Gly Gin Asp 
20 25 30 



Val Arg Asn Cys Ser Thr Asn Pro Pro Tyr Leu Pro Val Thr Val Val 
35 40 45 



Asn Thr Thr Met Ser Leu Thr Ala Leu Arg Gin Gin Met Gin Thr Gin 
50 55 60 



Asn Leu Ser Ala Tyr lie lie Pro Gly Thr Asp Ala His Met Asn Glu 
65 70 75 80 



Tyr lie Gly Gin His Asp Glu Arg Arg Ala Trp lie Thr Gly Phe Thr 
85 90 95 



Gly Ser Ala Gly Thr Ala Val Val Thr Met Lys Lys Ala Ala Val Trp 
100 105 110 
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Thr Asp Ser Arg Tyr Trp Thr Gin Ala Glu Arg Gin Met Asp Cys Asn 
115 120 125 



Trp Glu Leu His Lys Glu Val Gly Thr Thr Pro lie Val Thr Trp Leu 
130 135 140 



Leu Thr Glu lie Pro Ala Gly Gly Arg Val Gly Phe Asp Pro Phe Leu 
145 150 155 160 



Leu Ser lie Asp Thr Trp Glu Ser Tyr Asp Leu Ala Leu Gin Gly Ser 
165 170 175 



Asn Arg Gin Leu Val Ser lie Thr Thr Asn Leu Val Asp Leu Val Trp 
180 185 190 



i Gly Ser Glu Arg Pro Pro Val Pro Asn Gin Pro lie Tyr Ala Leu Gin 



f.j 195 200 205 

o 

n 

Glu Ala Phe Thr Gly Ser Thr Trp Gin Glu Lys Val Ser Gly Val Arg 
^ 210 215 220 

V,i$ 

M 

£rt Ser Gin Met Gin Lys His Gin Lys Val Pro Thr Ala Val Leu Leu Ser 
s 225 230 235 240 



i"\ Ala Leu Glu Glu Thr Ala Trp Leu Phe Asn Leu Arg Ala Ser Asp lie 

**t 245 250 255 

tot 

Q 

H Pro Tyr Asn Pro Phe Phe Tyr Ser Tyr Thr Leu Leu Thr Asp Ser Ser 
260 265 270 



lie Arg Leu Phe Ala Asn Lys Ser Arg Phe Ser Ser Glu Thr Leu Ser 
275 280 285 



Tyr Leu Asn Ser Ser Cys Thr Gly Pro Met Cys Val Gin lie Glu Asp 
290 295 300 



Tyr Ser Gin Val Arg Asp Ser lie Gin Ala Tyr Ser Leu Gly Asp Val 
305 310 315 320 



Arg lie Trp lie Gly Thr Ser Tyr Thr Met Tyr Gly lie Tyr Glu Met 
325 330 335 



lie Pro Arg Glu Lys Leu Val Thr Asp Thr Tyr Ser Pro Val Met Met 
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340 345 350 



Thr Lys Ala Val Lys Asn Ser Lys Glu Gin Ala Leu Leu Lys Ala Ser 
355 360 365 



His Val Arg Asp Ala Val Ala Val lie Arg Tyr Leu Val Trp Leu Glu 
370 375 380 



Lys Asn Val Pro Lys Gly Thr Val Asp Glu Phe Ser Gly Ala Glu lie 
385 390 395 400 



Val Asp Lys Phe Arg Gly Glu Glu Gin Phe Ser Ser Gly Pro Ser Phe 
405 410 415 



Glu Thr lie Ser Ala Ser Gly Leu Asn Ala Ala Leu Ala His Tyr Ser 
42 0 42 5 43 0 

p Pro Thr Lys Glu Leu Asn Arg Lys Leu Ser Ser Asp Glu Met Tyr Leu 

*i 435 440 445 

i=? 

; 'I. 

&f Leu Asp Ser Gly Gly Gin Tyr Trp Asp Gly Thr Thr Asp lie Thr Arg 
P) 450 455 460 

ii! 

jf[j Thr Val His Trp Gly Thr Pro Ser Ala Phe Gin Lys Glu Ala Tyr Thr 
^1 465 470 475 480 

jf») Arg Val Leu lie Gly Asn lie Asp Leu Ser Arg Leu lie Phe Pro Ala 
M 485 490 495 



Ala Thr Ser Gly Arg Met Val Glu Ala Phe Ala Arg Arg Ala Leu Trp 
500 505 510 



Asp Ala Gly Leu Asn Tyr Gly His Gly Thr Gly His Gly lie Gly Asn 
515 520 525 



Phe Leu Cys Val His Glu Trp Pro Val Gly Phe Gin Ser Asn Asn lie 
530 535 540 



Ala Met Ala Lys Gly Met Phe Thr Ser lie Glu Pro Gly Tyr Tyr Lys 
545 550 555 560 



Asp Gly Glu Phe Gly lie Arg Leu Glu Asp Val Ala Leu Val Val Glu 
565 570 575 
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8 



Q 

Q 



Leu Asp Leu Gly Gly Gin Asp Val Arg Asn Cys Ser Thr Asn Pro Pro 
30 35 40 

tac ctt cca gtt act gtg gtc aat acc aca atg tea etc aca gee etc 435 
Tyr Leu Pro Val Thr Val Val Asn Thr Thr Met Ser Leu Thr Ala Leu 
45 50 55 

cgc cag cag atg cag acc cag aat etc tea gee tac ate ate cca ggc 483 
Arg Gin Gin Met Gin Thr Gin Asn Leu Ser Ala Tyr lie lie Pro Gly 
60 65 70 

aca gat get cac atg aac gag tac ate ggc caa cat gac gag agg cgt 531 
Thr Asp Ala His Met Asn Glu Tyr lie Gly Gin His Asp Glu Arg Arg 
75 80 85 

gcg tgg att aca ggc ttt aca ggg tct gca gga act gca gtg gtg act 579 
Ala Trp lie Thr Gly Phe Thr Gly Ser Ala Gly Thr Ala Val Val Thr 
90 95 100 105 

atg aag aaa gca get gtc tgg acc gac agt cgc tac tgg act cag get 627 
Met Lys Lys Ala Ala Val Trp Thr Asp Ser Arg Tyr Trp Thr Gin Ala 
110 115 " 120 

gag egg caa atg gac tgt aat tgg gag etc cat aag gaa gtt ggc acc 67 5 

Glu Arg Gin Met Asp Cys Asn Trp Glu Leu His Lys Glu Val Gly Thr 
125 130 135 



;!;;; act cct att gtc acc tgg etc etc acc gag att ccc get gga ggg cgt 723 



Thr Pro lie Val Thr Trp Leu Leu Thr Glu lie Pro Ala Gly Gly Arg 
140 145 150 



PI 

H 

fy gtg ggt ttt gac ccc ttc etc ttg tec att gac acc tgg gag agt tat 771 
{ P| Val Gly Phe Asp Pro Phe Leu Leu Ser lie Asp Thr Trp Glu Ser Tyr 

*I 155 160 165 

V.J 

gat ctg gee etc caa ggc tct aac aga cag ctg gtg tec ate aca acc 819 
H Asp Leu Ala Leu Gin Gly Ser Asn Arg Gin Leu Val Ser lie Thr Thr 
170 175 180 185 

aat ctt gtg gac ctg gta tgg gga tea gag agg cca ccg gtt cca aat 867 
Asn Leu Val Asp Leu Val Trp Gly Ser Glu Arg Pro Pro Val Pro Asn 
190 195 200 

caa ccc att tat gee ctg cag gag gca ttc aca ggg age act tgg cag 915 
Gin Pro lie Tyr Ala Leu Gin Glu Ala Phe Thr Gly Ser Thr Trp Gin 
205 210 215 

gag aaa gta tct ggc gtc cga age cag atg cag aag cat caa aag gtc 9 63 

Glu Lys Val Ser Gly Val Arg Ser Gin Met Gin Lys His Gin Lys Val 
220 225 230 

ccg act gee gtc ctt ctg teg gcg ctt gag gag acg gee tgg etc ttc 1011 
Pro Thr Ala Val Leu Leu Ser Ala Leu Glu Glu Thr Ala Trp Leu Phe 
235 240 245 

aac ctt cga gee agt gac ate ccc tat aac ccc ttc ttc tat tec tac 1059 
Asn Leu Arg Ala Ser Asp lie Pro Tyr Asn Pro Phe Phe Tyr Ser Tyr 
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250 255 260 265 

acg ctg etc aca gac tct tct att agg ttg ttt gca aac aag agt cgc 1107 
Thr Leu Leu Thr Asp Ser Ser lie Arg Leu Phe Ala Asn Lys Ser Arg 
270 275 280 

ttt age tec gaa ace ttg age tat ctg aac tec agt tgc aca ggc ccc 1155 
Phe Ser Ser Glu Thr Leu Ser Tyr Leu Asn Ser Ser Cys Thr Gly Pro 
285 290 295 

atg tgt gtg caa ate gag gat tac age caa gtt cgt gac age ate cag 1203 
Met Cys Val Gin lie Glu Asp Tyr Ser Gin Val Arg Asp Ser lie Gin 
300 305 310 

gee tac tea ttg gga gat gtg agg ate tgg att ggg ace age tat acc 1251 
Ala Tyr Ser Leu Gly Asp Val Arg lie Trp lie Gly Thr Ser Tyr Thr 
315 320 325 

atg tat ggg ate tat gaa atg ata cca agg gag aaa etc gtg aca gac 1299 
Met Tyr Gly lie Tyr Glu Met lie Pro Arg Glu Lys Leu Val Thr Asp 
H 330 33 5 340 345 



m 



acc tac tec cca gtg atg atg acc aag gca gtg aag aac age aag gag 1347 
Thr Tyr Ser Pro Val Met Met Thr Lys Ala Val Lys Asn Ser Lys Glu 
350 355 360 



cag gee etc etc aag gee age cac gtg egg gac get gtg get gtg ate 13 9 5 

Gin Ala Leu Leu Lys Ala Ser His Val Arg Asp Ala Val Ala Val lie 
P 1 365 370 375 



| ss j: egg tac ttg gtc tgg ctg gag aag aac gtg ccc aaa ggc aca gtg gat 1443 
flj Arg Tyr Leu Val Trp Leu Glu Lys Asn Val Pro Lys Gly Thr Val Asp 
n 380 385 390 



gag ttt teg ggg gca gag ate gtg gac aag ttc cga gga gaa gaa cag 1491 
Glu Phe Ser Gly Ala Glu lie Val Asp Lys Phe Arg Gly Glu Glu Gin 
395 400 405 

ttc tec tec gga ccc agt ttt gaa acc ate tct get agt ggt ttg aat 1539 
Phe Ser Ser Gly Pro Ser Phe Glu Thr lie Ser Ala Ser Gly Leu Asn 
410 415 420 425 

get gee ctg gee cac tac age ccg acc aag gag ctg aac cgc aag ctg 1587 
Ala Ala Leu Ala His Tyr Ser Pro Thr Lys Glu Leu Asn Arg Lys Leu 
430 435 440 

tec tea gat gag atg tac ctg ctg gac tct ggg ggg cag tac tgg gac 1635 
Ser Ser Asp Glu Met Tyr Leu Leu Asp Ser Gly Gly Gin Tyr Trp Asp 
445 450 455 

ggg acc aca gac ate acc aga aca gtc cac tgg ggc acc ccc tct gee 1683 
Gly Thr Thr Asp lie Thr Arg Thr Val His Trp Gly Thr Pro Ser Ala 
460 465 470 

ttt cag aag gag gca tat ace cgt gtg ctg ata gga aat att gac ctg 1731 
Phe Gin Lys Glu Ala Tyr Thr Arg Val Leu lie Gly Asn lie Asp Leu 
475 480 485 
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1 1 



w 
ft 

•ttif 
ii ? 5 



in 



cagctagtct 


cttctcttct 


gtgatctcag 


taggcctaac 


ctataaccta 


acacagactg 


2613 


ctacagctgc 


tcccctcccg 


ccaaacaaag 


ccccaagaaa 


acaatgcccc 


taccacccaa 


2673 


gggtgccatg 


gtcccgggaa 


aacccaacct 


gtcaccgcgt 


gttgggcgta 


accagaactg 


2733 


ttccccccca 


ccagggctta 


aaaatcgccc 


ccacttttta 


accatcgtcc 


attaaccacc 


2793 


tggtgggcat 


agccagagct 


gttcgaaccc 


agccagggat 


gaaaaatcaa 


cccccgacat 


2853 


ggaacccatg 


attcctaaac 


ccggggtagg 


ttccatgcca 


agtaacagca 


gagggagtta 


2913 


agccatagga 


atttggctgt 


ggagtaagag 


ggaatgcggt 


gaggcagtgt 


ggaatatgac 


2973 


cctaccagag 


gttggagaac 


aaacttgggc 


agccggaacc 


cgtcactatt 


ttagattcct 


3033 


ggcattcgag 


gagccctttg 


aactttccaa 


agtgcagcca 


cagctacaat 


gctgttaaat 


3093 


cctcccacat 


ttcttggatg 


ccccttcacc 


ttgtgtggac 


agtgtctggt 


ttccccattt 


3153 


tacagacagg 


aaaactgagc 


ttcagacagg 


gggtgggctt 


tgcctaagga 


cacacaaatt 


3213 


tggttgggag 


ttgatggggc 


cagatgagcc 


agcattccag 


ctgtttcacc 


cttcagcaac 


3273 


atgcagagtc 


cctgagccca 


cctcccagcc 


ctctcctcat 


tctctgaacc 


cactgtggtg 


3333 


agaagaattt 


gctccggcca 


aattggccgt 


tagccacctg 


ggtccacatc 


ctgctaagac 


3393 


gtttaaaaca 


gcctaacaaa 


gacacttgcc 


tgtgg 






3428 



jfjj <210> 4 

<211> 673 

<212> PRT • 

<213> homo sapiens 



<400> 4 

Met Ala Arg Ala His Trp Gly Cys Cys Pro Trp Leu Val Leu Leu Cys 
15 10 15 



Ala Cys Ala Trp Gly His Thr Lys Pro Leu Asp Leu Gly Gly Gin Asp 
20 25 " 30 



Val Arg Asn Cys Ser Thr Asn Pro Pro Tyr Leu Pro Val Thr Val Val 
35 40 45 



Asn Thr Thr Met Ser Leu Thr Ala Leu Arg Gin Gin Met Gin Thr Gin 
50 55 60 



Asn Leu Ser Ala Tyr lie lie Pro Gly Thr Asp Ala His Met Asn Glu 
65 70 75 80 
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Tyr lie Gly Gin His Asp Glu Arg Arg Ala Trp lie Thr Gly Phe Thr 
85 90 95 



Gly Ser Ala Gly Thr Ala Val Val Thr Met Lys Lys Ala Ala Val Trp 
100 105 110 



Thr Asp Ser Arg Tyr Trp Thr Gin Ala Glu Arg Gin Met Asp Cys Asn 
115 120 125 



Trp Glu Leu His Lys Glu Val Gly Thr Thr Pro lie Val Thr Trp Leu 
130 135 140 



Leu Thr Glu lie Pro Ala Gly Gly Arg Val Gly Phe Asp Pro Phe Leu 
145 150 155 160 

Q Leu Ser lie Asp Thr Trp Glu Ser Tyr Asp Leu Ala Leu Gin Gly Ser 
S 165 170 175 

'•VA-i 

h y- Asn Arg Gin Leu Val Ser lie Thr Thr Asn Leu Val Asp Leu Val Trp 
*W 180 185 " 190 

m 

s Gly Ser Glu Arg Pro Pro Val Pro Asn Gin Pro lie Tyr Ala Leu Gin 

jhi 195 200 205 

Ipij 

n 

jj";! Glu Ala Phe Thr Gly Ser Thr Trp Gin Glu Lys Val Ser Gly Val Arg 
*5{ 210 215 220 

M 

Ser Gin Met Gin Lys His Gin Lys Val Pro Thr Ala Val Leu Leu Ser 
225 230 235 240 

Ala Leu Glu Glu Thr Ala Trp Leu Phe Asn Leu Arg Ala Ser Asp lie 
245 250 255 



Pro Tyr Asn Pro Phe Phe Tyr Ser Tyr Thr Leu Leu Thr Asp Ser Ser 
260 265 270 



lie Arg Leu Phe Ala Asn Lys Ser Arg Phe Ser Ser Glu Thr Leu Ser 
275 280 285 



Tyr Leu Asn Ser Ser Cys Thr Gly Pro Met Cys Val Gin lie Glu Asp 
290 295 300 
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Tyr Ser Gin Val Arg Asp Ser lie Gin Ala Tyr Ser Leu Gly Asp Val 
305 310 315 ~ 320 



Arg lie Trp lie Gly Thr Ser Tyr Thr Met Tyr Gly lie Tyr Glu Met 
325 330 " ' 335 



lie Pro Arg Glu Lys Leu Val Thr Asp Thr Tyr Ser Pro Val Met Met 
340 345 350 



Thr Lys Ala Val Lys Asn Ser Lys Glu Gin Ala Leu Leu Lys Ala Ser 
355 360 365 



His Val Arg Asp Ala Val Ala Val lie Arg Tyr Leu Val Trp Leu Glu 
370 375 380 



j| ss , Lys Asn Val Pro Lys Gly Thr Val Asp Glu Phe Ser Gly Ala Glu lie 
q 385 390 395 400 

t\ 

tf Val Asp Lys Phe Arg Gly Glu Glu Gin Phe Ser Ser Gly Pro Ser Phe 
W 405 410 415 

If! 

ff! Glu Thr lie Ser Ala Ser Gly Leu Asn Ala Ala Leu Ala His Tyr Ser 
5 420 425 430 

H 
in i 

jjr p ro Thr Lys Glu Leu Asn Arg Lys Leu Ser Ser Asp Glu Met Tyr Leu 
W 435 440 445 

W 
P 

m Leu Asp Ser Gly Gly Gin Tyr Trp Asp Gly Thr Thr Asp lie Thr Arg 
450 455 460 



Thr Val His Trp Gly Thr Pro Ser Ala Phe Gin Lys Glu Ala Tyr Thr 
465 470 475 480 



Arg Val Leu lie Gly Asn lie Asp Leu Ser Arg Leu lie Phe Pro Ala 
485 490 495 



Ala Thr Ser Gly Arg Met Val Glu Ala Phe Ala Arg Arg Ala Leu Trp 
500 505 510 



Asp Ala Gly Leu Asn Tyr Gly His Gly Thr Gly His Gly lie Gly Asn 
515 520 525 



Phe Leu Cys Val His Glu Trp Pro Val Gly Phe Gin Ser Asn Asn lie 
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530 535 540 



Ala Met Ala Lys Gly Met Phe Thr Ser lie Glu Pro Gly Tyr Tyr Lys 
545 550 555 560 



Asp Gly Glu Phe Gly lie Arg Leu Glu Asp Val Ala Leu Val Val Glu 
565 570 575 



Ala Lys Thr Lys Tyr Pro Gly Glu Leu Pro Asp Leu Val Val Ser Phe 
580 585 590 



Val Pro Tyr Asp Arg Asn Leu lie Asp Val Ser Leu Leu Ser Pro Glu 
595 600 605 



His Leu Gin Tyr Leu Asn Arg Tyr Tyr Gin Thr lie Arg Glu Lys Val 
610 615 620 



Gly Pro Glu Leu Gin Arg Arg Gin Leu Leu Glu Glu Phe Glu Trp Leu 
625 630 635 640 



Gin Gin His Thr Glu Pro Leu Ala Ala Arg Ala Pro Asp Thr Ala Ser 
645 650 655 



Trp Ala Ser Val Leu Val Val Ser Thr Leu Ala lie Leu Gly Trp Ser 
660 665 670 



Val 



<210> 5 

<211> 1082 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (7) . . (1065) 

<400> 5 

ctgtgc atg gca tea tec tgg ccc cct eta gag etc caa tec tec aac 
Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn 
15 10 

cag age cag etc ttc cct caa aat get acg gec tgt gac aat get cca 
Gin Ser Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro 
15 20 25 30 
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gaa gcc tgg gac ctg ctg cac aga gtg ctg ccg aca ttt ate ate tec 144 

Glu Ala Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie lie Ser 
35 40 45 

ate tgt ttc ttc ggc etc eta ggg aac ctt ttt gtc ctg ttg gtc ttc 192 

lie Cys Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe 
50 55 60 

etc ctg ccc egg egg caa ctg aac gtg gca gaa ate tac ctg gcc aac 2 40 

Leu Leu Pro Arg Arg Gin Leu Asn Val Ala Glu lie Tyr Leu Ala Asn 
65 70 75 

ctg gca gcc tct gat ctg gtg ttt gtc ttg ggc ttg ccc ttc tgg gca 288 

Leu Ala Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala 
80 85 90 

gag aat ate tgg aac cag ttt aac tgg cct ttc gga gcc etc etc tgc 3 36 

Glu Asn lie Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys 
95 100 105 110 

ji is ^ cgt gtc ate aac ggg gtc ate aag gcc aat ttg ttc ate age ate ttc 3 84 

Arg Val lie Asn Gly Val lie Lys Ala Asn Leu Phe lie Ser lie Phe 
111 115 120 125 

U 

M ctg gtg gtg gcc ate age cag gac cgc tac cgc gtg ctg gtg cac cct 432 

U\ Leu Val Val Ala lie Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro 

tCJ 130 135 140 



m 



■a 



atg gcc age gga agg cag cag egg egg agg cag gcc egg gtc ace tgc 480 
Met Ala Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys 
145 150 155 



Rj* gtg etc ate tgg gtt gtg ggg ggc etc ttg age ate ccc aca ttc ctg 52 8 

Q Val Leu lie Trp Val Val Gly Gly Leu Leu Ser lie Pro Thr Phe Leu 

iU 160 165 170 

n 

ctg cga tec ate caa gcc gtc cca gat ctg aac ate ace gcc tgc ate 576 

Leu Arg Ser lie Gin Ala Val Pro Asp Leu Asn lie Thr Ala Cys lie 

175 180 185 190 

ctg etc etc ccc cat gag gcc tgg cac ttt gca agg att gtg gag tta 624 

Leu Leu Leu Pro His Glu Ala Trp His Phe Ala Arg lie Val Glu Leu 
195 200 205 

aat att ctg ggt ttc etc eta cca ctg get gcg ate gtc ttc ttc aac 672 

Asn lie Leu Gly Phe Leu Leu Pro Leu Ala Ala lie Val Phe Phe Asn 
210 215 220 

tac cac ate ctg gcc tec ctg cga acg egg gag gag gtc age agg aca 720 

Tyr His lie Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr 

225 230 235 

aga gtg egg ggg ccg aag gat age aag acc aca gcg ctg ate etc acg 768 

Arg Val Arg Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu lie Leu Thr 

240 245 250 

etc gtg gtt gcc ttc ctg gtc tgc tgg gcc cct tac cac ttc ttt gcc 816 
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Leu Val Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala 
255 260 265 270 

ttc ctg gaa ttc tta ttc cag gtg caa gca gtc cga ggc tgc ttt tgg 864 
Phe Leu Glu Phe Leu Phe Gin Val Gin Ala Val Arg Gly Cys Phe Trp 
275 280 285 

gag gac ttc att gac ctg ggc ctg caa ttg gcc aac ttc ttt gcc ttc 912 
Glu Asp Phe lie Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe 
290 295 300 

act aac age tec ctg aat cca gta att tat gtc ttt gtg ggc egg etc 960 
Thr Asn Ser Ser Leu Asn Pro Val lie Tyr Val Phe Val Gly Arg Leu 
305 310 315 

ttc agg ace aag gtc tgg gaa ctt tat aaa caa tgc acc cct aaa agt 1008 
Phe Arg Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser 
320 325 330 

ctt get cca ata tct tea tec cat agg aaa gaa ate ttc caa ctt ttc 1056 
j^. Leu Ala Pro lie Ser Ser Ser His Arg Lys Glu lie Phe Gin Leu Phe 
335 340 345 350 

W 

y tgg egg aat taaaacagca ttgaacc 1082 
W Trp Arg Asn 

m 

fj\ <210> 6 

!c <211> 353 

<212> PRT 

<213> homo sapiens 



■4 <400> 6 

• i 

.'!) Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn Gin Ser 



met 



15 10 15 



Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro Glu Ala 
20 25 30 



Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie lie Ser lie Cys 
35 40 45 



Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe Leu Leu 
50 55 60 



Pro Arg Arg Gin Leu Asn Val Ala Glu lie Tyr Leu Ala Asn Leu Ala 
65 70 75 80 



Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn 
85 90 95 
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lie Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys Arg Val 
100 105 110 



lie Asn Gly Val lie Lys Ala Asn Leu Phe lie Ser lie Phe Leu Val 
115 120 125 



Val Ala lie Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro Met Ala 
130 135 140 



Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys Val Leu 
145 150 155 160 



lie Trp Val Val Gly Gly Leu Leu Ser lie Pro Thr Phe Leu Leu Arg 
165 170 175 



Ser lie Gin Ala Val Pro Asp Leu Asn lie Thr Ala Cys lie Leu Leu 
180 185 190 



Leu Pro His Glu Ala Trp His Phe Ala Arg lie Val Glu Leu Asn lie 
195 200 205 



Leu Gly Phe Leu Leu Pro Leu Ala Ala lie Val Phe Phe Asn Tyr His 
2*10 215 220 



lie Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr Arg Val 
225 230 235 240 



Arg Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu lie Leu Thr Leu Val 
245 250 255 



Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala Phe Leu 
260 265 270 



Glu Phe Leu Phe Gin Val Gin Ala Val Arg Gly Cys Phe Trp Glu Asp 
275 280 285 



Phe lie Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe Thr Asn 
290 295 300 



Ser Ser Leu Asn Pro Val lie Tyr Val Phe Val Gly Arg Leu Phe Arg 
305 310 315 320 
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a 



Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser Leu Ala 
325 330 335 



Pro lie Ser Ser Ser His Arg Lys Glu lie Phe Gin Leu Phe Trp Arg 
340 345 350 



Asn 



<210> 7 

<211> 1082 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 
<222> (7) . . (1065) 

<400> 7 

ctgtgc atg gca tea tec tgg ccc cct eta gag etc caa tec tec aac 48 
Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn 

•yj i 5 io 

cag age cag etc ttc cct caa aat get acg gee tgt gac aat get cca 9 6 

pj Gin Ser Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro 
5 15 20 25 30 

p. gaa gee tgg gac ctg ctg cac aga gtg ctg ccg aca ttt ate ate tec 144 

Glu Ala Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie lie Ser 
•W 35 40 45 

j! ; I 

p ate tgt ttc ttc ggc etc eta ggg aac ctt ttt gtc ctg ttg gtc ttc 192 

jM He Cys Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe 
50 55 60 

etc ctg ccc egg egg caa ctg aac gtg gca gaa ate tac ctg gee aac 240 
Leu Leu Pro Arg Arg Gin Leu Asn Val Ala Glu He Tyr Leu Ala Asn 
65 70 75 

ctg gca gee tct gat ctg gtg ttt gtc ttg ggc ttg ccc ttc tgg gca 288 
Leu Ala Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala 
80 85 90 

gag aat ate tgg aac cag ttt aac tgg cct ttc gga gee etc etc tgc 336 
Glu Asn He Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys 
95 100 105 110 

cgt gtc ate aac ggg gtc ate aag gec aat ttg ttc ate age ate ttc 3 84 

Arg Val lie Asn Gly Val He Lys Ala Asn Leu Phe He Ser He Phe 
115 120 125 

ctg gtg gtg gee ate age cag gac cgc tac cgc gtg ctg gtg cac cct 432 
Leu Val Val Ala He Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro 
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ii": ' 



130 135 140 

atg gcc age gga agg cag cag egg egg agg cag gee egg gtc ace tgc 480 
Met Ala Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys 
145 150 155 

gtg etc ate tgg gtt gtg ggg ggc etc ttg age ate ccc aca ttc ctg 528 
Val Leu lie Trp Val Val Gly Gly Leu Leu Ser He Pro Thr Phe Leu 
160 165 170 

ctg cga tec ate caa gcc gtc cca gat ctg aac ate acc gcc tgc ate 576 
Leu Arg Ser He Gin Ala Val Pro Asp Leu Asn He Thr Ala Cys He 
175 180 185 190 

ctg etc etc ccc cat gag gcc tgg cac ttt gca agg att gtg gag tta 624 
Leu Leu Leu Pro His Glu Ala Trp His Phe Ala Arg He Val Glu Leu 
195 200 205 

aat att ctg ggt ttc etc eta cca ctg get gcg ate gtc ttc ttc aac 672 
Asn He Leu Gly Phe Leu Leu Pro Leu Ala Ala He Val Phe Phe Asn 
210 215 220 



tac cac ate ctg gcc tec ctg cga acg egg gag gag gtc age agg aca 720 
W Tyr His He Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr 
225 230 235 



aga gtg egg ggg ccg aag gat age aag acc aca gcg ctg ate etc acg 768 
Arg Val Arg Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu He Leu Thr 
240 245 250 

etc gtg gtt gcc ttc ctg gtc tgc tgg gcc cct tac cac ttc ttt gcc 816 
Leu Val Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala 



M 255 260 265 270 

M 

jhj ttc ctg gaa ttc tta ttc cag gtg caa gca gtc cga ggc tgc ttt tgg 864 
■Q Phe Leu Glu Phe Leu Phe Gin Val Gin Ala Val Arg Gly Cys Phe Trp 
Q 275 280 285 

gag gac ttc att gac ctg ggc ctg caa ttg gcc aac ttc ttt gcc ttc 912 
Glu Asp Phe He Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe 
290 295 300 

act aac age tec ctg aat cca gta att tat gtc ttt gtg ggc cag etc 960 
Thr Asn Ser Ser Leu Asn Pro Val He Tyr Val Phe Val Gly Gin Leu 
305 310 315 

ttc agg acc aag gtc tgg gaa ctt tat aaa caa tgc acc cct aaa agt 1008 
Phe Arg Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser 
320 325 330 

ctt get cca ata tct tea tec cat agg aaa gaa ate ttc caa ctt ttc 1056 
Leu Ala Pro He Ser Ser Ser His Arg Lys Glu He Phe Gin Leu Phe 
335 340 345 350 

tgg egg aat taaaacagca ttgaacc 1082 
Trp Arg Asn 
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<210> 8 

<211> 353 

<212> PRT 

<213> homo sapiens 

<400> 8 

Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn Gin Ser 
15 10 15 



Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro Glu Ala 
20 25 30 



Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie lie Ser lie Cys 
35 40 45 



p Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe Leu Leu 
t\ 50 55 60 

r\ 

V\ Pro Arg Arg Gin Leu Asn Val Ala Glu lie Tyr Leu Ala Asn Leu Ala 
$ 65 70 75 80 

m 
m 

, Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn 
U 85 90 ~ 95 

rn 

:i If 

lie Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys Arg Val 
W 100 105 110 

0 

H 

He Asn Gly Val He Lys Ala Asn Leu Phe He Ser He Phe Leu Val 
115 120 125 

Val Ala He Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro Met Ala 
130 135 140 



Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys Val Leu 
145 150 155 160 



He Trp Val Val Gly Gly Leu Leu Ser He Pro Thr Phe Leu Leu Arg 
165 170 175 



Ser He Gin Ala Val Pro Asp Leu Asn He Thr Ala Cys He Leu Leu 
180 185 190 
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Leu Pro His Glu Ala Trp His Phe Ala Arg lie Val Glu Leu Asn lie 
195 200 205 



Leu Gly Phe Leu Leu Pro Leu Ala Ala lie Val Phe Phe Asn Tyr His 
210 215 220 

lie Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr Arg Val 
225 230 235 ~ 240 

Arg Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu lie Leu Thr Leu Val 
245 250 255 

Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala Phe Leu 
260 265 270 

jUi Glu Pne Leu ph e Gin Val Gin Ala Val Arg Gly Cys Phe Trp Glu Asp 
U 275 280 285 

Q 

Phe lie Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe Thr Asn 
m 290 295 300 

U1 

pj Ser Ser Leu Asn Pro Val lie Tyr Val Phe Val Gly Gin Leu Phe Arg 
, 305 310 315 320 

H 

J,J{ Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser Leu Ala 
H 325 330 335 

W 

Pro lie Ser Ser Ser His Arg Lys Glu lie Phe Gin Leu Phe Trp Arg 
340 345 350 



Asn 



<210> 9 

<211> 1082 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (7) . . (1065) 

<400> 9 

ctgtgc atg gca tea tec tgg ccc cct eta gag etc caa tec tec aac 48 
Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn 
15 10 
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Q 
G 

i- ?s 

■ ; 



- j 



cag age cag etc ttc cct caa aat get acg gee tgt gac aat get cca 96 
Gin Ser Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro 
15 20 25 30 

gaa gee tgg gac ctg ctg cac aga gtg ctg cca aca ttt ate ate tec 144 
Glu Ala Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie lie Ser 
35 40 45 

ate tgt ttc ttc ggc etc eta ggg aac ctt ttt gtc ctg ttg gtc ttc 192 
lie Cys Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe 
50 55 60 

etc ctg ccc egg egg caa ctg aac gtg gca gaa ate tac ctg gee aac 240 
Leu Leu Pro Arg Arg Gin Leu Asn Val Ala Glu He Tyr Leu Ala Asn 
65 70 75 

ctg gca gee tct gat ctg gtg ttt gtc ttg ggc ttg ccc ttc tgg gca 288 
Leu Ala Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala 
80 85 90 

gag aat ate tgg aac cag ttt aac tgg cct ttc gga gee etc etc tgc 336 
Glu Asn He Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys 
95 100 105 110 

cgt gtc ate aac ggg gtc ate aag gee aat ttg ttc ate age ate ttc 384 
Arg Val lie Asn Gly Val He Lys Ala Asn Leu Phe He Ser He Phe 
115 120 125 

ctg gtg gtg gee ate age cag gac cgc tac cgc gtg ctg gtg cac cct 432 
Leu Val Val Ala He Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro 
130 135 140 

atg gee age gga agg cag cag egg egg agg cag gee egg gtc ace tgc 480 
Met Ala Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys 
145 150 155 

gtg etc ate tgg gtt gtg ggg ggc etc ttg age ate ccc aca ttc ctg 528 
Val Leu He Trp Val Val Gly Gly Leu Leu Ser He Pro Thr Phe Leu 
160 165 170 

ctg cga tec ate caa gee gtc cca gat ctg aac ate acc gee tgc ate 576 
Leu Arg Ser He Gin Ala Val Pro Asp Leu Asn He Thr Ala Cys He 
175 180 185 190 

ctg etc etc ccc cat gag gee tgg cac ttt gca agg att gtg gag tta 624 
Leu Leu Leu Pro His Glu Ala Trp His Phe Ala Arg He Val Glu Leu 
195 200 205 

aat att ctg ggt ttc etc eta cca ctg get gcg ate gtc ttc ttc aac 672 
Asn He Leu Gly Phe Leu Leu Pro Leu Ala Ala He Val Phe Phe Asn 
210 215 220 

tac cac ate ctg gee tec ctg cga acg egg gag gag gtc age agg aca 72 0 

Tyr His He Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr 
225 230 235 
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aga gtg egg ggg ccg aag gat age aag ace aca gcg ctg ate etc acg 768 
Arg Val Arg Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu lie Leu Thr 
240 245 250 

etc gtg gtt gee ttc ctg gtc tgc tgg gee cct tac cac ttc ttt gee 816 
Leu Val Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala 
255 260 265 ~ 270 

ttc ctg gaa ttc tta ttc cag gtg caa gca gtc cga ggc tgc ttt tgg 864 
Phe Leu Glu Phe Leu Phe Gin Val Gin Ala Val Arg Gly Cys Phe Trp 
275 280 285 

gag gac ttc att gac ctg ggc ctg caa ttg gee aac ttc ttt gec ttc 912 
Glu Asp Phe lie Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe 
290 295 300 



act aac age tec ctg aat cca gta att tat gtc ttt gtg ggc egg etc 
Thr Asn Ser Ser Leu Asn Pro Val lie Tyr Val Phe Val Gly Arg Leu 
305 310 315 



960 



|U ttc agg acc aag gtc tgg 9aa ctt tat aaa caa tgc ace cct aaa agt 1008 

Phe Arg Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser 

5: 320 325 330 

*»j ctt get cca ata tct tea tec cat agg aaa gaa ate ttc caa ctt ttc 105.6 

iyl Leu Ala Pro lie Ser Ser Ser His Arg Lys Glu He Phe Gin Leu Phe 
tfl 335 340 345 350 

m 

£;ft tgg egg aat taaaacagca ttgaacc 1082 
, Trp Arg Asn 

tj: 

M 

jfji 

0 <210> 10 

1 = 1 <211> 353 
Q <212> PRT 

jL-i <213> homo sapiens 

<400> 10 

Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn Gin Ser 
1 5 10 15 

Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro Glu Ala 
20 25 30 

Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe He He Ser He Cys 
35 40 45 

Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe Leu Leu 
50 55 60 

Pro Arg Arg Gin Leu Asn Val Ala Glu He Tyr Leu Ala Asn Leu Ala 
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65 70 75 80 

Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn 
85 90 95 

lie Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys Arg Val 
100 105 110 

lie Asn Gly Val lie Lys Ala Asn Leu Phe lie Ser lie Phe Leu Val 
115 120 125 

Val Ala lie Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro Met Ala 
130 135 140 

Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys Val Leu 
U 145 150 155 160 

•b.i n e Trp Val Val Gly Gly Leu Leu Ser Ile pro Thr phe Leu Leu Arg 
M 165 170 175 

if 

jjjf Ser Ile Gin Ala Val Pro Asp Leu Asn Ile Thr Ala Cys Ile Leu Leu 
pi 180 185 190 

Leu Pro His Glu Ala Trp His Phe Ala Arg Ile Val Glu Leu Asn Ile 

Jjj 195 200 205 

W 

£3 Leu Gly Phe Leu Leu Pro Leu Ala Ala Ile Val Phe Phe Asn Tyr His 
H 210 215 220 

Ile Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr Arg Val 
225 230 235 240 

Arg Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu Ile Leu Thr Leu Val 
245 250 255 

Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala Phe Leu 
260 265 270 

Glu Phe Leu Phe Gin Val Gin Ala Val Arg Gly Cys Phe Trp Glu Asp 
275 280 285 

Phe Ile Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe Thr Asn 
290 295 300 
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Ser Ser Leu Asn Pro Val lie Tyr Val Phe Val Gly Arg Leu Phe Arg 
305 310 315 320 



Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser Leu Ala 
325 330 ~ 335 



Pro lie Ser Ser Ser His Arg Lys Glu lie Phe Gin Leu Phe Trp Arg 
340 345 350 



Asn 



<210> 11 

<211> 3733 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1173) 

<400> 11 

atg ttc tct ccc tgg aag ata tea atg ttt ctg tct gtt cgt gag gac 

Met Phe Ser Pro Trp Lys lie Ser Met Phe Leu Ser Val Arg Glu Asp 

1 5 10 15 

tec gtg ccc acc acg gec tct ttc age gee gac atg etc aat gtc acc 
Ser Val Pro Thr Thr Ala Ser Phe Ser Ala Asp Met Leu Asn Val Thr 
20 25 ' 30 

ttg caa ggg ccc act ctt aac ggg acc ttt gec cag age aaa tgc ccc 
Leu Gin Gly Pro Thr Leu Asn Gly Thr Phe Ala Gin Ser Lys Cys Pro 
35 40 45 

caa gtg gag tgg ctg ggc tgg etc aac acc ate cag ccc ccc ttc etc 
Gin Val Glu Trp Leu Gly Trp Leu Asn Thr lie Gin Pro Pro Phe Leu 
50 55 60 

tgg gtg ctg ttc gtg ctg gec acc eta gag aac ate ttt gtc etc age 
Trp Val Leu Phe Val Leu Ala Thr Leu Glu Asn lie Phe Val Leu Ser 
65 70 75 80 

gtc ttc tgc ctg cac aag age age tgc acg gtg gca gag ate tac ctg 
Val Phe Cys Leu His Lys Ser Ser Cys Thr Val Ala Glu lie Tyr Leu 
85 90 95 

ggg aac ctg gee gca gca gac ctg ate ctg gee tgc ggg ctg ccc ttc 
Gly Asn Leu Ala Ala Ala Asp Leu lie Leu Ala Cys Gly Leu Pro Phe 
100 105 ^ 110 

tgg gec ate acc ate tec aac aac ttc gac tgg etc ttt ggg gag acg 



26 



Trp Ala lie Thr He Ser Asn Asn Phe Asp Trp Leu Phe Gly Glu Thr 
115 120 125 

etc tgc cgc gtg gtg aat gec att ate tec atg aac ctg tac age age 
Leu Cys Arg Val Val Asn Ala He He Ser Met Asn Leu Tyr Ser Ser 
130 135 140 



432 



ate tgt ttc ctg atg ctg gtg age ate gac cgc tac ctg gec ctg gtg 480 
He Cys Phe Leu Met Leu Val Ser He Asp Arg Tyr Leu Ala Leu Val 
145 150 155 ~ 160 

aaa acc atg tec atg ggc egg atg cgc ggc gtg cgc tgg gec aag etc 528 
Lys Thr Met Ser Met Gly Arg Met Arg Gly Val Arg Trp Ala Lys Leu 
165 170 ^ 175 

tac age ttg gtg ate tgg ggg tgt acg ctg etc ctg age tea ccc atg 576 
Tyr Ser Leu Val He Trp Gly Cys Thr Leu Leu Leu Ser Ser Pro Met 
180 185 190 

ctg gtg ttc egg acc atg aag gag tac age gat gag ggc cac aac gtc 624 
Leu Val Phe Arg Thr Met Lys Glu Tyr Ser Asp Glu Gly His Asn Val 
195 200 205 



acc get tgt gtc ate age tac cca tec etc ate tgg gaa gtg ttc acc 672 

Thr Ala Cys Val He Ser Tyr Pro Ser Leu He Trp Glu Val Phe Thr 

•*!) 210 215 220 

Vl aac atg etc ctg aat gtc gtg ggc ttc ctg ctg ccc ctg agt gtc ate 720 

til Asn Met Leu Leu Asn Val Val Gly Phe Leu Leu Pro Leu Ser Val He 

i 225 230 235 240 

jfjj acc ttc tgc acg atg cag ate atg cag gtg ctg egg aac aac gag atg 768 
I;: Thr Phe Cys Thr Met Gin He Met Gin Val Leu Arg Asn Asn Glu Met 
: : ! 245 250 255 

W cag aag ttc aag gag ate cag acg gag agg agg gec acg gtg eta gtc 816 
H Gin Lys Phe Lys Glu He Gin Thr Glu Arg Arg Ala Thr Val Leu Val 
260 265 270 

ctg gtt gtg ctg ctg eta ttc ate ate tgc tgg ctg ccc ttc cag ate 864 
Leu Val Val Leu Leu Leu Phe He He Cys Trp Leu Pro Phe Gin He 
275 280 285 

age acc ttc ctg gat acg ctg cat cgc etc ggc ate etc tec age tgc 912 
Ser Thr Phe Leu Asp Thr Leu His Arg Leu Gly He Leu Ser Ser Cys 
290 295 300 

cag gac gag cgc ate ate gat gta ate aca cag ate gec tec ttc atg 960 
Gin Asp Glu Arg He He Asp Val He Thr Gin He Ala Ser Phe Met 
305 310 315 320 

gec tac age aac age tgc etc aac cca ctg gtg tac gtg ate gtg ggc 1008 
Ala Tyr Ser Asn Ser Cys Leu Asn Pro Leu Val Tyr Val He Val Gly 
325 330 335 

aag cgc ttc cga aag aag tct tgg gag gtg tac cag gga gtg tgc cag 1056 
Lys Arg Phe Arg Lys Lys Ser Trp Glu Val Tyr Gin Gly Val Cys Gin 
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340 345 350 

aaa ggg ggc tgc agg tea gaa ccc att cag atg gag aac tec atg ggc 1104 
Lys Gly Gly Cys Arg Ser Glu Pro lie Gin Met Glu Asn Ser Met Gly 
355 360 365 

aca ctg egg ace tec ate tec gtg gaa cgc cag att cac aaa ctg cag 1152 
Thr Leu Arg Thr Ser lie Ser Val Glu Arg Gin lie His Lys Leu Gin 
370 375 380 

gac tgg gca ggg age aga cag tgagcaaacg ccagcagggc tgctgtgaat 1203 
Asp Trp Ala Gly Ser Arg Gin 





385 


390 












ttgtgtaagg 


attgagggac 


agttgctttt 


cagcatgggc 


ecaggaatge 


caaggagaca 


1263 




tetatgeacg 


accttgggaa 


atgagttgat 


gtctccggta 


aaacaccgga 


gactaattcc 


1323 




tgccctgccc 


aattttgcag 


ggagcatggc 


tgtgaggatg 


gggtgaactc 


acgcacagcc 


1383 




aaggactcca 


aaatcacaac 


agcattactg 


ttcttatttg 


ctgccacacc 


tgagccagcc 


1443 


a 


tgctccttcc 


caggagtgga 


ggaggcctgg 


ggggagggag 


aggagtgact 


gagcttccct 


1503 


&*\ 

m 


cccgtgtgtt 


ctccgtccct 


gccccagcaa 


gacaacttag 


atctccagga 


gaactgecat 


1563 


i; ?i 


ccagctttgg 


tgcaatggct 


gagtgcacaa 


gtgagttgtt 


gccctgggtt 


tctttaatct 


1623 


r,r i 

m 


attcagctag 


aactttgaag 


gacaatttct 


tgcattaata 


aaggttaagc 


cctgaggggt 


1683 


£ 

N 


ccctgataac 


aacctggaga 


ccaggatttt 


atggctcccc 


tcactgatgg 


acaaggaggt 


1743 


m 


ctgtgccaaa 


gaagaatcca 


ataagcacat 


attgagcact 


tgctgtatat 


gcagtattga 


1803 


w 

e 


gcactgtagg 


caagacccaa 


gaaagagaag 


gagccatctc 


catcttgaag 


gaactcaaag 


1863 


4m r 


actcaagtgg 


gaacgactgg 


gcactgccac 


caccagaaag 


ctgttcgacg 


agaeggtega 


1923 




geagggtget 


gtgggtgata 


tggacagcag 


aagggggaga 


ccaaggttcc 


agctcaacca 


1983 




ataactattg 


cacaaccacc 


tgtccctgcc 


tcagttccct 


tttatgtaac 


atgaagtcgt 


2043 




tgtgagggtt 


aaaggcagta 


acaggtataa 


agtacttaga 


aaagcaaagg 


gtgctacgta 


2103 




catgtgaggc 


ateattaege 


agaegtaact 


gggatatgtt 


tactataagg 


aaaagacact 


2163 




gaggtctaga 


aatagctccg 


tggagcagaa 


tcagtattgg 


gagccggtgg 


cggtgtgaag 


2223 




caccagtgtc 


tggcacacag 


taggtgetea 


ttggctccct 


tccacctgtc 


attcccacca 


2283 




ccctgaggcc 


ccaaccgcca 


cacacacagg 


agcatttgga 


gagaaggeca 


tgtcttcaaa 


2343 




gtctgatttg 


tgatgaggca 


gaggaagata 


tttctaatcg 


gtcttgccca 


gaggatcaca 


2403 




gtgetgagae 


cccccaccac 


cagccggtac 


ctgggaaggg 


ggagagtgca 


ggcctgctca 


2463 




gggactgttc 


ctgtctcagc 


aaccaaggga 


ttgttcctgt 


caatcaatgg 


tttattggaa 


2523 
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ggtggcccag tatgagccct agaagagtgt gaaaaggaat ggcaatggtg ttcaccatcg 2 5 83 

gcagtgccag ggcagcactc attcacttga taaatgaata tttattagct ggttggagag 2643 

ctagaacctg gagagctaga acctggagaa ctagaacctg gagggctaga acctggagag 2703 

gctagaacca agaagggcta gaacctggag gggctagaac ctagagaagc taaaacctga 2763 

gctagaagct ggaggactag aacctggagg gctggaatct gaagggctag aacctggagg 2823 

gctggaatct ggagagctag aacctggagg gctagaacct ggagggctag aacctagaag 2883 

ggctagaacc tggagggctg gaatctggag agctagaacc tggagggcta gaacctggag 2943 

ggctagaacc tagaagggct agaacctgga gggctagaac ctggcaggtt agaacctaga 3003 

agggctagaa cctggagagc cagaacctgg agggctagaa cctggaaggg ctagaacctg 3 0 63 

tagagctaga acatggagag ctagaacccg gcaggctaga acctggcaag ctagaacctg 3123 

!l 

q gagggaatga acctggaggg ctagaacctg gagaatgaga aaaatttaca tggcaaagag 3183 

fl cccataaatc ctgaccaatc caactctgaa ttttaaagca aaagcgtgaa aaaaaagatt 3243 

i fj 

ccctccttac ccccaaccca ctcttttttc ccaccaccca ctctcctctg cctcagtaag 3303 

jJl tatctggagg aagaaaacag gtgaaagaag aagtaaaaac catttagtat tagtattaga 3363 

3 atgaagtcaa actgtgccac acatggtgaa tgaaaaaaaa aaaaaagagg ctgtgttttg 3423 

jk 

|f[j tcacacaggg cagtcattca gcaccagagc acgtgatggt ctgagactct cttaggagca 3483 

Ci 

,5 gagctctgcc gcaatggcca tgtggggatc cacacctggt ctgaggggca actgagtctg 3543 

J«* cgggagaaga gcggccctat gcatggtgta gatgccctga taaagaacat ctgtcctgtg 3603 

aaagactcaa tgagctgtta tgttgtaaac aggaagcatt tcacatccaa acgagaaaat 3663 

catgtaaaca tgtgtctttt ctgtagagca taataaatgg atgaggtttt tgcaaaaaaa 3723 

aaaaaaaaaa 37 3 3 



<210> 12 

<211> 391 

<212> PRT 

<213> homo sapiens 

<400> 12 

Met Phe Ser Pro Trp Lys lie Ser Met Phe Leu Ser Val Arg Glu Asp 
15 10 15 



Ser Val Pro Thr Thr Ala Ser Phe Ser Ala Asp Met Leu Asn Val Thr 
20 25 30 
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Leu Gin Gly Pro Thr Leu Asn Gly Thr Phe Ala Gin Ser Lys Cys Pro 
3 5 40 45 

Gin Val Glu Trp Leu Gly Trp Leu Asn Thr lie Gin Pro Pro Phe Leu 
50 55 60 

Trp Val Leu Phe Val Leu Ala Thr Leu Glu Asn lie Phe Val Leu Ser 
65 70 75 80 

Val Phe Cys Leu His Lys Ser Ser Cys Thr Val Ala Glu lie Tyr Leu 
85 90 95 

Gly Asn Leu Ala Ala Ala Asp Leu lie Leu Ala Cys Gly Leu Pro Phe 
100 105 ~ 110 

iU 

!i 

Trp Ala lie Thr lie Ser Asn Asn Phe Asp Trp Leu Phe Gly Glu Thr 
U 115 120 125 

V\ 

Leu Cys Arg Val Val Asn Ala lie lie Ser Met Asn Leu Tyr Ser Ser 
PI 130 135 140 

■h- ' 

iU Ile °y s Phe Leu Met L eu Val Ser lie Asp Arg Tyr Leu Ala Leu Val 
fii i45 150 155 160 

Q 

W Lys Thr Met Ser Met Gly Arg Met Arg Gly Val Arg Trp Ala Lys Leu 
Q 165 170 ~ 175 

Tyr Ser Leu Val Ile Trp Gly Cys Thr Leu Leu Leu Ser Ser Pro Met 
180 185 190 

Leu Val Phe Arg Thr Met Lys Glu Tyr Ser Asp Glu Gly His Asn Val 
195 200 205 



Thr Ala Cys Val Ile Ser Tyr Pro Ser Leu Ile Trp Glu Val Phe Thr 
210 215 220 



Asn Met Leu Leu Asn Val Val Gly Phe Leu Leu Pro Leu Ser Val Ile 
225 230 235 240 



Thr Phe Cys Thr Met Gin Ile Met Gin Val Leu Arg Asn Asn Glu Met 
245 250 255 



30 




31 



y 



tea gac etc tec cca aac ate tec act aac ace teg gaa ccc aat cag 282 
Ser Asp Leu Ser Pro Asn He Ser Thr Asn Thr Ser Glu Pro Asn Gin 
!0 15 20 

ttc gtg caa cca gec tgg caa att gtc ctt tgg gca get gee tac acg 330 
Phe Val Gin Pro Ala Trp Gin He Val Leu Trp Ala Ala Ala Tyr Thr 
25 30 35 40 

gtc att gtg gtg acc tct gtg gtg ggc aac gtg gta gtg atg tgg ate 378 
Val He Val Val Thr Ser Val Val Gly Asn Val Val Val Met Trp He 
45 50 55 

ate tta gee cac aaa aga atg agg aca gtg acg aac tat ttt ctg gtg 426 
He Leu Ala His Lys Arg Met Arg Thr Val Thr Asn Tyr Phe Leu Val 
60 65 70 



aac ctg gee ttc gcg gag gee tec atg get gca ttc aat aca gtg gtg 
Asn Leu Ala Phe Ala Glu Ala Ser Met Ala Ala Phe Asn Thr Val Val 
75 80 85 



aac ttc acc tat get gtc cac aac gaa tgg tac tac ggc ctg ttc tac 
p Asn Phe Thr Tyr Ala Val His Asn Glu Trp Tyr Tyr Gly Leu Phe Tyr 
: 90 95 100 



474 



522 



*;{ tgc aag ttc cac aac ttc ttt ccc ate gee get gtc ttc gec agt ate 570 

Cys Lys Phe His Asn Phe Phe Pro He Ala Ala Val Phe Ala Ser He 

U 105 HO 115 120 

yl 

Pi tac tec atg acg get gtg gec ttt gat agg tac atg gee ate ata cat 

c Tyr Ser Met Thr Ala Val Ala Phe Asp Arg Tyr Met Ala He He His 

H 125 130 135 



618 



ccc etc cag ccc egg ctg tea gec aca gee acc aaa gtg gtc ate tgt 666 
Pro Leu Gin Pro Arg Leu Ser Ala Thr Ala Thr Lys Val Val He Cys 
140 145 150 

gtc ate tgg gtc ctg get etc ctg ctg gee ttc ccc cag ggc tac tac 714 
Val He Trp Val Leu Ala Leu Leu Leu Ala Phe Pro Gin Gly Tyr Tyr 
155 160 165 

tea acc aca gag acc atg ccc age aga gtc gtg tgc atg ate gaa tgg 762 
Ser Thr Thr Glu Thr Met Pro Ser Arg Val Val Cys Met He Glu Trp 
170 175 180 

cca gag cat ccg aac aag att tat gag aaa gtg tac cac ate tgt gtg 810 
Pro Glu His Pro Asn Lys He Tyr Glu Lys Val Tyr His He Cys Val 
185 190 195 200 

act gtg ctg ate tac ttc etc ccc ctg ctg gtg att ggc tat gca tac 858 
Thr Val Leu He Tyr Phe Leu Pro Leu Leu Val He Gly Tyr Ala Tyr 
205 210 " 215 

acc gta gtg gga ate aca eta tgg gec agt gag ate ccc ggg gac tec 906 
Thr Val Val Gly He Thr Leu Trp Ala Ser Glu He Pro Gly Asp Ser 
220 225 230 

tct gac cgc tac cac gag caa gtc tct gee aag cgc aag gtg gtc aaa 954 
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jjKi 
Q 

p 

Iff 



Ser Asp Arg Tyr His Glu Gin Val Ser Ala Lys Arg Lys Val Val Lys 

235 240 245 

atg atg att gtc gtg gtg tgc acc ttc gcc ate tgc tgg ctg ccc ttc 1002 

Met Met He Val Val Val Cys Thr Phe Ala He Cys Trp Leu Pro Phe 
250 255 260 

cac ate ttc ttc etc ctg ccc tac ate aac cca gat etc tac ctg aag 1050 

His He Phe Phe Leu Leu Pro Tyr He Asn Pro Asp Leu Tyr Leu Lys 
265 270 275 280 

aag ttt ate cag cag gtc tac ctg gcc ate atg tgg ctg gcc atg age 1098 

Lys Phe He Gin Gin Val Tyr Leu Ala He Met Trp Leu Ala Met Ser 
285 290 295 

tec acc atg tac aac ccc ate ate tac tgc tgc etc aat gac agg ttc 1146 

Ser Thr Met Tyr Asn Pro He He Tyr Cys Cys Leu Asn Asp Arg Phe 
300 305 310 

cgt ctg ggc ttc aag cat gcc ttc egg tgc tgc ccc ttc ate age gcc 1194 

Arg Leu Gly Phe Lys His Ala Phe Arg Cys Cys Pro Phe He Ser Ala 

315 320 325 

ggc gac tat gag ggg ctg gaa atg aaa tec acc egg tat etc cag acc 1242 

Gly Asp Tyr Glu Gly Leu Glu Met Lys Ser Thr Arg Tyr Leu Gin Thr 
330 335 340 



ijJI cag ggc agt gtg tac aaa gtc age cgc ctg gag acc acc ate tec aca 
§\ Gin Gly Ser Val Tyr Lys Val Ser Arg Leu Glu Thr Thr He Ser Thr 
i 345 350 355 360 



<210> 14 



1290 



jfis gtg gtg ggg gcc cac gag gag gag cca gag gac ggc ccc aag gcc aca 13 38 

"II Val Val Gly Ala His Glu Glu Glu Pro Glu Asp Gly Pro Lys Ala Thr 
H 365 370 " 375 



W ccc teg tec ctg gac ctg acc tec aac tgc tct tea cga agt gac tec 1386 

H Pro Ser Ser Leu Asp Leu Thr Ser Asn Cys Ser Ser Arg Ser Asp Ser 

380 385 390 

aag acc atg aca gag age ttc age ttc tec tec aat gtg etc tec 1431 

Lys Thr Met Thr Glu Ser Phe Ser Phe Ser Ser Asn Val Leu Ser 



395 


400 




405 






taggecacag 


ggcctttggc 


aggtgeagee 


cccactgcct 


ttgacctgcc 


tcccttcatg 


1491 


catggaaatt 


cccttcatct 


ggaaccatca 


gaaacaccct 


cacactggga 


ettgeaaaaa 


1551 


gggtcagtat 


gggttaggga 


aaacattcca 


tccttgagtc 


aaaaaatctc 


aattcttccc 


1611 


tatctttgee 


accctcatgc 


tgtgtgactc 


aaaccaaatc 


actgaacttt 


getgagectg 


1671 


taaaataaaa 


ggteggacca 


gcttttcctc 


aagagcccaa 


tgcattccat 


ttctggaagt 


1731 


gactttggct 


geatgegagt 


gctcatttca 


ggatg 






1766 
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<211> 407 
<212> PRT 
<213> homo sapiens 

<400> 14 

Met Asp Asn Val Leu Pro Val . Asp Ser Asp Leu Ser Pro Asn lie Ser 
1 5 10 15 

Thr Asn Thr Ser Glu Pro Asn Gin Phe Val Gin Pro Ala Trp Gin He 
20 25 30 

Val Leu Trp Ala Ala Ala Tyr Thr Val He Val Val Thr Ser Val Val 
35 40 45 

Gly Asn Val Val Val Met Trp He He Leu Ala His Lys Arg Met Arg 
50 55 60 

H 

f :; Thr Val Thr Asn Tyr Phe Leu Val Asn Leu Ala Phe Ala Glu Ala Ser 
U 65 70 75 80 

m 

y!) Met Ala Ala Phe Asn Thr Val Val Asn Phe Thr Tyr Ala Val His Asn 
W 85 90 95 

m 



ir: 5 



Glu Trp Tyr Tyr Gly Leu Phe Tyr Cys Lys Phe His Asn Phe Phe Pro 
100 105 HO 



y| He Ala Ala Val Phe Ala Ser He Tyr Ser Met Thr Ala Val Ala Phe 
Q 115 12 0 12 5 

i: ; 

Asp Arg Tyr Met Ala He He His Pro Leu Gin Pro Arg Leu Ser Ala 
130 135 140 

Thr Ala Thr Lys Val Val He Cys Val He Trp Val Leu Ala Leu Leu 
14 5 150 155 160 

Leu Ala Phe Pro Gin Gly Tyr Tyr Ser Thr Thr Glu Thr Met Pro Ser 
165 170 175 

Arg Val Val Cys Met He Glu Trp Pro Glu His Pro Asn Lys He Tyr 

180 185 190 

Glu Lys Val Tyr His He Cys Val Thr Val Leu He Tyr Phe Leu Pro 
195 200 205 
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Leu Leu Val lie Gly Tyr Ala Tyr Thr Val Val Gly lie Thr Leu Trp 
210 215 220 



Ala Ser Glu lie Pro Gly Asp Ser Ser Asp Arg Tyr His Glu Gin Val 
225 230 235 240 

Ser Ala Lys Arg Lys Val Val Lys Met Met lie Val Val Val Cys Thr 
245 250 255 

Phe Ala lie Cys Trp Leu Pro Phe His He Phe Phe Leu Leu Pro Tyr 
260 265 270 

He Asn Pro Asp Leu Tyr Leu Lys Lys Phe He Gin Gin Val Tyr Leu 
275 280 285 

Ala He Met Trp Leu Ala Met Ser Ser Thr Met Tyr Asn Pro He He 
290 295 300 



Tyr Cys Cys Leu Asn Asp Arg Phe Arg Leu Gly Phe Lys His Ala Phe 
305 310 315 " 320 



Arg Cys Cys Pro Phe He Ser Ala Gly Asp Tyr Glu Gly Leu Glu Met 
325 330 335 



Lys Ser Thr Arg Tyr Leu Gin Thr Gin Gly Ser Val Tyr Lys Val Ser 
340 345 350 



Arg Leu Glu Thr Thr He Ser Thr Val Val Gly Ala His Glu Glu Glu 
355 360 365 



Pro Glu Asp Gly Pro Lys Ala Thr Pro Ser Ser Leu Asp Leu Thr Ser 
370 375 380 



Asn Cys Ser Ser Arg Ser Asp Ser Lys Thr Met Thr Glu Ser Phe Ser 
385 390 395 400 



Phe Ser Ser Asn Val Leu Ser 
405 



<210> 15 

<211> 1766 

<212> DNA 

<213> homo sapiens 
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u 



<220> 

<221> CDS 

<222> (211) . . (1431) 

<400> 15 

aattcagagc caccgcgggc aggcgggcag tgcatccaga agcgtttata ttctgagcgc 60 

cagttcagct ttcaaaaaga gtgctgccca taaaaagcct tccaccctcc tgtctgcttt 120 

agaaggaccc tgagccccag gcgccagcca caggactctg ctgcagaggg gggttgtgta 180 

cagatagtag gctttacgcc tagcttcgaa atg gat aac gtc etc ccg gtg gac 234 

Met Asp Asn Val Leu Pro Val Asp 
1 5 

tea gac etc tec cca aac ate tec act aac ace teg gaa ccc aat cag 282 
Ser Asp Leu Ser Pro Asn lie Ser Thr Asn Thr Ser Glu Pro Asn Gin 
10 15 20 

y f ttc gtg caa cca gee tgg caa att gtc ctt tgg gca get gee tac acg 330 
j»j Phe Val Gin Pro Ala Trp Gin lie Val Leu Trp Ala Ala Ala Tyr Thr 
25 3 0 35 40 



gtc att gtg gtg ace tct gtg gtg ggc aac gtg gta gtg atg tgg ate 378 
Val lie Val Val Thr Ser Val Val Gly Asn Val Val Val Met Trp lie 
45 50 55 



£0 ate tta gee cac aaa aga atg agg aca gtg acg aac tat ttt ctg gtg 426 
lie Leu Ala His Lys Arg Met Arg Thr Val Thr Asn Tyr Phe Leu Val 



|4 60 65 7 0 

J.;j aac ctg gee ttc gcg gag gee tec atg get gca ttc aat aca gtg gtg 474 

Asn Leu Ala Phe Ala Glu Ala Ser Met Ala Ala Phe Asn Thr Val Val 
S? 75 80 85 

a 



H aac ttc ace tat get gtc cac aac gaa tgg tac tac ggc ctg ttc tac 
Asn Phe Thr Tyr Ala Val His Asn Glu Trp Tyr Tyr Gly Leu Phe Tyr 
90 95 100 



522 



tgc aag ttc cac aac ttc ttc ccc ate gee get gtc ttc gee agt ate 570 

Cys Lys Phe His Asn Phe Phe Pro He Ala Ala Val Phe Ala Ser He 
105 HO 115 120 

tac tec atg acg get gtg gee ttt gat agg tac atg gee ate ata cat 618 

Tyr Ser Met Thr Ala Val Ala Phe Asp Arg Tyr Met Ala He He His 
125 130 135 

ccc etc cag ccc egg ctg tea gee aca gee ace aaa gtg gtc ate tgt 666 

Pro Leu Gin Pro Arg Leu Ser Ala Thr Ala Thr Lys Val Val He Cys 

140 145 150 

gtc ate tgg gtc ctg get etc ctg ctg gee ttc ccc cag ggc tac tac 714 

Val He Trp Val Leu Ala Leu Leu Leu Ala Phe Pro Gin Gly Tyr Tyr 
155 160 165 

tea acc aca gag ace atg ccc age aga gtc gtg tgc atg ate gaa tgg 762 
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Ser Thr Thr Glu Thr Met Pro Ser Arg Val Val Cys Met lie Glu Trp 
170 175 180 

cca gag cat ccg aac aag att tat gag aaa gtg tac cac ate tgt gtg 810 
Pro Glu His Pro Asn Lys lie Tyr Glu Lys Val Tyr His lie Cys Val 
185 190 195 ~ ~" 200 

act gtg ctg ate tac ttc etc ccc ctg ctg gtg att ggc tat gca tac 858 
Thr Val Leu lie Tyr Phe Leu Pro Leu Leu Val lie Gly Tyr Ala Tyr 
205 210 215 

ace gta gtg gga ate aca eta tgg gee agt gag ate ccc ggg gac tec 906 
Thr Val Val Gly lie Thr Leu Trp Ala Ser Glu lie Pro Gly Asp Ser 
220 225 230 

tct gac cgc tac cac gag caa gtc tct gee aag cgc aag gtg gtc aaa 954 
Ser Asp Arg Tyr His Glu Gin Val Ser Ala Lys Arg Lys Val Val Lys 
235 240 245 

atg atg att gtc gtg gtg tgc acc ttc gee ate tgc tgg ctg ccc ttc 1002 
|U Met Met lie Val Val Val Cys Thr Phe Ala He Cys Trp Leu Pro Phe 
p 250 255 260 



cac ate ttc ttc etc ctg ccc tac ate aac cca gat etc tac ctg aag 1050 
His lie Phe Phe Leu Leu Pro Tyr He Asn Pro Asp Leu Tyr Leu Lys 
265 270 275 " 280 



CI 

m 

Uf aag ttt ate cag cag gtc tac ctg gee ate atg tgg ctg gee atg age 1098 

t f l Lys Phe He Gin Gin Val Tyr Leu Ala He Met Trp Leu Ala Met Ser 
s 285 290 295 

H 

fij tec acc atg tac aac ccc ate ate tac tgc tgc etc aat gac agg ttc 1146 

f ;: Ser Thr Met Tyr Asn Pro He He Tyr Cys Cys Leu Asn Asp Arg Phe 
T\ 300 305 310 

fer cgt ctg ggc ttc aag cat gee ttc egg tgc tgc ccc ttc ate age gee 1194 

H Arg Leu Gly Phe Lys His Ala Phe Arg Cys Cys Pro Phe He Ser Ala 

315 320 325 

ggc gac tat gag ggg ctg gaa atg aaa tec acc egg tat etc cag acc 1242 

Gly Asp Tyr Glu Gly Leu Glu Met Lys Ser Thr Arg Tyr Leu Gin Thr 
330 335 340 

cag ggc agt gtg tac aaa gtc age cgc ctg gag acc acc ate tec aca 1290 

Gin Gly Ser Val Tyr Lys Val Ser Arg Leu Glu Thr Thr He Ser Thr 

345 350 355 360 

gtg gtg ggg gee cac gag gag gag cca gag gac ggc ccc aag gee aca 13 38 

Val Val Gly Ala His Glu Glu Glu Pro Glu Asp Gly Pro Lys Ala Thr 
365 370 ~* 375 

ccc teg tec ctg gac ctg acc tec aac tgc tct tea cga agt gac tec 1386 

Pro Ser Ser Leu Asp Leu Thr Ser Asn Cys Ser Ser Arg Ser Asp Ser 
380 385 390 

aag acc atg aca gag age ttc age ttc tec tec aat gtg etc tec 1431 

Lys Thr Met Thr Glu Ser Phe Ser Phe Ser Ser Asn Val Leu Ser 
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38 



Thr Ala Thr Lys Val Val He Cys Val He Trp Val Leu Ala Leu Leu 
145 150 155 160 



Leu Ala Phe Pro Gin Gly Tyr Tyr Ser Thr Thr Glu Thr Met Pro Ser 
165 170 175 



Arg Val Val Cys Met He Glu Trp Pro Glu His Pro Asn Lys He Tyr 
180 185 190 



Glu Lys Val Tyr His lie Cys Val Thr Val Leu He Tyr Phe Leu Pro 
195 200 205 



Leu Leu Val He Gly Tyr Ala Tyr Thr Val Val Gly He Thr Leu Trp 
210 215 220 

£»j Ala Ser Glu He Pro Gly Asp Ser Ser Asp Arg Tyr His Glu Gin Val 
S 225 230 235 ~ 240 

yj Ser Ala Lys Arg Lys Val Val Lys Met Met He Val Val Val Cys Thr 
$ 245 250 255 

[: ?.€ 

m 

B Phe Ala He Cys Trp Leu Pro Phe His He Phe Phe Leu Leu Pro Tyr 

|H 260 265 270 

:i if 

He Asn Pro Asp Leu Tyr Leu Lys Lys Phe He Gin Gin Val Tyr Leu 
Hf 275 280 285 

o 

H 

Ala He Met Trp Leu Ala Met Ser Ser Thr Met Tyr Asn Pro He He 
290 295 300 



Tyr Cys Cys Leu Asn Asp Arg Phe Arg Leu Gly Phe Lys His Ala Phe 
305 310 315 320 



Arg Cys Cys Pro Phe He Ser Ala Gly Asp Tyr Glu Gly Leu Glu Met 
325 330 335 



Lys Ser Thr Arg Tyr Leu Gin Thr Gin Gly Ser Val Tyr Lys Val Ser 
340 345 350 



Arg Leu Glu Thr Thr He Ser Thr Val Val Gly Ala His Glu Glu Glu 
355 360 365 
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Pro Glu Asp Gly Pro Lys Ala Thr Pro Ser Ser Leu Asp Leu Thr Ser 
370 375 380 

Asn Cys Ser Ser Arg Ser Asp Ser Lys Thr Met Thr Glu Ser Phe Ser 
385 390 395 400 

Phe Ser Ser Asn Val Leu Ser 
405 

<210> 17 

<211> 1766 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (211) . . (1431) 

h <400> 17 

p aattcagagc caccgcgggc aggcgggcag tgcatccaga agcgtttata ttctgagcgc 60 
I'll cagttcagct ttcaaaaaga gtgctgccca taaaaagcct tccaccctcc tgtctgcttt 120 

<in : ! 

jlj* agaaggaccc tgagccccag gcgccagcca caggactctg ctgcagaggg gggttgtgta 180 

Us 

(J) cagatagtag gctttacgcc tagcttcgaa atg gat aac gtc etc ccg gtg gac 234 
s Met Asp Asn Val Leu Pro Val Asp 

H 1 5 

5-*j tca 9ac etc tec cca aac ate tec act aac acc teg gaa ccc aat cag 2 82 

J": Ser Asp Leu Ser Pro Asn lie Ser Thr Asn Thr Ser Glu Pro Asn Gin 
10 15 2 0 



ttc gtg caa cca gec tgg caa att gtc ctt tgg gca get gec tac acg 330 
Phe Val Gin Pro Ala Trp Gin lie Val Leu Trp Ala Ala Ala Tyr Thr 
25 30 35 " 40 

gtc att gtg gtg acc tct gtg gtg ggc aac gtg gta gtg atg tgg ate 378 
Val He Val Val Thr Ser Val Val Gly Asn Val Val Val Met Trp He 
45 50 55 

ate tta gec cac aaa aga atg agg aca gtg acg aac tat ttt ctg gtg 426 
He Leu Ala His Lys Arg Met Arg Thr Val Thr Asn Tyr Phe Leu Val 
60 65 70 

aac ctg gec ttc gcg gag gec tec atg get gca ttc aat aca gtg gtg 474 
Asn Leu Ala Phe Ala Glu Ala Ser Met Ala Ala Phe Asn Thr Val Val 
75 80 85 

aac ttc acc tat get gtc cac aac gaa tgg tac tac ggc ctg ttc tac 522 
Asn Phe Thr Tyr Ala Val His Asn Glu Trp Tyr Tyr Gly Leu Phe Tyr 
90 95 100 

tgc aag ttc cac aac ttc ttt ccc ate gec get gtc ttc gec agt ate 570 



40 




41 



CI 
D 



m 

[j -5 



330 335 340 

cag ggc agt gtg tac aaa gtc age cgc ctg gag acc acc ate tec aca 
Gin Gly Ser Val Tyr Lys Val Ser Arg Leu Glu Thr Thr He Ser Thr 
345 3 50 355 360 



1290 



gtg gtg ggg gee cac gag gag gag cca gag gac ggc ccc aag gee aca 13 38 

Val Val Gly Ala His Glu Glu Glu Pro Glu Asp Gly Pro Lys Ala Thr 
365 370 " 375 

ccc teg tec ctg gac ctg acc tec aac tgc tct tea cga agt gac tec 1386 
Pro Ser Ser Leu Asp Leu Thr Ser Asn Cys Ser Ser Arg Ser Asp Ser 
3 80 385 390 

aag acc atg aca gag age ttc age ttc tec tec aat gtg etc tec 1431 
Lys Thr Met Thr Glu Ser Phe Ser Phe Ser Ser Asn Val Leu Ser 
3 95 400 405 

taggecacag ggcctttggc aggtgeagee cccactgcct ttgacctgcc tcccttcatg 1491 

catggaaatt cccttcatct ggaaccatca gaaacaccct cacactggga ettgeaaaaa 1551 

gggtcagtat gggttaggga aaacattcca tccttgagtc aaaaaatctc aattcttccc 1611 

tatctttgee accctcatgc tgtgtgactc aaaccaaatc actgaacttt getgagectg 1671 

taaaataaaa ggteggacca gcttttcctc aagagcccaa tgcattccat ttctggaagt 1731 

gactttggct geatgegagt gctcatttca ggatg 1166 

<210> 18 

<211> 407 

<212> PRT 

<213> homo sapiens 

<400> 18 

Met Asp Asn Val Leu Pro Val Asp Ser Asp Leu Ser Pro Asn He Ser 
1 5 10 15 

Thr Asn Thr Ser Glu Pro Asn Gin Phe Val Gin Pro Ala Trp Gin He 
20 25 30 

Val Leu Trp Ala Ala Ala Tyr Thr Val He Val Val Thr Ser Val Val 
3 5 40 45 

Gly Asn Val Val Val Met Trp He He Leu Ala His Lys Arg Met Arg 
50 55 60 

Thr Val Thr Asn Tyr Phe Leu Val Asn Leu Ala Phe Ala Glu Ala Ser 
65 70 75 80 
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Met Ala Ala Phe Asn Thr Val Val Asn Phe Thr Tyr Ala Val His Asn 
85 90 95 



Glu Trp Tyr Tyr Gly Leu Phe Tyr Cys Lys Phe His Asn Phe Phe Pro 
100 105 110 



lie Ala Ala Val Phe Ala Ser lie Tyr Ser Met Thr Ala Val Ala Phe 
115 120 125 



Asp Arg Tyr Met Ala lie lie His Pro Leu Gin Pro Arg Leu Ser Ala 
130 135 140 



Thr Ala Thr Lys Val Val lie Cys Val lie Trp Val Leu Ala Leu Leu 
145 150 155 160 



Leu Ala Phe Pro Gin Gly Tyr Tyr Ser Thr Thr Glu Thr Met Pro Ser 
165 170 175 



Arg Val Val Cys Met lie Glu Trp Pro Glu His Pro Asn Lys lie Tyr 
180 185 190 



Glu Lys Val Tyr His lie Cys Val Thr Val Leu lie Tyr Phe Leu Pro 
195 200 205 



Leu Leu Val lie Gly Tyr Ala Tyr Thr Val Val Gly lie Thr Leu Trp 
210 215 220 



Ala Ser Glu lie Pro Gly Asp Ser Ser Asp Arg Tyr His Glu Gin Val 
225 230 235 240 



Ser Ala Lys Arg Lys Val Val Lys Met Met lie Val Val Val Cys Thr 
245 250 255 



Phe Ala lie Cys Trp Leu Pro Phe His He Phe Phe Leu Leu Pro Tyr 
260 265 270 



He Asn Pro Asp Leu Tyr Leu Lys Lys Phe He Gin Gin Val Tyr Leu 
275 280 285 



Ala He Met Trp Leu Ala Met Ser Ser Thr Met Tyr Asn Pro He He 
290 295 300 
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u 
m 



H 

ru 

Q 



Tyr Cys Cys Leu Asn Asp Arg Phe Arg Leu Gly Phe Lys His Ala Phe 
305 310 315 320 

Arg Cys Cys Pro Phe lie Ser Ala Gly Asp Tyr Glu Gly Leu Glu Met 
325 330 335 

Lys Ser Thr Arg Tyr Leu Gin Thr Gin Gly Ser Val Tyr Lys Val Ser 
340 345 350 

Arg Leu Glu Thr Thr He Ser Thr Val Val Gly Ala His Glu Glu Glu 
35 5 360 365 

Pro Glu Asp Gly Pro Lys Ala Thr Pro Ser Ser Leu Asp Leu Thr Ser 
370 375 380 

Asn Cys Ser Ser Arg Ser Asp Ser Lys Thr Met Thr Glu Ser Phe Ser 
385 390 395 400 

Phe Ser Ser Asn Val Leu Ser 
405 



<210> 


19 




<211> 


1766 




<212> 


DNA 




<213> 


homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(211) 


. . (1431) 


<400> 


19 





aattcagagc caccgcgggc aggcgggcag tgcatccaga agcgtttata ttctgagcgc 60 

cagttcagct ttcaaaaaga gtgctgccca taaaaagcct tccaccctcc tgtctgcttt 120 

agaaggaccc tgagccccag gcgccagcca caggactctg ctgcagaggg gggttgtgta 180 

cagatagtag gctttacgcc tagcttcgaa atg gat aac gtc etc ccg gtg gac 234 

Met Asp Asn Val Leu Pro Val Asp 
1 5 

tea gac etc tec cca aac ate tec act aac ace teg gaa ccc aat cag 282 
Ser Asp Leu Ser Pro Asn He Ser Thr Asn Thr Ser Glu Pro Asn Gin 
10 15 20 

ttc gtg caa cca gee tgg caa att gtc ctt tgg gca get gee tac acg 330 
Phe Val Gin Pro Ala Trp Gin He Val Leu Trp Ala Ala Ala Tyr Thr 
25 30 35 40 

gtc att gtg gtg ace tct gtg gtg ggc aac gtg gta gtg atg tgg ate 378 
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m 



Val He Val Val Thr Ser Val Val Gly Asn Val Val Val Met Trp He 
45 50 55 

ate tta gec cac aaa aga atg agg aca gtg acg aac tat ttt ctg gtg 426 
He Leu Ala His Lys Arg Met Arg Thr Val Thr Asn Tyr Phe Leu Val 
60 65 1 70 

aac ctg gec ttc gcg gag gec tec atg get gca ttc aat aca gtg gtg 474 
Asn Leu Ala Phe Ala Glu Ala Ser Met Ala Ala Phe Asn Thr Val Val 
75 80 85 

aac ttc acc tat get gtc cac aac gaa tgg tac tac ggc ctg ttc tac 522 
Asn Phe Thr Tyr Ala Val His Asn Glu Trp Tyr Tyr Gly Leu Phe Tyr 
90 95 100 

tgc aag ttc cac aac ttc ttt ccc ate gee get gtc ttc gee agt ate 570 
Cys Lys Phe His Asn Phe Phe Pro He Ala Ala Val Phe Ala Ser He 
105 HO 115 120 

tac tec atg acg get gtg gec ttt gat agg tac atg gee ate ata cat 618 
Tyr Ser Met Thr Ala Val Ala Phe Asp Arg Tyr Met Ala He He His 
125 130 135 

ccc etc cag ccc egg ctg tea gec aca gee acc aaa gtg gtc ate tgt 666 
Pro Leu Gin Pro Arg Leu Ser Ala Thr Ala Thr Lys Val Val He Cys 
140 145 150 

gtc ate tgg gtc ctg get etc ctg ctg gee ttc ccc cag ggc tac tac 714 
Val He Trp Val Leu Ala Leu Leu Leu Ala Phe Pro Gin Gly Tyr Tyr 
155 160 165 



fij tea acc aca gag acc atg ccc age aga gtc gtg tgc atg ate gaa tgg 7 62 

'f h Ser Thr Thr Glu Thr Met Pro Ser Arg Val Val Cys Met He Glu Trp 

Tx I 70 175 180 

f~S 

cca gag cat ccg aac aag att tat gag aaa gtg tac cac ate tgt gtg 810 

Pro Glu His Pro Asn Lys He Tyr Glu Lys Val Tyr His He Cys Val 

185 190 195 ~° 200 

act gtg ctg ate tac ttc etc ccc ctg ctg gtg att ggc tat gca tac 858 
Thr Val Leu He Tyr Phe Leu Pro Leu Leu Val He Gly Tyr Ala Tyr 
205 210 ~ ~ 215 

acc gta gtg gga ate aca eta tgg gec agt gag ate ccc ggg gac tec 906 
Thr Val Val Gly He Thr Leu Trp Ala Ser Glu He Pro Gly Asp Ser 
220 225 230 

tct gac cgc tac cac gag caa gtc tct gee aag cgc aag gtg gtc aaa 954 
Ser Asp Arg Tyr His Glu Gin Val Ser Ala Lys Arg Lys Val Val Lys 
235 240 245 

atg atg att gtc gtg gtg tgc acc ttc gee ate tgc tgg ctg ccc ttc 1002 
Met Met lie Val Val Val Cys Thr Phe Ala He Cys Trp Leu Pro Phe 
250 255 260 

cac ate ttc ttc etc ctg ccc tac ate aac cca gat etc tac ctg aag 1050 
His He Phe Phe Leu Leu Pro Tyr He Asn Pro Asp Leu Tyr Leu Lys 
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265 270 275 280 

aag ttt ate cag cag gtc tac ctg gec ate atg tgg ctg gec atg age 1098 
Lys Phe lie Gin Gin Val Tyr Leu Ala lie Met Trp Leu Ala Met Ser 
285 290 295 

tec ace atg tac aac ccc ate ate tac tgc tgc etc aat gac agg ttc 1146 
Ser Thr Met Tyr Asn Pro lie lie Tyr Cys Cys Leu Asn Asp Arg Phe 
300 305 310 

cgt ctg ggc ttc aag cat gee ttc egg tgc tgc ccc ttc ate age gee 1194 
Arg Leu Gly Phe Lys His Ala Phe Arg Cys Cys Pro Phe He Ser Ala 
315 320 325 

ggc gac tat gag ggg ctg gaa atg aaa tec ace egg tat etc cag ace 1242 
Gly Asp Tyr Glu Gly Leu Glu Met Lys Ser Thr Arg Tyr Leu Gin Thr 
330 335 340 

cag ggc agt gtg tac aaa gtc age cgc ctg gag ace ace ate tec aca 1290 
Gin Gly Ser Val Tyr Lys Val Ser Arg Leu Glu Thr Thr He Ser Thr 
!U 345 350 355 360 

q 

j»2 gtg gtg ggg gee cac gag gag gag cca gag gac ggc ccc aag gee aca 1338 

Val Val Gly Ala His Glu Glu Glu Pro Glu Asp Gly Pro Lys Ala Thr 
365 370 J 375 



y 
o 



■P- k 

m 

JW ccc tea tec ctg gac ctg ace tec aac tgc tct tea cga agt gac tec 13 86 

y\ Pro Ser Ser Leu Asp Leu Thr Ser Asn Cys Ser Ser Arg Ser Asp Ser 
Pi 380 385 390 

'$ 

aag ace atg aca gag age ttc age ttc tec tec aat gtg etc tec 1431 
fit Lys Thr Met Thr Glu Ser Phe Ser Phe Ser Ser Asn Val Leu Ser 
395 400 405 

taggecacag ggcctttggc aggtgeagee cccactgcct ttgacctgcc tcccttcatg 1491 

catggaaatt cccttcatct ggaaccatca gaaacaccct cacactggga ettgeaaaaa 1551 

gggtcagtat gggttaggga aaacattcca tccttgagtc aaaaaatctc aattcttccc 1611 

tatctttgee accctcatgc tgtgtgactc aaaccaaatc actgaacttt getgagectg 1671 

taaaataaaa ggteggacca gcttttcctc aagagcccaa tgcattccat ttctggaagt 1731 

gactttggct geatgegagt gctcatttca ggatg 1766 

<210> 20 

<211> 407 

<212> PRT 

<213> homo sapiens 

<400> 20 

Met Asp Asn Val Leu Pro Val Asp Ser Asp Leu Ser Pro Asn He Ser 
15 10 15 
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Thr Asn Thr Ser Glu Pro Asn Gin Phe Val Gin Pro Ala Trp Gin He 
20 25 30 



Val Leu Trp Ala Ala Ala Tyr Thr Val He Val Val Thr Ser Val Val 
35 40 45 



Gly Asn Val Val Val Met Trp He He Leu Ala His Lys Arg Met Arg 
50 55 60 



Thr Val Thr Asn Tyr Phe Leu Val Asn Leu Ala Phe Ala Glu Ala Ser 
65 70 75 80 



Met Ala Ala Phe Asn Thr Val Val Asn Phe Thr Tyr Ala Val His Asn 
85 90 95 



Glu Trp Tyr Tyr Gly Leu Phe Tyr Cys Lys Phe His Asn Phe Phe Pro 
100 105 110 



He Ala Ala Val Phe Ala Ser He Tyr Ser Met Thr Ala Val Ala Phe 
115 120 125 



Asp Arg Tyr Met Ala He He His Pro Leu Gin Pro Arg Leu Ser Ala 
130 135 140 



Thr Ala Thr Lys Val Val He Cys Val He Trp Val Leu Ala Leu Leu 
145 150 155 160 



Leu Ala Phe Pro Gin Gly Tyr Tyr Ser Thr Thr Glu Thr Met Pro Ser 
165 170 175 



Arg Val Val Cys Met He Glu Trp Pro Glu His Pro Asn Lys He Tyr 
180 185 190 



Glu Lys Val Tyr His He Cys Val Thr Val Leu He Tyr Phe Leu Pro 
195 200 205 



Leu Leu Val He Gly Tyr Ala Tyr Thr Val Val Gly He Thr Leu Trp 
210 215 220 



Ala Ser Glu He Pro Gly Asp Ser Ser Asp Arg Tyr His Glu Gin Val 
225 230 235 240 
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Ser Ala Lys Arg Lys Val Val Lys Met Met lie Val Val Val Cys Thr 
245 250 255 



Phe Ala lie Cys Trp Leu Pro Phe His lie Phe Phe Leu Leu Pro Tyr 
260 265 270 



lie Asn Pro Asp Leu Tyr Leu Lys Lys Phe lie Gin Gin Val Tyr Leu 
275 280 285 



Ala lie Met Trp Leu Ala Met Ser Ser Thr Met Tyr Asn Pro lie lie 
290 295 300 



Tyr Cys Cys Leu Asn Asp Arg Phe Arg Leu Gly Phe Lys His Ala Phe 
305 310 315 320 



Arg Cys Cys Pro Phe lie Ser Ala Gly Asp Tyr Glu Gly Leu Glu Met 
325 330 " 335 



Lys Ser Thr Arg Tyr Leu Gin Thr Gin Gly Ser Val Tyr Lys Val Ser 
340 345 " 350 



Arg Leu Glu Thr Thr lie Ser Thr Val Val Gly Ala His Glu Glu Glu 
355 360 365 



Pro Glu Asp Gly Pro Lys Ala Thr Pro Ser Ser Leu Asp Leu Thr Ser 
370 375 380 



Asn Cys Ser Ser Arg Ser Asp Ser Lys Thr Met Thr Glu Ser Phe Ser 
385 390 395 400 



Phe Ser Ser Asn Val Leu Ser 
405 



<210> 21 

<211> 1826 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (61) . . (1560) 

<400> 21 

agtctgcact ggagctgcct ggtgaccaga agtttggagt ccgctgacgt cgccgcccag 
atg gcc tec agg ctg acc ctg ctg acc etc ctg ctg ctg ctg ctg get 
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Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 
15 10 15 

ggg gat aga gcc tec tea aat cca aat get ace age tec age tec cag 156 
Gly Asp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
20 25 30 

gat cca gag agt ttg caa gac aga ggc gaa ggg aag gtc gca aca aca 2 04 

Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 
35 40 45 

gtt ate tec aag atg eta ttc gtt gaa ccc ate ctg gag gtt tec age 252 
Val lie Ser Lys Met Leu Phe Val Glu Pro lie Leu Glu Val Ser Ser 
50 55 60 

ttg ccg aca ace aac tea aca ace aat tea gcc ace aaa ata aca get 3 00 

Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys lie Thr Ala 
65 70 75 80 

aat acc act gat gaa ccc ace aca caa ccc ace aca gag ccc ace ace 348 

H Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 

Q 85 90 95 

Q 

p caa ccc acc ate caa ccc acc caa cca act acc cag etc cca aca gat 396 

jifj Gin Pro Thr He Gin Pro Thr Gin Pro Thr Thr Gin Leu Pro Thr Asp 

%l 100 105 110 



TV ; 
if?? 



tct cct acc cag ccc act act ggg tec ttc tgc cca gga cct gtt act 444 
Ser Pro Thr Gin Pro Thr Thr Gly Ser Phe Cys Pro Gly Pro Val Thr 
■ 115 120 125 

M 

f[l etc tgc tct gac ttg gag agt cat tea aca gag gcc gtg ttg ggg gat 492 

p Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 

I;!; 130 135 140 

rj 

T] set ttg gta gat ttc tec ctg aag etc tac cac gcc ttc tea gca atg 540 

^ Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Ala Met 

145 150 155 160 

aag aag gtg gag acc aac atg gcc ttt tec cca ttc age ate gcc age 588 
Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser He Ala Ser 
165 170 175 



etc ctt acc cag gtc ctg etc ggg get ggg cag aac acc aaa aca aac 636 

Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 

180 185 190 

ctg gag age ate etc tct tac ccc aag gac ttc acc tgt gtc cac cag 684 

Leu Glu Ser He Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
195 200 205 

gcc ctg aag ggc ttc acg acc aaa ggt gtc acc tea gtc tct cag ate 732 

Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin He 
210 215 220 

ttc cac age cca gac ctg gcc ata agg gac acc ttt gtg aat gcc tct 780 

Phe His Ser Pro Asp Leu Ala He Arg Asp Thr Phe Val Asn Ala Ser 
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225 2 30 235 240 

egg acc ctg tac age age age ccc aga gtc eta age aac aac agt gac 82 8 

Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 
245 250 255 

gee aac ttg gag etc ate aac acc tgg gtg gec aag aac acc aac aac 876 
Ala Asn Leu Glu Leu lie Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 
260 265 270 

aag ate age egg ctg eta gac agt ctg ccc tec gat acc cgc ctt gtc 924 
Lys lie Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
2 V5 280 285 

etc etc aat get ate tac ctg agt gee aag tgg aag aca aca ttt gat 972 
Leu Leu Asn Ala lie Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 ~ 300 

ccc aag aaa acc aga atg gaa ccc ttt cac ttc aaa aac tea gtt ata 1020 
Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val lie 
305 310 315 320 

aaa gtg ccc atg atg aat age aag aag tac cct gtg gee cat ttc att 1068 
Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe lie 
325 330 335 



m 

m 340 



gac caa act ttg aaa gee aag gtg ggg cag ctg cag etc tec cac aat 1116 
Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 

345 350 



ctg agt ttg gtg ate ctg gta ccc cag aac ctg aaa cat cgt ctt gaa 1164 
fy Leu Ser Leu Val lie Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 
355 360 365 



gac atg gaa cag get etc age cct tct gtt ttc aag gee ate atg gag 1212 
Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala lie Met Glu 
H 370 375 380 

aaa ctg gag atg tec aag ttc cag ccc act etc eta aca eta ccc cgc 1260 
Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Arg 
385 390 395 400 

ate aaa gtg acg acc age cag gat atg etc tea ate atg gag aaa ttg 1308 
lie Lys Val Thr Thr Ser Gin Asp Met Leu Ser lie Met Glu Lys Leu 
405 410 415 

gaa ttc ttc gat ttt tct tat gac ctt aac ctg tgt ggg ctg aca gag 1356 
Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
420 425 430 

gac cca gat ctt cag gtt tct gcg atg cag cac cag aca gtg ctg gaa 1404 
Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
435 440 445 

ctg aca gag act ggg gtg gag gcg get gca gee tec gee ate tct gtg 1452 
Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala He Ser Val 
450 455 460 
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gcc cgc acc ctg ctg gtc ttt gaa gtg cag cag ccc ttc etc ttc gtg 
Ala Arg Thr Leu Leu Val Phe Glu Val Gin Gin Pro Phe Leu Phe Val 
465 470 475 480 

etc tgg gac cag cag cac aag ttc cct gtc ttc atg ggg cga gta tat 
Leu Trp Asp Gin Gin His Lys Phe Pro Val Phe Met Gly Arg Val Tyr 
485 490 ~ 495 

gac ccc agg gcc tgagacctgc aggatcaggt tagggegage gctacctctc 
Asp Pro Arg Ala 
500 

cagcctcagc tctcagttgc agccctgctg ctgcctgcct ggacttgccc ctgccacctc 

ctgcctcagg tgtcegctat ccaccaaaag ggctcctgag ggtctgggca agggacctgc 

ttctattagc ccttctccat ggccctgcca tgctctccaa accacttttt gcagctttct 

ctagttcaag ttcaccagac tctataaata aaacctgaca gaccat 

<210> 22 

<211> 500 

<212> PRT 

<213> homo sapiens 

<400> 22 

Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 
15 10 15 

Gly Asp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
20 25 30 



Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 
35 40 ~ 45 



Val lie Ser Lys Met Leu Phe Val Glu Pro lie Leu Glu Val Ser Ser 
50 55 60 



Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys lie Thr Ala 
65 70 75 80 



Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 
85 90 95 



Gin Pro Thr lie Gin Pro Thr Gin Pro Thr Thr Gin Leu Pro Thr Asp 
100 105 110 
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Ser Pro Thr Gin Pro Thr Thr Gly Ser Phe Cys Pro Gly Pro Val Thr 
115 120 125 

Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 
130 135 140 

Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Ala Met 
145 150 155 160 

Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser He Ala Ser 
165 170 175 

Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 
180 185 190 

H Leu Glu Ser He Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
CI 195 200 205 

a 

= f1 Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin He 
,« 21° 215 220 

'ksf 

ii n 

w i 

m Phe His Ser Pro Asp Leu Ala He Arg Asp Thr Phe Val Asn Ala Ser 
f 225 230 235 240 

H 

p Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 
h\ 245 250 255 

CI! 

Ala Asn Leu Glu Leu He Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 
260 265 270 

Lys He Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
275 280 285 

Leu Leu Asn Ala He Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 ■ 300 

Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val He 
305 310 315 320 

Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe He 
325 330 335 

Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 



52 



Leu Ser Leu Val lie Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 
355 360 365 



Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala lie Met Glu 
370 375 380 



Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Arg 
385 390 395 400 



lie Lys Val Thr Thr Ser Gin Asp Met Leu Ser lie Met Glu Lys Leu 
405 410 415 



Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
420 425 ~ 430 



Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
435 440 445 



Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala He Ser Val 
450 455 460 



Ala Arg Thr Leu Leu Val Phe Glu Val Gin Gin Pro Phe Leu Phe Val 
465 470 475 480 



Leu Trp Asp Gin Gin His Lys Phe Pro Val Phe Met Gly Arg Val Tyr 
485 490 495 



Asp Pro Arg Ala 
500 



<210> 23 

<211> 1826 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (61) . . (1560) 

<400> 23 

agtctgcact ggagctgcct ggtgaccaga agtttggagt ccgctgacgt cgccgcccag 

atg gcc tec agg ctg acc ctg ctg acc etc ctg ctg ctg ctg ctg get 
Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 
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1 5 10 15 

ggg gat aga gcc tec tea aat cca aat get ace age tec age tec cag 156 
Gly Asp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
20 25 30 



gat cca gag agt ttg caa gac aga ggc gaa ggg aag gtc gca aca aca 
Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 
35 40 45 



get ttg gta gat ttc tec ctg aag etc tac cac gcc ttc tea gca atg 
Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Ala Met 
145 150 155 160 



ttc cac age cca gac ctg gcc ata agg gac acc ttt gtg aat gcc tct 
Phe His Ser Pro Asp Leu Ala He Arg Asp Thr Phe Val Asn Ala Ser 
225 230 235 240 



204 



gtt ate tec aag atg eta ttc gtt gaa ccc ate ctg gag gtt tec age 252 
Val He Ser Lys Met Leu Phe Val Glu Pro He Leu Glu Val Ser Ser 
50 55 60 

ttg ccg aca acc aac tea aca acc aat tea gcc acc aaa ata aca get 300 
Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys He Thr Ala 
65 70 75 80 

aat acc act gat gaa ccc acc aca caa ccc acc aca gag ccc acc acc 348 
Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 
M 85 90 95 

q caa ccc acc ate caa ccc acc caa cca act acc cag etc cca aca gat 396 

Gin Pro Thr He Gin Pro Thr Gin Pro Thr Thr Gin Leu Pro Thr Asp 

jjj 100 105 HO 

Jfcj tct cct acc cag ccc act act ggg tec ttc tgc cca gga cct gtt act 444 

m Ser Pro Thr Gin Pro Thr Thr Gly Ser Phe Cys Pro Gly Pro Val Thr 

& 115 120 125 

!, 5 i etc tgc tct gac ttg gag agt cat tea aca gag gcc gtg ttg ggg gat 492 

fjj Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 

H 130 135 140 

y 



540 



aag aag gtg gag acc aac atg gcc ttt tec cca ttc age ate gcc age 588 
Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser He Ala Ser 
165 170 175 

etc ctt acc cag gtc ctg etc ggg get ggg cag aac acc aaa aca aac 636 
Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 
180 185 190 

ctg gag age ate etc tct tac ccc aag gac ttc acc tgt gtc cac cag 684 
Leu Glu Ser He Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
195 200 205 

gcc ctg aag ggc ttc acg acc aaa ggt gtc acc tea gtc tct cag ate 732 
Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin He 
210 215 220 



780 



54 



f'5 

o 

1J! 



f 8 * 



egg acc ctg tac age age age ccc aga gtc eta age aac aac agt gac 828 
Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 
245 250 255 

gee aac ttg gag etc ate aac acc tgg gtg gec aag aac acc aac aac 876 
Ala Asn Leu Glu Leu lie Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 
260 265 270 

aag ate age egg ctg eta gac agt ctg ccc tec gat acc cgc ctt gtc 924 
Lys lie Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
275 280 285 

etc etc aat get ate tac ctg agt gee aag tgg aag aca aca ttt gat 972 
Leu Leu Asn Ala lie Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 300 

ccc aag aaa acc aga atg gaa ccc ttt cac ttc aaa aac tea gtt ata 1020 
Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val lie 
305 310 315 320 

aaa gtg ccc atg atg aat age aag aag tac cct gtg gee cat ttc att 1068 
Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe lie 
325 330 335 



gac caa act ttg aaa gee aag gtg ggg cag ctg cag etc tec cac aat 1116 
%l Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 
U! 340 345 350 

!L!l 

b ctg agt ttg gtg ate ctg gta ccc cag aac ctg aaa cat cgt ctt gaa 1164 
y 9 Leu Ser Leu Val lie Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 
355 360 365 

Q 



gac atg gaa cag get etc age cct tct gtt ttc aag gee ate atg gag 1212 

Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala lie Met Glu 

Q 370 375 380 

jjwi 

aaa ctg gag atg tec aag ttc cag ccc act etc eta aca eta ccc cgc 1260 

Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Arg 

385 390 395 400 

ate aaa gtg acg acc agt cag gat atg etc tea ate atg gag aaa ttg 13 08 

lie Lys Val Thr Thr Ser Gin Asp Met Leu Ser lie Met Glu Lys Leu 
405 410 415 

gaa ttc ttc gat ttt tct tat gac ctt aac ctg tgt ggg ctg aca gag 1356 
Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
420 425 " 430 

gac cca gat ctt cag gtt tct gcg atg cag cac cag aca gtg ctg gaa 1404 
Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
435 440 445 

ctg aca gag act ggg gtg gag gcg get gca gec tec gee ate tct gtg 1452 
Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala lie Ser Val 
450 455 460 



55 




56 



115 120 125 

Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 
130 135 140 

Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Ala Met 
145 150 155 160 

Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser lie Ala Ser 
165 170 175 

Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 
180 185 190 

Leu Glu Ser lie Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
H 195 200 205 

F-\ 

'!»!,- 

M 

f»j Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin lie 
art 21° 215 220 

€1 

i: ?.| 

Phe His Ser Pro Asp Leu Ala lie Arg Asp Thr Phe Val Asn Ala Ser 

Ci ' 225 23 0 235 240 

!! . 
)»» 

f\\ Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 
Q 245 250 255 

f'\ 

*>f Ala Asn Leu Glu Leu He Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 

r ' 260 265 270 

Lys He Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
275 280 285 

Leu Leu Asn Ala He Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 300 

Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val He 
305 310 315 320 

Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe He 
325 330 335 

Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 
340 345 350 
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Leu Ser Leu Val lie Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 
355 360 365 



Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala lie Met Glu 
370 375 380 



Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Arg 
385 390 395 400 

lie Lys Val Thr Thr Ser Gin Asp Met Leu Ser lie Met Glu Lys Leu 
405 410 415 



Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
420 425 ^ 430 



Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
435 440 445 



Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala He Ser Val 
450 455 460 



Ala Arg Thr Leu Leu Val Phe Glu Val Gin Gin Pro Phe Leu Phe Val 
46 5 470 475 480 



Leu Trp Asp Gin Gin His Lys Phe Pro Val Phe Met Gly Arg Val Tyr 
485 490 "* 495 



Asp Pro Arg Ala 
500 



<210> 


25 




<211> 
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<212> 
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<222> 
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<400> 


25 





agtctgcact ggagctgcct ggtgaccaga agtttggagt ccgctgacgt cgccgcccag 

atg gcc tec agg ctg acc ctg ctg acc etc ctg ctg ctg ctg ctg get 
Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 
1 5 10 15 



58 



ggg gat aga gcc tec tea aat cca aat get ace age tec age tec cag 156 
Gly Asp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
20 25 30 

gat cca gag agt ttg caa gac aga ggc gaa ggg aag gtc gca aca aca 204 
Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 
35 40 45 

gtt ate tec aag atg eta ttc get gaa ccc ate ctg gag gtt tec age 252 
Val lie Ser Lys Met Leu Phe Ala Glu Pro lie Leu Glu Val Ser Ser 
50 55 60 

ttg ccg aca ace aac tea aca ace aat tea gcc ace aaa ata aca get 300 
Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys lie Thr Ala 
65 70 75 80 

aat acc act gat gaa ccc ace aca caa ccc ace aca gag ccc ace ace 348 
Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 
85 90 95 

CJ caa ccc acc ate caa ccc acc caa cca act acc cag etc cca aca gat 396 
p Gin Pro Thr lie Gin Pro Thr Gin Pro Thr Thr Gin Leu Pro Thr Asp 
fh 100 105 110 

!! r* 



tct cct acc cag ccc act act ggg tec ttc tgc cca gga cct gtt act 444 
Ser Pro Thr Gin Pro Thr Thr Gly Ser Phe Cys Pro Gly Pro Val Thr 
115 120 125 



■is- * 

m 

s etc tgc tct gac ttg gag agt cat tea aca gag gcc gtg ttg ggg gat 492 

|U Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 

f[j 130 135 140 

get ttg gta gat ttc tec ctg aag etc tac cac gcc ttc tea gca atg 540 

Jj( Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Ala Met 

H 145 150 155 160 

H 

aag aag gtg gag acc aac atg gcc ttt tec cca ttc age ate gcc age 588 

Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser lie Ala Ser 

165 170 175 

etc ctt acc cag gtc ctg etc ggg get ggg cag aac acc aaa aca aac 636 
Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 
180 185 190 

ctg gag age ate etc tct tac ccc aag gac ttc acc tgt gtc cac cag 684 
Leu Glu Ser lie Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
195 200 205 

gcc ctg aag ggc ttc acg acc aaa ggt gtc acc tea gtc tct cag ate 732 
Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin lie 
210 215 220 

ttc cac age cca gac ctg gcc ata agg gac acc ttt gtg aat gcc tct 780 
Phe His Ser Pro Asp Leu Ala lie Arg Asp Thr Phe Val Asn Ala Ser 
225 230 235 240 
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egg acc ctg tac age age age ccc aga gtc eta age aac aac agt gac 828 
Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 
245 250 255 

gee aac ttg gag etc ate aac acc tgg gtg gee aag aac acc aac aac 876 
Ala Asn Leu Glu Leu lie Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 
260 265 270 

aag ate age egg ctg eta gac agt ctg ccc tec gat acc cgc ctt gtc 924 
Lys lie Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
275 280 285 

etc etc aat get ate tac ctg agt gee aag tgg aag aca aca ttt gat 972 
Leu Leu Asn Ala lie Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 300 

ccc aag aaa acc aga atg gaa ccc ttt cac ttc aaa aac tea gtt ata 1020 
Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val lie 
305 310 315 320 



aaa gtg ccc atg atg aat age aag aag tac cct gtg gee cat ttc att 1068 
■q Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe lie 

p* 325 330 335 



gac caa act ttg aaa gee aag gtg ggg cag ctg cag etc tec cac aat 1116 
Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 
^ 340 345 350 

p! ctg agt ttg gtg ate ctg gta ccc cag aac ctg aaa cat cgt ctt gaa 1164 

Leu Ser Leu Val lie Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 
U 355 360 ~ 365 

hi 

^ t gac atg gaa cag get etc age cct tct gtt ttc aag gee ate atg gag 1212 
Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala lie Met Glu 



f i[ 370 375 380 

F 

H aaa ctg gag atg tec aag ttc cag ccc act etc eta aca eta ccc cgc 12 60 

Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Arg 

385 390 395 400 

ate aaa gtg acg acc age cag gat atg etc tea ate atg gag aaa ttg 1308 
lie Lys Val Thr Thr Ser Gin Asp Met Leu Ser lie Met Glu Lys Leu 
405 410 415 

gaa ttc ttc gat ttt tct tat gac ctt aac ctg tgt ggg ctg aca gag 1356 
Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
420 425 430 

gac cca gat ctt cag gtt tct gcg atg cag cac cag aca gtg ctg gaa 1404 
Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
435 440 445 

ctg aca gag act ggg gtg gag gcg get gca gee tec gee ate tct gtg 1452 
Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala lie Ser Val 
450 455 460 

gee cgc acc ctg ctg gtc ttt gaa gtg cag cag ccc ttc etc ttc gtg 1500 



60 



Ala Arg Thr Leu Leu Val Phe Glu Val Gin Gin Pro Phe Leu Phe Val 

46 5 470 475 480 

etc tgg gac cag cag cac aag ttc cct gtc ttc atg ggg cga gta tat 

Leu Trp Asp Gin Gin His Lys Phe Pro Val Phe Met Gly Arg Val Tyr 

485 490 1 495 



u 

f'\ 

'fcsf 

m 
m 

PI 1 5 10 15 

E 

N 

f\i Gly Asp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
h 20 25 30 



Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 
35 40 45 



Val lie Ser Lys Met Leu Phe Ala Glu Pro lie Leu Glu Val Ser Ser 
50 55 60 



Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys lie Thr Ala 
65 70 75 80 

Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 
85 90 95 

Gin Pro Thr He Gin Pro Thr Gin Pro Thr Thr Gin Leu Pro Thr Asp 
100 105 HO 

Ser Pro Thr Gin Pro Thr Thr Gly Ser Phe Cys Pro Gly Pro Val Thr 
115 120 125 



1548 



gac ccc agg gec tgagacctgc aggatcaggt tagggegage gctacctctc 1600 
Asp Pro Arg Ala 
500 

cagcctcagc tctcagttgc agccctgctg ctgcctgcct ggacttgccc ctgccacctc 1660 

ctgcctcagg tgtcegctat ccaccaaaag ggctcctgag ggtctgggca agggacctgc 1720 

ttctattagc ccttctccat ggccctgcca tgctctccaa accacttttt gcagctttct 1780 

ctagttcaag ttcaccagac tctataaata aaacctgaca gaccat 1826 

<210> 26 

<211> 500 

<212> PRT 

<213> homo sapiens 

<400> 26 

Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 



61 



Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 
130 135 140 



Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Ala Met 
145 150 155 160 



Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser lie Ala Ser 
165 170 175 



Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 
180 185 190 



Leu Glu Ser lie Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
195 200 205 

o 

p\ Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin He 
210 215 220 

'fcrj 

ii n 

*j Phe His Ser Pro Asp Leu Ala He Arg Asp Thr Phe Val Asn Ala Ser 

ti\ 225 230 235 240 

fM 

re 

jWfc Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 
fll 245 250 255 



J* Ala Asn Leu Glu Leu He Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 
H 260 265 270 



Lys He Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
275 280 285 



Leu Leu Asn Ala He Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 300 



Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val He 
305 310 315 320 



Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe He 
325 330 335 



Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 
340 345 350 
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Leu Ser Leu Val lie Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 
355 360 365 



Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala lie Met Glu 
370 375 380 



Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Arg 
385 390 395 400 

lie Lys Val Thr Thr Ser Gin Asp Met Leu Ser lie Met Glu Lys Leu 
405 410 415 

Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
420 425 ~ 430 

H 

p Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
ip 43 5 440 445 

Q 

Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala lie Ser Val 
450 455 460 

m 

m 

•iz- ■ 

si Ala Arg Thr Leu Leu Val Phe Glu Val Gin Gin Pro Phe Leu Phe Val 

U 465 470 475 480 

fii 
P 



Q 

u 



Leu Trp Asp Gin Gin His Lys Phe Pro Val Phe Met Gly Arg Val Tyr 
485 490 495 



Asp Pro Arg Ala 
500 
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27 





agtctgcact ggagctgcct ggtgaccaga agtttggagt ccgctgacgt cgccgcccag 60 

atg gcc tec agg ctg acc ctg ctg acc etc ctg ctg ctg ctg ctg get 108 
Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 
15 10 15 



63 



in 



ggg gat aga gcc tec tea aat cca aat get ace age tec age tec cag 156 
Gly Asp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
20 25 30 



gat cca gag agt ttg caa gac aga ggc gaa ggg aag gtc gca aca aca 
Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 
35 40 45 



ttg ccg aca acc aac tea aca ace aat tea gcc ace aaa ata aca get 
Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys He Thr Ala 
6 5 70 75 80 



204 



gtt ate tec aag atg eta ttc gtt gaa ccc ate ctg gag gtt tec age 252 
Val He Ser Lys Met Leu Phe Val Glu Pro He Leu Glu Val Ser Ser 
50 55 60 



300 



aat acc act gat gaa ccc acc aca caa ccc acc aca gag ccc acc acc 348 
Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 
85 90 95 

caa ccc acc ate caa ccc acc caa cca act acc cag etc cca aca gat 396 
Gin Pro Thr lie Gin Pro Thr Gin Pro Thr Thr Gin Leu Pro Thr Asp 
O 100 105 110 

o 

tct cct acc cag ccc act act ggg tec ttc tgc cca gga cct gtt act 444 

Ser Pro Thr Gin Pro Thr Thr Gly Ser Phe Cys Pro Gly Pro Val Thr 
115 120 "* 125 

y * 

fj\ etc tgc tct gac ttg gag agt cat tea aca gag gcc gtg ttg ggg gat 492 

* Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 

H I 30 135 140 

til 

get ttg gta gat ttc tec ctg aag etc tac cac gcc ttc tea gga atg 540 

*'{ Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Gly Met 

j2j 145 150 155 160 

H aag aag gtg gag acc aac atg gcc ttt tec cca ttc age ate gcc age 588 
Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser He Ala Ser 
165 170 175 

etc ctt acc cag gtc ctg etc ggg get ggg cag aac acc aaa aca aac 636 
Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 
180 185 190 

ctg gag age ate etc tct tac ccc aag gac ttc acc tgt gtc cac cag 684 
Leu Glu Ser He Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
195 200 205 

gcc ctg aag ggc ttc acg acc aaa ggt gtc acc tea gtc tct cag ate 732 
Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin He 
210 215 220 

ttc cac age cca gac ctg gcc ata agg gac acc ttt gtg aat gcc tct 780 
Phe His Ser Pro Asp Leu Ala He Arg Asp Thr Phe Val Asn Ala Ser 
225 230 235 240 

egg acc ctg tac age age age ccc aga gtc eta age aac aac agt gac 828 



64 



Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 
245 250 255 

gcc aac ttg gag etc ate aac ace tgg gtg gee aag aac ace aac aac 

Ala Asn Leu Glu Leu He Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 
260 265 270 



gcc cgc acc ctg ctg gtc ttt gaa gtg cag cag ccc ttc etc ttc gtg 
Ala Arg Thr Leu Leu Val Phe Glu Val Gin Gin Pro Phe Leu Phe Val 



876 



aag ate age egg ctg eta gac agt ctg ccc tec gat acc cgc ctt gtc 924 
Lys He Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
275 280 285 

etc etc aat get ate tac ctg agt gcc aag tgg aag aca aca ttt gat 972 
Leu Leu Asn Ala He Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 300 

ccc aag aaa acc aga atg gaa ccc ttt cac ttc aaa aac tea gtt ata 1020 
Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val He 
305 310 315 320 

aaa gtg ccc atg atg aat age aag aag tac cct gtg gcc cat ttc att 1068 
|H Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe He 
Q 325 330 335 

3 



gac caa act ttg aaa gcc aag gtg ggg cag ctg cag etc tec cac aat 1116 
Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 
m 340 345 350 

fy] ctg agt ttg gtg ate ctg gta ccc cag aac ctg aaa cat cgt ctt gaa 1164 

CM Leu Ser Leu Val He Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 
s 355 360 365 

fp? 

pi gac atg gaa cag get etc age cct tct gtt ttc aag gcc ate atg gag 1212 

Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala He Met Glu 

i! s ;f 370 375 380 

M aaa ctg gag atg tec aag ttc cag ccc act etc eta aca eta ccc cgc 12 60 

H Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Arg 
385 390 395 400 

ate aaa gtg acg acc age cag gat atg etc tea ate atg gag aaa ttg 1308 
He Lys Val Thr Thr Ser Gin Asp Met Leu Ser He Met Glu Lys Leu 
405 410 415 

gaa ttc ttc gat ttt tct tat gac ctt aac ctg tgt ggg ctg aca gag 1356 
Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
420 425 " 430 

gac cca gat ctt cag gtt tct gcg atg cag cac cag aca gtg ctg gaa 1404 
Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
435 440 445 

ctg aca gag act ggg gtg gag gcg get gca gcc tec gcc ate tct gtg 1452 
Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala He Ser Val 
450 455 460 



1500 



65 



465 470 475 



480 



etc tgg gac cag cag cac aag ttc cct gtc ttc atg ggg cga gta tat 1548 
Leu Trp Asp Gin Gin His Lys Phe Pro Val Phe Met Gly Arg Val Tyr 
485 490 495 

gac ccc agg gec tgagacctgc aggatcaggt tagggegage gctacctctc 1600 
Asp Pro Arg Ala 
500 

cagcctcagc tctcagttgc agccctgctg ctgcctgcct ggacttgccc ctgccacctc 1660 

ctgcctcagg tgtcegctat ccaccaaaag ggctcctgag ggtctgggca agggacctgc 1720 

ttctattagc ccttctccat ggccctgcca tgctctccaa accacttttt gcagctttct 1780 

ctagttcaag ttcaccagac tctataaata aaacctgaca gaccat 1826 

<210> 28 

jj^ <211> 500 

p <212> PRT 

<213> homo sapiens 

H <400> 28 

w 

l j =f Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 
W 15 10 15 

CI 

G1 Y A sp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
20 25 30 



111 

'sssf 

w 

Cl 3 5 40 45 



Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 



Val lie Ser Lys Met Leu Phe Val Glu Pro lie Leu Glu Val Ser Ser 
50 55 60 



Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys He Thr Ala 
65 70 75 80 

Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 
85 90 95 

Gin Pro Thr He Gin Pro Thr Gin Pro Thr Thr Gin Leu Pro Thr Asp 

100 105 HO 

Ser Pro Thr Gin Pro Thr Thr Gly Ser Phe Cys Pro Gly Pro Val Thr 
H5 120 ' 125 



66 



Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 
130 135 140 



Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Gly Met 
145 150 155 ~ 160 



Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser lie Ala Ser 
165 170 175 



Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 
180 185 190 



Leu Glu Ser lie Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
195 200 205 



£» Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin lie 

S 210 215 220 

M 

0 

H Phe His Ser Pro Asp Leu Ala lie Arg Asp Thr Phe Val Asn Ala Ser 
225 230 235 240 

m 
m 

a Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 
r M 245 250 255 

r\ 

Ala Asn Leu Glu Leu lie Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 

&i 260 265 270 

CJ 
H 

Lys lie Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
275 280 285 



Leu Leu Asn Ala lie Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 300 



Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val lie 
305 310 315 320 



Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe lie 
325 330 335 



Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 
340 345 350 



67 



■Fi • 
!i If 



Leu Ser Leu Val He Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 
355 360 365 

Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala He Met Glu 
370 375 380 

Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Arg 
385 3 90 395 400 

He Lys Val Thr Thr Ser Gin Asp Met Leu Ser He Met Glu Lys Leu 
405 410 415 

Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
420 425 430 

|4 Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
CI 435 440 445 

Q 

^ Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala He Ser Val 
450 455 460 



CM Ala Arg Thr Leu Leu Val Phe Glu Val Gin Gin Pro Phe Leu Phe Val 
* 465 470 475 480 



Leu Trp Asp Gin Gin His Lys Phe Pro Val Phe Met Gly Arg Val Tyr 
485 490 ~ 495 



Asp Pro Arg Ala 
500 



<210> 29 

<211> 1826 

<212> DNA 

<213> homo sapiens 

<220> 

<221> CDS 

<222> (61) . . (1560) 

<400> 29 

agtctgcact ggagctgcct ggtgaccaga agtttggagt ccgctgacgt cgccgcccag 

atg gcc tec agg ctg acc ctg ctg acc etc ctg ctg ctg ctg ctg get 
Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 
1 5 10 15 



60 
108 



ggg gat aga gcc tec tea aat cca aat get acc age tec age tec cag 156 



68 



Ill 



Gly Asp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
20 25 30 

gat cca gag agt ttg caa gac aga ggc gaa ggg aag gtc gca aca aca 2 04 

Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 
35 40 45 

gtt ate tec aag atg eta ttc gtt gaa ccc ate ctg gag gtt tec age 252 

Val lie Ser Lys Met Leu Phe Val Glu Pro lie Leu Glu Val Ser Ser 
50 55 60 

ttg ccg aca acc aac tea aca ace aat tea gee acc aaa ata aca get 300 

Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys He Thr Ala 

65 70 75 ^ 80 

aat acc act gat gaa ccc acc aca caa ccc acc aca gag ccc acc acc 348 

Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 
85 90 95 



caa ccc acc ate caa ccc acc caa cca act acc cag etc cca aca gat 
m Gin Pro Thr He Gin Pro Thr Gin Pro Thr Thr Gin Leu Pro Thr Asp 
O 100 105 110 



396 



f\ tct cct acc cag ccc act act ggg tec ttc tgc cca gga cct gtt act 444 
J 1 :! Ser Pro Thr Gin Pro Thr Thr Gly Ser Phe Cys Pro Gly Pro Val Thr 
115 120 125 



etc tgc tct gac ttg gag agt cat tea aca gag gee gtg ttg ggg gat 492 
Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 
130 135 140 



l| get ttg gta gat ttc tec ctg aag etc tac cac gee ttc tea gca atg 540 
Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Ala Met 
145 150 155 160 

aag aag gtg gag acc aac atg gee ttt tec cca ttc age ate gee age 588 
Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser He Ala Ser 
165 170 175 

etc ctt acc cag gtc ctg etc ggg get ggg cag aac acc aaa aca aac 63 6 

Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 
180 185 190 

ctg gag age ate etc tct tac ccc aag gac ttc acc tgt gtc cac cag 684 
Leu Glu Ser He Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
195 200 205 

gee ctg aag ggc ttc acg acc aaa ggt gtc acc tea gtc tct cag ate 732 
Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin He 
210 215 220 

ttc cac age cca gac ctg gee ata agg gac acc ttt gtg aat gee tct 780 
Phe His Ser Pro Asp Leu Ala He Arg Asp Thr Phe Val Asn Ala Ser 
225 230 235 240 

egg acc ctg tac age age age ccc aga gtc eta age aac aac agt gac 82 8 

Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 



69 



245 250 255 

gcc aac ttg gag etc ate aac ace tgg gtg gee aag aac ace aac aac 876 
Ala Asn Leu Glu Leu He Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 
260 265 270 

aag ate age egg ctg eta gac agt ctg ccc tec gat ace cgc ctt gtc 924 
Lys He Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
275 280 285 



etc etc aat get ate tac ctg agt gcc aag tgg aag aca aca ttt gat 
Leu Leu Asn Ala He Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 300 



320 



aaa gtg ccc atg atg aat age aag aag tac cct gtg gcc cat ttc att 
Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe He 
325 330 335 



385 390 395 



400 



972 



ccc aag aaa ace aga atg gaa ccc ttt cac ttc aaa aac tea gtt ata 1020 
Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val ' lie 
305 310 315 



1068 



gac caa act ttg aaa gcc aag gtg ggg cag ctg cag etc tec cac aat 1116 

n Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 

Iff 340 345 350 

fe;* ctg agt ttg gtg ate ctg gta ccc cag aac ctg aaa cat cgt ctt gaa 1164 

VI Leu Ser Leu Val He Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 
W 355 360 365 

H gac atg gaa cag get etc age cct tct gtt ttc aag gcc ate atg gag 1212 

jfjj Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala He Met Glu 
370 375 380 



aaa ct 9 Sag atg tec aag ttc cag ccc act etc eta aca eta ccc cgc 12 60 

Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Ara 



ate aaa gtg acg ace age cag gat atg etc tea ate atg gag aaa ttg 1308 
He Lys Val Thr Thr Ser Gin Asp Met Leu Ser He Met Glu Lys Leu 
405 410 415 

gaa ttc ttc gat ttt tct tat gac ctt aac ctg tgt ggg ctg aca gag 1356 
Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
42 0 42 5 43 0 

gac cca gat ctt cag gtt tct gcg atg cag cac cag aca gtg ctg gaa 1404 
Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
435 440 445 

ctg aca gag act ggg gtg gag gcg get gca gcc tec gcc ate tct gtg 1452 
Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala He Ser Val 
450 455 460 

gcc cgc ace ctg ctg gtc ttt gaa gtg cag cag ccc ttc etc ttc atg 1500 
Ala Arg Thr Leu Leu Val Phe Glu Val Gin Gin Pro Phe Leu Phe Met 
465 470 475 480 



70 



etc tgg gac cag cag cac aag ttc cct gtc ttc atg ggg cga gta tat 1548 
Leu Trp Asp Gin Gin His Lys Phe Pro Val Phe Met Gly Arg Val Tyr 
485 490 495 

gac ccc agg gec tgagacctgc aggatcaggt tagggegage gctacctctc 1600 
Asp Pro Arg Ala 
500 

cagcctcagc tctcagttgc agccctgctg ctgcctgcct ggacttgccc ctgccacctc 1660 

ctgcctcagg tgtcegctat ccaccaaaag ggctcctgag ggtctgggca agggacctgc 1720 

ttctattagc ccttctccat ggccctgcca tgctctccaa accacttttt gcagctttct 1780 

ctagttcaag ttcaccagac tctataaata aaacctgaca gaccat 1826 

<210> 30 

<211> 500 

l;i <212> PRT 

p <213> homo sapiens 



m 



m 



Q 
H 



<400> 30 

Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 
1 5 10 15 

Gly Asp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
20 25 30 



Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 
f 35 40 45 



Val He Ser Lys Met Leu Phe Val Glu Pro He Leu Glu Val Ser Ser 
50 55 60 

Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys He Thr Ala 
65 7 0 75 80 

Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 
85 90 95 

Gin Pro Thr He Gin Pro Thr Gin Pro Thr Thr Gin Leu Pro Thr Asp 
100 105 HO 

Ser Pro Thr Gin Pro Thr Thr Gly Ser Phe Cys Pro Gly Pro Val Thr 
115 120 125 



71 



Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 
130 135 140 



Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Ala Met 
145 150 155 160 

Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser lie Ala Ser 
165 170 175 

Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 
180 185 190 

Leu Glu Ser lie Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
195 200 205 

Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin lie 
q 210 215 220 

6 

n 

r; 5 Phe His Ser Pro Asp Leu Ala lie Arg Asp Thr Phe Val Asn Ala Ser 
225 230 235 240 

in 

& Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 
6 245 250 255 

fij 

y>* Ala Asn Leu Glu Leu lie Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 
t% 260 265 270 

0 

H Lys lie Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
275 280 285 



Leu Leu Asn Ala lie Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 300 



Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val lie 
305 310 315 320 



Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe lie 
325 330 335 



Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 
340 345 350 



Leu Ser Leu Val lie Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 



72 



Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala lie Met Glu 
370 375 380 



Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Arg 
385 390 395 400 



lie Lys Val Thr Thr Ser Gin Asp Met Leu Ser lie Met Glu Lys Leu 
405 410 415 



Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
420 425 * 430 



Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
435 440 445 



Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala He Ser Val 
450 455 460 



Ala Arg Thr Leu Leu Val Phe Glu Val Gin Gin Pro Phe Leu Phe Met 
465 470 475 480 



Leu Trp Asp Gin Gin His Lys Phe Pro Val Phe Met Gly Arg Val Tyr 
485 490 495 



Asp Pro Arg Ala 
500 
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tcctccacct gctggcccct ggacacctct gtcacc atg tgg ttc ctg gtt ctg 

Met Trp Phe Leu Val Leu 
1 5 

tgc etc gec ctg tec ctg ggg ggg act ggt get gcg ccc ccg att cag 
Cys Leu Ala Leu Ser Leu Gly Gly Thr Gly Ala Ala Pro Pro He Gin 
10 15 20 



73 



q 



a 
w 

n 



tec egg att gtg gga ggc tgg gag tgt gag cag cat tec cag ccc tgg 
Ser Arg He Val Gly Gly Trp Glu Cys Glu Gin His Ser Gin Pro Trp 
25 30 35 



150 



cag gcg get ctg tac cat ttc age act ttc cag tgt ggg ggc ate ctg 198 
Gin Ala Ala Leu Tyr His Phe Ser Thr Phe Gin Cys Gly Gly He Leu 
40 45 50 

gtg cac cgc cag tgg gtg etc aca get get cat tgc ate age gac aat 246 

Val His Arg Gin Trp Val Leu Thr Ala Ala His Cys He Ser Asp Asn 
55 60 65 70 

tac cag etc tgg ctg ggt cgc cac aac ttg ttt gac gac gaa aac aca 294 

Tyr Gin Leu Trp Leu Gly Arg His Asn Leu Phe Asp Asp Glu Asn Thr 

75 80 ~ 85 

gee cag ttt gtt cat gtc agt gag age ttc cca cac cct ggc ttc aac 342 

Ala Gin Phe Val His Val Ser Glu Ser Phe Pro His Pro Gly Phe Asn 

90 95 100 

atg age etc ctg gag aac cac ace cgc caa gca gac gag gac tac age 390 

Met Ser Leu Leu Glu Asn His Thr Arg Gin Ala Asp Glu Asp Tyr Ser 

105 110 115 



cac gac etc atg ctg etc cgc ctg aca gag cct get gat acc ate aca 438 

His Asp Leu Met Leu Leu Arg Leu Thr Glu Pro Ala Asp Thr He Thr 
tf* 12 0 12 5 13 0 

m 

til gat get gtg aag gtc gtg gag ttg ccc acc gag gaa ccc gaa gtg ggg 486 

, : Asp Ala Val Lys Val Val Glu Leu Pro Thr Glu Glu Pro Glu Val Gly 
iU 135 140 145 150 



age acc tgt ttg get tec ggc tgg ggc age ate gaa cca gag aat ttc 534 
Ser Thr Cys Leu Ala Ser Gly Trp Gly Ser He Glu Pro Glu Asn Phe 
155 160 165 



M tea ttt cca gat gat etc cag tgt gtg gac etc aaa ate ctg cct aat 582 
Ser Phe Pro Asp Asp Leu Gin Cys Val Asp Leu Lys He Leu Pro Asn 
170 175 180 

gat gag tgc aaa aaa gee cac gtc cag aag gtg aca gac ttc atg ctg 630 
Asp Glu Cys Lys Lys Ala His Val Gin Lys Val Thr Asp Phe Met Leu 
185 190 195 

tgt gtc gga cac ctg gaa ggt ggc aaa gac acc tgt gtg ggt gat tea 678 
Cys Val Gly His Leu Glu Gly Gly Lys Asp Thr Cys Val Gly Asp Ser 
200 205 210 

ggg ggc ccg ctg atg tgt gat ggt gtg etc caa ggt gtc aca tea tgg 726 
Gly Gly Pro Leu Met Cys Asp Gly Val Leu Gin Gly Val Thr Ser Trp 
215 220 225 230 

ggc tac gtc cct tgt ggc acc ccc aat aag cct tct gtc gee gtc aga 774 
Gly Tyr Val Pro Cys Gly Thr Pro Asn Lys Pro Ser Val Ala Val Arg 
235 240 245 

gtg ctg tct tat gtg aag tgg ate gag gac acc ata gcg gag aac tec 822 



74 



Val Leu Ser Tyr Val Lys Trp lie Glu Asp Thr lie Ala Glu Asn Ser 
250 255 260 

tgaacgccca gccctgtccc ctacccccag taaaatcaaa tgtgcatcc 871 

<210> 32 

<211> 262 

<212> PRT 

<213> homo sapiens 

<400> 32 

Met Trp Phe Leu Val Leu Cys Leu Ala Leu Ser Leu Gly Gly Thr Gly 
15 10 15 

Ala Ala Pro Pro lie Gin Ser Arg lie Val Gly Gly Trp Glu Cys Glu 
20 25 30 

Gin His Ser Gin Pro Trp Gin Ala Ala Leu Tyr His Phe Ser Thr Phe 
35 40 ' 45 



U! Gin Cys Gly Gly lie Leu Val His Arg Gin Trp Val Leu Thr Ala Ala 
€) 50 55 60 

m 



His Cys lie Ser Asp Asn Tyr Gin Leu Trp Leu Gly Arg His Asn Leu 
65 70 75 80 



jjj 

^ Phe Asp Asp Glu Asn Thr Ala Gin Phe Val His Val Ser Glu Ser Phe 

85 90 95 



Pro His Pro Gly Phe Asn Met Ser Leu Leu Glu Asn His Thr Arg Gin 
100 105 110 



Ala Asp Glu Asp Tyr Ser His Asp Leu Met Leu Leu Arg Leu Thr Glu 
115 120 125 



Pro Ala Asp Thr lie Thr Asp Ala Val Lys Val Val Glu Leu Pro Thr 
130 135 140 



Glu Glu Pro Glu Val Gly Ser Thr Cys Leu Ala Ser Gly Trp Gly Ser 
145 150 155 160 



lie Glu Pro Glu Asn Phe Ser Phe Pro Asp Asp Leu Gin Cys Val Asp 
165 170 175 



75 



Leu Lys lie Leu Pro Asn Asp Glu Cys Lys Lys Ala His Val Gin Lys 
180 185 190 



Val Thr Asp Phe Met Leu Cys Val Gly His Leu Glu Gly Gly Lys Asp 
195 200 205 



Thr Cys Val Gly Asp Ser Gly Gly Pro Leu Met Cys Asp Gly Val Leu 
210 215 220 



Gin Gly Val Thr Ser Trp Gly Tyr Val Pro Cys Gly Thr Pro Asn Lys 
225 230 235 240 



Pro Ser Val Ala Val Arg Val Leu Ser Tyr Val Lys Trp lie Glu Asp 
245 250 255 



Thr lie Ala Glu Asn Ser 
260 
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Ul tcctccacct gctggcccct ggacacctct gtcacc atg tgg ttc ctg gtt ctg 
O Met Trp Phe Leu Val Leu 

H 1 5 



54 



tgc etc gec ctg tec ctg ggg ggg act ggt get gcg ccc ccg att cag 102 
Cys Leu Ala Leu Ser Leu Gly Gly Thr Gly Ala Ala Pro Pro lie Gin 

10 15 20 

tec egg att gtg gga ggc tgg gag tgt gag cag cat tec cag ccc tgg 150 

Ser Arg lie Val Gly Gly Trp Glu Cys Glu Gin His Ser Gin Pro Trp 

25 30 35 

cag gcg get ctg tac cat ttc age act ttc cag tgt ggg ggc ate ctg 198 

Gin Ala Ala Leu Tyr His Phe Ser Thr Phe Gin Cys Gly Gly lie Leu 
40 45 50 

gtg cac cgc cag tgg gtg etc aca get get cat tgc ate age gac aat 246 

Val His Arg Gin Trp Val Leu Thr Ala Ala His Cys lie Ser Asp Asn 
55 60 65 70 

tac cag etc tgg ctg ggt cgc cac aac ttg ttt gac gac gaa aac aca 2 94 

Tyr Gin Leu Trp Leu Gly Arg His Asn Leu Phe Asp Asp Glu Asn Thr 

75 80 ~ 85 



76 



# 



o 



gcc cag ttt gtt cat gtc agt gag age ttc cca cac cct ggc ttc aac 342 

Ala Gin Phe Val His Val Ser Glu Ser Phe Pro His Pro Gly Phe Asn 
90 95 100 

atg age etc ctg gag aac cac ace cgc caa gca gac gag gac tac age 390 

Met Ser Leu Leu Glu Asn His Thr Arg Gin Ala Asp Glu Asp Tyr Ser 

105 110 115 

cac gac etc atg ctg etc cgc ctg aca gag cct get gat acc ate aca 438 

His Asp Leu Met Leu Leu Arg Leu Thr Glu Pro Ala Asp Thr lie Thr 
120 125 130 

gat get gtg aag gtc gtg gag ttg ccc acc gag gaa ccc gaa gtg ggg 486 

Asp Ala Val Lys Val Val Glu Leu Pro Thr Glu Glu Pro Glu Val Gly 
135 140 145 150 

age acc tgt ttg get tec ggc tgg ggc age ate gaa cca gag aat ttc 534 

Ser Thr Cys Leu Ala Ser Gly Trp Gly Ser lie Glu Pro Glu Asn Phe 
155 160 165 

tea ttt cca gat gat etc cag tgt gtg gac etc aaa ate ctg cct aat 582 

Ser Phe Pro Asp Asp Leu Gin Cys Val Asp Leu Lys lie Leu Pro Asn 
170 175 180 



(Mi gat gag tgc gaa aaa gcc cac gtc cag aag gtg aca gac ttc atg ctg 630 
ijj;} Asp Glu Cys Glu Lys Ala His Val Gin Lys Val Thr Asp Phe Met Leu 
LH 185 190 195 

01 

_ s tgt gtc gga cac ctg gaa ggt ggc aaa gac acc tgt gtg ggt gat tea 678 

jj\ Cys Val Gly His Leu Glu Gly Gly Lys Asp Thr Cys Val Gly Asp Ser 
pj 200 205 210 

999 ggc ccg ctg atg tgt gat ggt gtg etc caa ggt gtc aca tea tgg 726 
yj Gly Gly Pro Leu Met Cys Asp Gly Val Leu Gin Gly Val Thr Ser Trp 
0 215 220 225 230 

M 

ggc tac gtc cct tgt ggc acc ccc aat aag cct tct gtc gcc gtc aga 774 

Gly Tyr Val Pro Cys Gly Thr Pro Asn Lys Pro Ser Val Ala Val Arg 
235 240 245 

gtg ctg tct tat gtg aag tgg ate gag gac acc ata gcg gag aac tec 822 
Val Leu Ser Tyr Val Lys Trp lie Glu Asp Thr lie Ala Glu Asn Ser 
250 255 260 

tgaacgccca gccctgtccc ctacccccag taaaatcaaa tgtgcatcc 871 



<210> 34 

<211> 262 

<212> PRT 

<213> homo sapiens 

<400> 34 

Met Trp Phe Leu Val Leu Cys Leu Ala Leu Ser Leu Gly Gly Thr Gly 
15 10 4 15 



77 



Ala Ala Pro Pro lie Gin Ser Arg lie Val Gly Gly Trp Glu Cys Glu 
20 25 30 



Gin His Ser Gin Pro Trp Gin Ala Ala Leu Tyr His Phe Ser Thr Phe 
35 40 45 



Gin Cys Gly Gly lie Leu Val His Arg Gin Trp Val Leu Thr Ala Ala 
50 55 60 

His Cys lie Ser Asp Asn Tyr Gin Leu Trp Leu Gly Arg His Asn Leu 
65 70 75 80 

Phe Asp Asp Glu Asn Thr Ala Gin Phe Val His Val Ser Glu Ser Phe 
85 90 95 

f*\ 

jS! Pro His Pro Gly Phe Asn Met Ser Leu Leu Glu Asn His Thr Arg Gin 

ioo 105 no 

u 

i! rl 

tfj Ala Asp Glu Asp Tyr Ser His Asp Leu Met Leu Leu Arg Leu Thr Glu 
U! 115 120 125 

CI 

5 

iU Pro Ala Asp Thr lie Thr Asp Ala Val Lys Val Val Glu Leu Pro Thr 
■Z 130 135 140 

nl 

t»# 

ill Glu Glu Pro Glu Val Gly Ser Thr Cys Leu Ala Ser Gly Trp Gly Ser 
O 145 150 155 ~ " 160 

!■ : 

lie Glu Pro Glu Asn Phe Ser Phe Pro Asp Asp Leu Gin Cys Val Asp 
165 170 175 

Leu Lys lie Leu Pro Asn Asp Glu Cys Glu Lys Ala His Val Gin Lys 
180 185 190 



Val Thr Asp Phe Met Leu Cys Val Gly His Leu Glu Gly Gly Lys Asp 
195 200 205 



Thr Cys Val Gly Asp Ser Gly Gly Pro Leu Met Cys Asp Gly Val Leu 
210 215 220 ■ 



Gin Gly Val Thr Ser Trp Gly Tyr Val Pro Cys Gly Thr Pro Asn Lys 
225 230 235 240 



78 



Pro Ser Val Ala Val Arg Val Leu Ser Tyr Val Lys Trp He Glu Asp 
245 250 ^ 255 

Thr He Ala Glu Asn Ser 
260 



<210> 


35 




<211> 


871 




<212> 


DNA 




<213> 


homo 


sapiens 


<220> 






<221> 


CDS 




<222> 


(37) . 


, . (822) 


<400> 


35 





tcctccacct gctggcccct ggacacctct gtcacc atg tgg ttc ctg gtt ctg 54 
|M Met Trp Phe Leu Val Leu 

P 1 5 

J:j tgc etc gec ctg tec ctg ggg ggg act ggt get gcg ccc ccg att cag 102 
* 8 | Cys Leu Ala Leu Ser Leu Gly Gly Thr Gly Ala Ala Pro Pro He Gin 
10 15 20 

ijjf tec egg att gtg gga ggc tgg gag tgt gag cag cat tec cag ccc tgg 150 
yl Ser Arg He Val Gly Gly Trp Glu Cys Glu Gin His Ser Gin Pro Trp 
s 25 30 35 

H 

fjj ca S 9^9 get ctg tac cat ttc age act ttc cag tgt ggg ggc ate ctg 198 
;; ;; :f Gin Ala Ala Leu Tyr His Phe Ser Thr Phe Gin Cys Gly Gly He Leu 
H 40 45 50 

Ul 

W gtg cac cgc cag tgg gtg etc aca get get cat tgc ate age gac aat 2 46 

H . Val His Arg Gin Trp Val Leu Thr Ala Ala His Cys He Ser Asp Asn 
55 60 65 70 

tac cag etc tgg ctg ggt cgc cac aac ttg ttt gac gac gaa aac aca 294 
Tyr Gin Leu Trp Leu Gly Arg His Asn Leu Phe Asp Asp Glu Asn Thr 
75 80 85 

gee cag ttt gtt cat gtc agt gag age ttc cca cac cct ggc ttc aac 342 
Ala Gin Phe Val His Val Ser Glu Ser Phe Pro His Pro Gly Phe Asn 
90 95 100 

atg age etc ctg gag aac cac ace cgc caa gca gac gag gac tac age 390 
Met Ser Leu Leu Glu Asn His Thr Arg Gin Ala Asp Glu Asp Tyr Ser 
105 HO 115 

cac gac etc atg ctg etc cgc ctg aca gag cct get gat acc ate aca 438 
His Asp Leu Met Leu Leu Arg Leu Thr Glu Pro Ala Asp Thr He Thr 
120 125 130 

gat get gtg aag gtc gtg gag ttg ccc acc cag gaa ccc gaa gtg ggg 486 
Asp Ala Val Lys Val Val Glu Leu Pro Thr Gin Glu Pro Glu Val Gly 



79 



135 140 145 150 

age acc tgt ttg get tec ggc tgg ggc age ate gaa cca gag aat ttc 534 

Ser Thr Cys Leu Ala Ser Gly Trp Gly Ser lie Glu Pro Glu Asn Phe 
155 160 165 

tea ttt cca gat gat etc cag tgt gtg gac etc aaa ate ctg cct aat 582 

Ser Phe Pro Asp Asp Leu Gin Cys Val Asp Leu Lys lie Leu Pro Asn 

170 175 180 

gat gag tgc aaa aaa gee cac gtc cag aag gtg aca gac ttc atg ctg 630 

Asp Glu Cys Lys Lys Ala His Val Gin Lys Val Thr Asp Phe Met Leu 

185 190 195 

tgt gtc gga cac ctg gaa ggt ggc aaa gac acc tgt gtg ggt gat tea 67 8 

Cys Val Gly His Leu Glu Gly Gly Lys Asp Thr Cys Val Gly Asp Ser 

200 205 210 

ggg ggc ccg ctg atg tgt gat ggt gtg etc caa ggt gtc aca tea tgg 72 6 

Gly Gly Pro Leu Met Cys Asp Gly Val Leu Gin Gly Val Thr Ser Trp 

215 220 225 230 



«I tac gtc cct tgt ggc acc ccc aat aag cct tct gtc gee gtc aga 774 

W Gly Tyr Val Pro Cys Gly Thr Pro Asn Lys Pro Ser Val Ala Val Arg 

U 235 240 245 

%} gtg ctg tct tat gtg aag tgg ate gag gac acc ata gcg gag aac tec 822 

yi Val Leu Ser Tyr Val Lys Trp lie Glu Asp Thr lie Ala Glu Asn Ser 

ffj 250 255 260 



tgaacgccca gccctgtccc ctacccccag taaaatcaaa tgtgcatcc 871 



$»* <210> 36 

lU <211> 262 

Q <212> PRT 

jU <213> homo sapiens 

<400> 36 

Met Trp Phe Leu Val Leu Cys Leu Ala Leu Ser Leu Gly Gly Thr Gly 
15 10 15 



Ala Ala Pro Pro lie Gin Ser Arg lie Val Gly Gly Trp Glu Cys Glu 
20 25 30 



Gin His Ser Gin Pro Trp Gin Ala Ala Leu Tyr His Phe Ser Thr Phe 
35 40 45 



Gin Cys Gly Gly lie Leu Val His Arg Gin Trp Val Leu Thr Ala Ala 
50 55 60 



His Cys lie Ser Asp Asn Tyr Gin Leu Trp Leu Gly Arg His Asn Leu 



80 



65 



70 



75 



80 



Phe Asp Asp Glu Asn Thr Ala Gin Phe Val His Val Ser Glu Ser Phe 
85 90 95 



Pro His Pro Gly Phe Asn Met Ser Leu Leu Glu Asn His Thr Arg Gin 
100 105 110 



Ala Asp Glu Asp Tyr Ser His Asp Leu Met Leu Leu Arg Leu Thr Glu 
115 120 125 



Pro Ala Asp Thr lie Thr Asp Ala Val Lys Val Val Glu Leu Pro Thr 
130 135 140 



Gin Glu Pro Glu Val Gly Ser Thr Cys Leu Ala Ser Gly Trp Gly Ser 
145 150 155 ' 160 



lie Glu Pro Glu Asn Phe Ser Phe Pro Asp Asp Leu Gin Cys Val Asp 
165 170 175 



Leu Lys lie Leu Pro Asn Asp Glu Cys Lys Lys Ala His Val Gin Lys 
180 185 190 



Val Thr Asp Phe Met Leu Cys Val Gly His Leu Glu Gly Gly Lys Asp 
195 200 205 



Thr Cys Val Gly Asp Ser Gly Gly Pro Leu Met Cys Asp Gly Val Leu 
210 215 220 



Gin Gly Val Thr Ser Trp Gly Tyr Val Pro Cys Gly Thr Pro Asn Lys 
225 230 235 240 



Pro Ser Val Ala Val Arg Val Leu Ser Tyr Val Lys Trp lie Glu Asp 
245 250 255 



Thr lie Ala Glu Asn Ser 
260 



<210> 37 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 37 



81 



gctgtctccc gagcatgtg 



<210> 38 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 38 

agaacagtct agtgttaca 



<210> 39 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 39 

ctcaccaccc tcccccaag 



<210> 40 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 40 

aggcctcagt ccaagctga 



<210> 41 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 41 

cgggccccag ccctcactc 



<210> 42 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 42 

taataaaaga ggggtggcc 



<210> 43 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 43 

aaaagcagcg aaacccttt 



<210> 44 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 44 

cacaggggcg ttttcaga 



<210> 45 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 45 

tttgccacca tttcgtggc 



<210> 46 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 46 

agcatgcacc tgagtcacc 



<210> 47 

<211> 13 

<212> DNA 

<213> homo sapiens 

<400> 47 
aggttctcca cca 



<210> 48 

<211> 14 

<212> DNA 

<213> homo sapiens 

<400> 48 
cctccaccaa ggcc 



<210> 49 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 49 

gacccagtgc agggttag 



<210> 50 
<211> 19 
<212> DNA 



<213> homo sapiens 
<400> 50 

tttccccggg ctcttcctt 



<210> 51 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 51 

gcctttccta ggctcgagc 



<210> 52 

<211> 19 

<212> DNA 

< 2 1 3 > homo s ap i ens 

<400> 52 

aatatttaac gctgatctg 



<210> 53 

<211> 14 

<212> DNA 

<213> homo sapiens 

<400> 53 
gaaaggaaga cata 



<210> 54 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 54 

aggattggct ctggctttt 



<210> 55 

<211> 16 

<212> DNA 

<213> homo sapiens 

<400> 55 
tggaggacgg gaggag 



<210> 56 

<211> 16 

<212> DNA 

<213> homo sapiens 

<400> 56 



tggcttagag aggctg 16 



<210> 57 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 57 

ggtcccagga cccaggaac 19 



<210> 58 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 58 

taccacaccc tgggcccc 



<210> 59 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 59 

gcattccagc tctttcacc 



<210> 60 

<211> 17 

<212> DNA 

<213> homo sapiens 

<400> 60 

tgtgggccgg ctcttca 



<210> 61 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 61 

ataaatgttg gcagcact 



<210> 62 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 62 

acaaagaatt gataagaaa 



85 



<210> 63 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 63 

acggactgag accctgtct 



<210> 64 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 64 

cagtggccat gcctataat 



<210> 65 

<211> 19 

<212> DNA 

fi * <213> homo sapiens 

q 

0 <400> 65 

Q ggctcccccc gccgcgccc 19 



.| <210> 66 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 66 

gcgcccccca ccgcgccca 19 

<210> 67 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 67 

aggtcatgtt ccccctct 18 



<210> 68 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 68 

gggatgaggc ctggggtgc 



<210> 69 
<211> 19 
<212> DNA 



86 



<213> homo sapiens 
<400> 69 

gtgctgcctg tggggacag 



<210> 70 

<211> 15 

<212> DNA 

<213> homo sapiens 

<400> 70 
aggacacagc acagt 



<210> 71 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 71 

gtcccacaac ccccctgct 



<210> 72 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 72 

gcacaaccat ctgtccctg 



<210> 73 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 73 

tgaggcatca ttacgcag 



<210> 74 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 74 

aggtgctcac tggctccct 



<210> 75 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 75 



tgagtctttc acaggaca 



<210> 76 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 76 

ctttcacagg acagatgt 



<210> 77 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 77 

agaccatcat gtgctctgg 



<210> 78 

<211> 15 

<212> DNA 

<213> homo sapiens 

<400> 78 
accattgtca ttcct 



<210> 79 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 79 

taaacaaaat ttgcctag 



<210> 80 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 80 

ccatgccaga aacctgggg 



<210> 81 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 81 

caacttcttt cccatcgcc 



<210> 82 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 82 

caggacccat atgacacag 



<210> 83 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 83 

ttctgcctgt cccctgct 



<210> 84 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 84 

gaatgggctt ttgggaaaa 



<210> 85 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 85 

tttgagtcac acagcatga 



<210> 86 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 86 

tgcaagtcct agtgtgagg 



<210> 87 

<211> 19 

<212> DNA * 

<213> homo sapiens 

<400> 87 

gtccagggac gagggtgtg 



<210> 88 
<211> 16 
<212> DNA 



<213> homo sapiens 

<400> 88 
aaaggacaga gggaat 



<210> 89 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 89 

actgttaagg tgcatctct 



<210> 90 

<211> 17 

<212> DNA 

<213> homo sapiens 

<400> 90 

cgaccagcca ggatatg 



<210> 91 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 91 

tgctattcgt tgaacccat 



<210> 92 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 92 

ccttctcagc aatgaagaa 



<210> 93 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 93 

ttcctcttca tgctctggg 



<210> 94 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 94 



gggctttttc gcactcatc 



<210> 95 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 95 

ccccatcccc gccttgggc 



<210> 96 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 96 

ttgcccaccg aggaacccg 



<210> 97 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 97 

ggactcctgc gtccaaggg 



<210> 98 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 98 

ggcatgagac tgacacagc 



<210> 99 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 99 

tggaaagatg ggtgatggc 



<210> 100 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 100 

gctgtctccg gagcatgtg 



<210> 101 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 101 

agaacagtcc agtgttaca 



<210> 102 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 102 

ctcaccacct tcccccaag 



<210> 103 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 103 

aggcctcagc ccaagctga 



<210> 104 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 104 

cgggccccaa ccctcactc 



<210> 105 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 105 

taataaaagg ggggtggcc 



<210> 106 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 106 

aaaagcagca aaacccttt 



<210> 107 
<211> 18 
<212> DNA 



<213> homo sapiens 

<400> 107 
cacaggggtg ttttcaga 



<210> 108 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 108 

tttgccaccg tttcgtggc 



<210> 109 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 109 

agcatgcacg tgagtcacc 



<210> 110 

<211> 13 

<212> DNA 

<213> homo sapiens 

<400> 110 
aggtcctcca cca 



<210> 111 

<211> 14 

<212> DNA 

<213> homo sapiens 

<400> 111 
cctccatcaa ggcc 



<210> 112 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 112 
gacccagtac agggttag 



<210> 113 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 113 





tttccccggc ctcttcctt 



19 



<210> 114 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 114 

gcctttcctg ggctcgagc 19 

<210> 115 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 115 

aatatttaat gctgatctg 19 

<210> 116 

<211> 14 

<212> DNA 

<213> homo sapiens 

<400> 116 

gaaaggacga cata 14 

<210> 117 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 117 

aggattggcg ctggctttt 19 

<210> 118 

<211> 16 

<212> DNA 

<213> homo sapiens 



<210> 119 

<211> 16 

<212> DNA 

<213> homo sapiens 

<400> 119 

tggcttggag aggctg 16 



<400> 118 
tggaggatgg gaggag 



16 



94 



<210> 120 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 120 

ggtcccaggc cccaggaac 



<210> 121 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 121 
taccacaccg tgggcccc 



<210> 122 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 122 

gcattccagt tctttcacc 



<210> 123 

<211> 17 

<212> DNA 

<213> homo sapiens 

<400> 123 
tgtgggccag ctcttca 



<210> 124 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 124 
ataaatgtcg gcagcact 



<210> 125 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 125 

acaaagaatc gataagaaa 



<210> 126 
<211> 19 
<212> DNA 



<213> homo sapiens 
<400> 126 

acggactgaa accctgtct 



<210> 127 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 127 

cagtggccac gcctataat 



<210> 128 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 128 

ggctcccccg gccgcgccc Q 

Q 

CI <210> 129 

y! <211> 19 

y;? <212> DNA 

jiff <213> homo sapiens 



m 



<400> 129 

gcgccccccg ccgcgccca 



ru 

C) <210> 130 

y <2ii> is 

Q <212> DNA 

ij^; <213> homo sapiens 

<400> 130 

aggtcatgat ccccctct 18 



<210> 131 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 131 

gggatgaggt ctggggtgc 



<210> 132 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 132 



96 



gtgctgccta tggggacag 



<210> 133 

<211> 15 

<212> DNA 

<213> homo sapiens 

<400> 133 
aggacgcagc acagt 



<210> 134 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 134 

gtcccacaag ccccctgct 



<210> 135 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 135 

gcacaaccac ctgtccctg 



<210> 136 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 136 
tgaggcatct ttacgcag 



<210> 137 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 137 

aggtgctcat tggctccct 



<210> 138 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 138 
tgagtcttgc acaggaca 



<210> 139 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 139 
ctttcacagt acagatgt 



<210> 140 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 140 

agaccatcac gtgctctgg 



<210> 141 

<211> 15 

<212> DNA 

<213> homo sapiens 

<400> 141 
accattgcca ttcct 



<210> 142 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 142 
taaacaaaac ttgcctag 



<210> 143 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 143 

ccatgccagg aacctgggg 



<210> 144 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 144 

caacttcttc cccatcgcc 



<210> 145 
<211> 19 
<212> DNA 



<213> homo sapiens 
<400> 145 

caggacccag atgacacag 19 



<210> 146 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 146 
ttctgcctgg cccctgct 



<210> 147 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 147 

gaatgggctc ttgggaaaa 1.9 

ft 

P <210> 148 

U| <211> 19 

g;j <212> DNA 

|H <213> homo sapiens 



Q 



m 



<400> 148 

tttgagtcaa acagcatga 19 

<210> 149 

<211> 19 

Q <212> DNA 

|... <213> homo sapiens 

<400> 149 

tgcaagtccc agtgtgagg 19 



<210> 150 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 150 

gtccagggat gagggtgtg 19 



<210> 151 

<211> 16 

<212> DNA 

<213> homo sapiens 

<400> 151 



99 



aaaggacaaa gggaat 



<210> 152 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 152 

actgttaaga tgcatctct 



<210> 153 

<211> 17 

<212> DNA 

<213> homo sapiens 

<400> 153 
cgaccagtca ggatatg 



<210> 154 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 154 

tgctattcgc tgaacccat 



<210> 155 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 155 

ccttctcagg aatgaagaa 



<210> 156 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 156 

ttcctcttcg tgctctggg 



<210> 157 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 157 

gggctttttt gcactcatc 



<210> 158 

<211> 19 

<212> DNA 

<213> homo sapiens 



<400> 158 

ccccatccct gccttgggc 



19 



<210> 159 

<211> 19 

<212> DNA 

<213> homo sapiens 



<400> 159 

ttgcccaccc aggaacccg 



19 



CI 



<210> 160 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 160 

ggactcctgt gtccaaggg 



19 



•JrH 



<210> 161 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 161 

ggcatgagat tgacacagc 



19 



<210> 162 

<211> 19 

<212> DNA 

<213> homo sapiens 



<400> 162 

tggaaagata ggtgatggc 



19 



<210> 163 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 163 

gatgtcagcc tgctgtctcc cgagcatgtg agtgcccctc a 



41 



<210> 164 
<211> 41 
<212> DNA 



101 



<213> homo sapiens 



<400> 164 

gtctcctttg cagaacagtc cagtgttaca ctgagtccag t 

<210> 165 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 165 

ccagatttcc cctcaccacc ttcccccaag ggggcaccca a 

<210> 166 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 166 

ggccactgac aaggcctcag cccaagctga gcctcatcct a 

<210> 167 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 167 

agaaagggtt ggagtgaggg ttggggcccg agtctctttt t 

<210> 168 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 168 

agcactcccc aggccacccc ccttttatta taccctctat g 

<210> 169 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 169 

tttgtttgag gaaagggttt cgctgctttt taagaggatg c 

<210> 170 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 170 
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cctgccagtc ctctgaaaac 



<210> 171 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 171 

tagagagcat tgccacgaaa 

<210> 172 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 172 

ttgcaaacct tagcatgcac 

<210> 173 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 173 

gaagcccagg ccccagaggt 

<210> 174 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 174 

aggccccaga ggtcctccca 

<210> 175 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 175 

ggcctcccac gtgacccagt 

<210> 176 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 176 

ggaaaggcct gaaggaagag 



acccctgtgc catggagacc t 



tggtggcaaa tctcacgtct g 



ctgagtcacc tgggatgctt g 



cctcccacca aggcctccca c 



ccaaggcctc ccacgtgacc c 



gcagggttag gctgcccttc t 



gccggggaaa gagccctccc t 
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<210> 177 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 177 

accctctgtc tgctcgagcc caggaaaggc ctgaaggaag a 



<210> 178 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 178 

cttgcctcag gcagatcagc attaaatatt ccttgtcaat t 



<210> 179 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 179 

actgatacca tgtttatgtc ttcctttcta gggccagtgg g 



<210> 180 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 180 

aaataaataa taaaagccag agccaatctg gtgtgtgcca g 



<210> 181 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 181 

ctcctctggc tcctcctccc gtcctccata tcacctcttc c 



<210> 182 

<211> 41 

<212> DNA 

< 2 1 3 > homo s ap i ens 

<400> 182 

acctcttggc agcttggctt agagaggctg tcaccccttc t 



<210> 183 
<211> 41 
<212> DNA 
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<213> homo sapiens 



<400> 183 

cctatggaga aggtcccagg ccccaggaac acagggcttc t 

<210> 184 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 184 

ccggggttgt ataccacacc ctgggcccct aatcccaggc c 

<210> 185 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 185 

cagatgagcc agcattccag ctctttcacc cttcagcaac a 

<210> 186 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 186 

aatttatgtc tttgtgggcc ggctcttcag gaccaaggtc t 



<210> 187 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 187 

ctgctgcaca gagtgctgcc gacatttatc atctccatct g 

<210> 188 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 188 

agaagcttgg ctttcttatc aattctttgt gacataataa a 



<210> 189 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 189 
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tgttgttgtt gagacagggt ct.cagtccgt cggcccagac t 



<210> 190 

<211> 41 

<212> DNA 

<213> homo 

<400> 190 
atagtgctag 



sapiens 
gattataggc 



gtggccactg 



cgcctggccc c 



<210> 191 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 191 

caaatctgca gggctccccc caccgcgccc aggtgggccc c 



<210> 192 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 192 

aaatctgcag ggctcccccc accgcgccca ggtgggcccc t 



<210> 193 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 193 

aagggctggc tgaggtcatg ttccccctct gagactcagt t 



<210> 194 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 194 

cagggagagc tgggatgagg cctggggtgc tgcctgtggg g 



<210> 195 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 195 

tgaggcctgg ggtgctgcct gtggggacag cacgcatgct t 
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<210> 196 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 196 

tgctgccagg gcccgaagac gcagcacagt tttttctcca g 41 



gggaactgag gcagggacag atggttgtgc aatagttatt g 41 



<210> 197 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 197 

gccctggagg gagcaggggg gttgtgggac acagacttgg a 41 

<210> 198 

<211> 41 

|, sfc <212> DNA 

<213> homo sapiens 

III <400> 198 

u 
in 

!|J! <210> 199 

m <2ii> 4i 

J <212> DNA 

^ <213> homo sapiens 

IPH 

;; s ;f <4oo> 199 

H tcccagttac gtctgcgtaa tgatgcctca catgtacgta g 41 

yj 

jU <210> 200 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 200 

tgacaggtgg aagggagcca atgagcacct actgtgtgcc a 41 



<210> 201 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 201 

ataacagctc attgagtctt tcacaggaca gatgttcttt a 41 



<210> 202 
<211> 41 
<212> DNA 
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<213> homo sapiens 
<400> 202 

gctcattgag tctttcacag gacagatgtt ctttatcagg g 



<210> 203 

<211> 41 

<212> DNA 

<213> homo 

<400> 203 
aagagagtct 



<210> 204 

<211> 41 

<212> DNA 

<213> homo 

<400> 204 
gccgatggtg 



sapiens 



cagaccatca 



sapiens 



aacaccattg 



cgtgctctgg 



ccattccttt 



tgctgaatga c 



tcacactctt c 



<210> 205 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 205 

tatggagaca gactaggcaa gttttgttta ataaatgagt g 



<210> 206 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 206 

tgagcgatga gccccaggtt cctggcatgg atggatggat g 



<210> 207 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 207 

gcgaagacag cggcgatggg aaagaagttg tggaacttgc a 



<210> 208 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 208 
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agcaggagag ccaggaccca gatgacacag atgaccactt t 



<210> 209 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 209 

gggtgggtta gttctgcctg tcccctgctc accttgcgct t 



<210> 210 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 210 

cagaatggaa tgaatgggct tttgggaaaa gctggtccga c 



<210> 211 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 211 

cagtgatttg gtttgagtca cacagcatga gggtggcaaa g 



<210> 212 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 212 

ctgacccttt ttgcaagtcc cagtgtgagg gtgtttctga t 



<210> 213 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 213 

ttggaggtca ggtccaggga cgagggtgtg gccttggggc c 



<210> 214 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 214 

cgctggggaa agaaaggaca gagggaatgt tggagctaca g 
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<210> 215 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 215 

gcggtaggaa gactgttaag atgcatctct tattttctag g 

<210> 216 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 216 

cgcatcaaag tgacgaccag ccaggatatg ctctcaatca t 

<210> 217 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 217 

tatctccaag atgctattcg ttgaacccat cctggaggtt t 

<210> 218 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 218 

gctctaccac gccttctcag caatgaagaa ggtggagacc a 

<210> 219 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 219 

tgcagcagcc cttcctcttc gtgctctggg accagcagca c 

<210> 220 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 220 

tcctgcctaa tgatgagtgc aaaaaagccc acgtccagaa g 

<210> 221 

<211> 41 

<212> DNA 
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<213> homo sapiens 



<400> 221 

cagactgtgt agcccaaggc ggggatgggg actcctgcgt c 



<210> 222 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 222 

aggtcgtgga gttgcccacc gaggaacccg aagtggggag c 



<210> 223 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 223 

ggcggggatg gggactcctg cgtccaaggg agaaagggcc a 



<210> 224 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 224 

gggccacccc agctgtgtca atctcatgcc tggaagtctg a 



<210> 225 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 225 

tgtcacgttc tgccatcacc tatctttcca gatgtggtgc a 



<210> 226 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 226 

gatgtcagcc tgctgtctcc ggagcatgtg agtgcccctc a 



<210> 227 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 227 
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gtctcctttg cagaacagtc tagtgttaca ctgagtccag t 



41 



<210> 228 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 228 

ccagatttcc cctcaccacc ctcccccaag ggggcaccca a 



41 



<210> 229 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 229 

ggccactgac aaggcctcag tccaagctga gcctcatcct a 



41 



<*-.} 


<210> 


230 




*<211> 


41 




<212> 


DNA 


M 

i! ?J 


<213> 


homo sapiens 


■ it 








<400> 


230 


m 
m 


agaaagggtt ggagtgaggg 




<210> 


231 


:!*; 1 


<211> 


41 


:: : r 


<212> 


DNA 


8 ps? 

i\f 


<213> 


homo sapiens 


a 


<400> 


231 


u 


agcactcccc aggccacccc 




<210> 


232 




<211> 


41 




<212> 


DNA 




<213> 


homo sapiens 




<400> 


232 




tttgtttgag gaaagggttt 




<210> 


233 




<211> 


41 




<212> 


DNA 




<213> 


homo sapiens 




<400> 


233 



41 



41 



41 



cctgccagtc ctctgaaaac gcccctgtgc catggagacc t 



41 



11.2 



<210> 234 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 234 

tagagagcat tgccacgaaa cggtggcaaa tctcacgtct g 

<210> 235 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 235 

ttgcaaacct tagcatgcac gtgagtcacc tgggatgctt g 

<210> 236 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 236 

gaagcccagg ccccagaggt tctcccacca aggcctccca c 

<210> 237 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 237 

aggccccaga ggtcctccca tcaaggcctc ccacgtgacc c 

<210> 238 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 238 

ggcctcccac gtgacccagt acagggttag gctgcccttc t 

<210> 239 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 239 

ggaaaggcct gaaggaagag cccggggaaa gagccctccc t 

<210> 240 

<211> 41 

<212> DNA 
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<213> homo sapiens 
<400> 240 

accctctgtc tgctcgagcc taggaaaggc ctgaaggaag a 



<210> 241 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 241 

cttgcctcag gcagatcagc gttaaatatt ccttgtcaat t 



<210> 242 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 242 

actgatacca tgtttatgtc gtcctttcta gggccagtgg g 



<210> 243 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 243 

aaataaataa taaaagccag cgccaatctg gtgtgtgcca g 



<210> 244 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 244 

ctcctctggc tcctcctccc atcctccata tcacctcttc c 



<210> 245 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 245 

acctcttggc agcttggctt ggagaggctg tcaccccttc t 



<210> 246 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 246 
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cctatggaga aggtcccagg acccaggaac acagggcttc t 



<210> 247 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 247 

ccggggttgt ataccacacc gtgggcccct aatcccaggc c 



<210> 248 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 248 

cagatgagcc agcattccag ttctttcacc cttcagcaac a 



<210> 249 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 249 

aatttatgtc tttgtgggcc agctcttcag gaccaaggtc t 



<210> 250 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 250 

ctgctgcaca gagtgctgcc aacatttatc atctccatct g 



<210> 251 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 251 

agaagcttgg ctttcttatc gattctttgt gacataataa a 



<210> 252 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 252 

tgttgttgtt gagacagggt ttcagtccgt cggcccagac t 
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<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 253 

atagtgctag gattataggc atggccactg cgcctggccc c 



<210> 254 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 254 

caaatctgca gggctccccc gaccgcgccc aggtgggccc c 



<210> 255 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 255 

aaatctgcag ggctcccccc gccgcgccca ggtgggcccc t 



<210> 256 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 256 

aagggctggc tgaggtcatg atccccctct gagactcagt t 



<210> 257 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 257 

cagggagagc tgggatgagg tctggggtgc tgcctgtggg g 



<210> 258 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 258 

tgaggcctgg ggtgctgcct atggggacag cacgcatgct t 



<210> 259 
<211> 41 
<212> DNA 
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<213> homo sapiens 
<400> 259 

tgctgccagg gcccgaagac acagcacagt tttttctcca g 



<210> 260 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 260 

gccctggagg gagcaggggg cttgtgggac acagacttgg a 41 



<210> 261 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 261 

i«* gggaactgag gcagggacag gtggttgtgc aatagttatt g 41 

0 

P <210> 262 

Uf <211> 41 

■0 <212> DNA 

|ji <213> homo sapiens 

ff| 

<400> 262 

«»' . tcccagttac gtctgcgtaa agatgcctca catgtacgta g 41 

ii"F 

fil 

1: ~v 

P <210> 263 

Ul <211> 41 

p <212> DNA 

%zi <213> homo sapiens 

<400> 263 

tgacaggtgg aagggagcca gtgagcacct actgtgtgcc a 41 



<210> 264 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 264 

ataacagctc attgagtctt gcacaggaca gatgttcttt a 41 



<210> 265 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 265 
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gctcattgag tctttcacag tacagatgtt ctttatcagg g 



<210> 266 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 266 

aagagagtct cagaccatca tgtgctctgg tgctgaatga c 



<210> 267 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 267 

gccgatggtg aacaccattg tcattccttt tcacactctt c 



<210> 268 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 268 

tatggagaca gactaggcaa attttgttta ataaatgagt g 



<210> 269 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 269 

tgagcgatga gccccaggtt tctggcatgg atggatggat g 



<210> 270 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 270 

gcgaagacag cggcgatggg gaagaagttg tggaacttgc a 



<210> 271 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 271 

agcaggagag ccaggaccca tatgacacag atgaccactt t 
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<210> 272 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 272 

gggtgggtta gttctgcctg gcccctgctc accttgcgct t 



<210> 273 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 273 

cagaatggaa tgaatgggct cttgggaaaa gctggtccga c 



<210> 274 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 274 

cagtgatttg gtttgagtca aacagcatga gggtggcaaa g 



<210> 275 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 275 

ctgacccttt ttgcaagtcc tagtgtgagg gtgtttctga t 



<210> 276 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 276 

ttggaggtca ggtccaggga tgagggtgtg gccttggggc c 



<210> 277 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 277 

cgctggggaa agaaaggaca aagggaatgt tggagctaca g 



<210> 278 
<211> 41 
<212> DNA 
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<213> homo sapiens 
<400> 278 

gcggtaggaa gactgttaag gtgcatctct tattttctag g 



<210> 279 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 279 

cgcatcaaag tgacgaccag tcaggatatg ctctcaatca t 



<210> 280 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 280 

tatctccaag atgctattcg ctgaacccat cctggaggtt t 



<210> 281 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 281 

gctctaccac gccttctcag gaatgaagaa ggtggagacc a 



<210> 282 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 282 

tgcagcagcc cttcctcttc atgctctggg accagcagca c 



<210> 283 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 283 

tcctgcctaa tgatgagtgc gaaaaagccc acgtccagaa g 



<210> 284 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 284 
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cagactgtgt agcccaaggc agggatgggg actcctgcgt c 41 

<210> 285 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 285 

aggtcgtgga gttgcccacc caggaacccg aagtggggag c 41 

<210> 286 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 286 

ggcggggatg gggactcctg tgtccaaggg agaaagggcc a 41 

i: : 

£j <210> 287 

JS{ <211> 41 

^ <212> DNA 

*M <213> homo sapiens 

m 

tf! <400> 2 87 

y| gggccacccc agctgtgtca gtctcatgcc tggaagtctg a 41 

[ <210> 288 

^ <211> 41 

Lf! <212> DNA 

<213> homo sapiens 



H ! 



<400> 288 

tgtcacgttc tgccatcacc catctttcca gatgtggtgc a 41 

<210> 289 

<211> 1082 

<212> DNA 

<213> homo sapiens 

<220> 

<221> misc_feature 

<222> (956) . . (956) 

<223> wherein N is either a " G" or an "A" . 



<220> 

<221> misc_f eature 

<222> (129) . . (129) 

<223> wherein N is either a "T" or a "C 



<220> 
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p 
Ci 

ii r£ 
y g 

ei 



<221> misc_f eature 
<222> (348) . . (348) 

<223> wherein N is either a "C" or a "T" 



<220> 

<221> misc_f eature 

<222> (462) . . (462) 

<223> wherein N is either a "G" or an "A" 



<220> 

<221> misc_f eature 

<222> (577) . . (577) 

<22 3> wherein N is either a "C" or a "G" 



<220> 

<221> misc_f eature 

<222> (705) . . (705) 

<22 3> wherein N is either a "G" or an "A" 



<400> 289 


/—I 4— /-* Z3 4- /-l /-> 4— f~r 


gccccc tc ta 


gagctccaat 


cctccaacca 


gagccagctc 


60 


ttccctcaaa 


atgctacggc 


ctgtgacaat 


gctccagaag 


cctgggacct 


gctgcacaga 


120 


gtgctgccna 


catttatcat 


ctccatctgt 


ttcttcggcc 


tcctagggaa 


cctttttgtc 


180 


ctgttggtct 


tcctcctgcc 


ccggcggcaa 


ctgaacgtgg 


cagaaatcta 


cctggccaac 


240 


ctggcagcct 


ctgatctggt 


gtttgtcttg 


ggcttgccct 


tctgggcaga 


gaatatctgg 


300 


aaccagttta 


actggccttt 


cggagccctc 


ctctgccgtg 


tcatcaangg 


ggtcatcaag 


360 


gccaatttgt 


tcatcagcat 


cttcctggtg 


gtggccatca 


gccaggaccg 


ctaccgcgtg 


420 


ctggtgcacc 


ctatggccag 


cggaaggcag 


cagcggcgga 


gncaggcccg 


ggtcacctgc 


480 


gtgctcatct 


gggttgtggg 


gggcctcttg 


agcatcccca 


cattcctgct 


gcgatccatc 


540 


caagccgtcc 


cagatctgaa 


catcaccgcc 


tgcatcntgc 


tcctccccca 


tgaggcctgg 


600 


cactttgcaa 


ggattgtgga 


gttaaatatt 


ctgggtttcc 


tcctaccact 


ggctgcgatc 


660 


gtcttcttca 


actaccacat 


cctggcctcc 


ctgcgaacgc 


gggangaggt 


cagcaggaca 


720 


agagtgcngg 


ggccgaagga 


tagcaagacc 


acagcgctga 


tcctcacgct 


cgtggttgcc 


780 


ttcctggtct 


gctgggcccc 


ttaccacttc 


tttgccttcc 


tggaattctt 


attccaggtg 


840 


caagcagtcc 


gaggctgctt 


ttgggaggac 


ttcattgacc 


tgggcctgca 


attggccaac 


900 


ttctttgcct 


tcactaacag 


ctccctgaat 


ccagtaattt 


atgtctttgt 


gggccngctc 


960 


ttcaggacca 


aggtctggga 


actttataaa 


caatgcaccc 


ctaaaagtct 


tgctccaata 


1020 
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# 



li 



IJ! 

v- 1 



if"-: s 

if 

O 



tcttcatccc ataggaaaga aatcttccaa cttttctggc ggaattaaaa cagcattgaa 1080 
cc 1082 

<210> 290 

<211> 353 

<212> PRT 

<213> homo sapiens 

<220> 

<221> VARIANT 

<222> (317) . . (317) 

<223> wherein Xaa is either "Arg" or "Gin" . 



<220> 

<221> VARIANT 

<222> (241) . . (241) 

<223> wherein Xaa is either "Arg" or "Asn" 



<220> 

<221> VARIANT 

<222> (191) . . (191) 

<223> wherein Xaa is either "Leu" or "Val". 



<400> 290 

Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn Gin Ser 
1 5 10 15 



U} Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro Glu Ala 
W 20 25 30 



Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie lie Ser lie Cys 
35 40 45 

Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe Leu Leu 
50 55 60 

Pro Arg Arg Gin Leu Asn Val Ala Glu lie Tyr Leu Ala Asn Leu Ala 
65 70 75 80 

Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn 
85 90 " 95 

lie Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys Arg Val 
100 105 110 

lie Asn Gly Val lie Lys Ala Asn Leu Phe lie Ser lie Phe Leu Val 
115 120 125 

Val Ala lie Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro Met Ala 
130 135 140 
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Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys Val Leu 
145 150 155 160 



lie Trp Val Val Gly Gly Leu Leu Ser lie Pro Thr Phe Leu Leu Arg 
165 170 175 

Ser lie Gin Ala Val Pro Asp Leu Asn lie Thr Ala Cys lie Xaa Leu 
180 185 190 

Leu Pro His Glu Ala Trp His Phe Ala Arg lie Val Glu Leu Asn lie 
195 200 205 

Leu Gly Phe Leu Leu Pro Leu Ala Ala lie Val Phe Phe Asn Tyr His 
210 215 220 

lie Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr Arg Val 
225 230 235 240 

Xaa Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu lie Leu Thr Leu Val 
245 250 255 

Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala Phe Leu 
260 265 270 

Glu Phe Leu Phe Gin Val Gin Ala Val Arg Gly Cys Phe Trp Glu Asp 
275 280 285 

Phe lie Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe Thr Asn 
290 295 300 

Ser Ser Leu Asn Pro Val lie Tyr Val Phe Val Gly Xaa Leu Phe Arg 
305 310 315 320 

Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser Leu Ala 
325 330 335 

Pro lie Ser Ser Ser His Arg Lys Glu He Phe Gin Leu Phe Trp Arg 
340 345 350 

Asn 



<210> 291 

<211> 1766 

<212> DNA 

< 2 1 3 > homo s api ens 

<220> 

<221> CDS 

<222> (211) . . (1431) 

<220> 

<221> misc_f eature 

<222> (543) . . (543) 

<223> wherein N is either a "T" or a "C" . 
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125 




126 



p 



365 370 375 

ccc ten tec ctg gac ctg ace tec aac tgc tct tea cga agt gac tec 13 86 

Pro Xaa Ser Leu Asp Leu Thr Ser Asn Cys Ser Ser Arg Ser Asp Ser 
380 385 390 

aag ace atg aca gag age ttc age ttc tec tec aat gtg etc tec 1431 
Lys Thr Met Thr Glu Ser Phe Ser Phe Ser Ser Asn Val Leu Ser 
395 400 405 

taggecacag ggcctttggc aggtgeagee cccactgcct ttgacctgcc tcccttcatg 1491 

catggaaatt cccttcatct ggaaccatca gaaacaccct cacactggga ettgeaaaaa 1551 

gggtcagtat gggttaggga aaacattcca tccttgagtc aaaaaatctc aattcttccc 1611 

tatctttgee accctcatgc tgtgtgactc aaaccaaatc actgaacttt getgagectg 1671 

taaaataaaa ggteggacca gcttttcctc aagagcccaa tgcattccat ttctggaagt 1731 

gactttggct geatgegagt gctcatttca ggatg 1766 



<2io> 292 

M <211> 407 

UI <212> PRT 

! y : | <213> homo sapiens 

m 

PI <22 0> 

s <221> misc_f eature 

<222> (543) . . (543) 

ipj J. <223> wherein N is either a "T" or a "C" . 

II if 

<22 0> 

Ul <221> misc_f eature 

O <222> (672) . . (672) 

iU <223> wherein N is either a "C" or an "A" 



<220> 

<221> misc_f eature 

<222> (1344) . . (1344) 

<223> wherein N is either a "G" or an "A". 

<400> 292 

Met Asp Asn Val Leu Pro Val Asp Ser Asp Leu Ser Pro Asn lie Ser 
1 5 10 15 



Thr Asn Thr Ser Glu Pro Asn Gin Phe Val Gin Pro Ala Trp Gin lie 
20 25 30 

Val Leu Trp Ala Ala Ala Tyr Thr Val lie Val Val Thr Ser Val Val 
35 40 45 
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Gly Asn Val Val Val Met Trp lie He Leu Ala His Lys Arg Met Arg 
50 55 60 



Thr Val Thr Asn Tyr Phe Leu Val Asn Leu Ala Phe Ala Glu Ala Ser 
65 70 75 80 



Met Ala Ala Phe Asn Thr Val Val Asn Phe Thr Tyr Ala Val His Asn 
85 90 95 



Glu Trp Tyr Tyr Gly Leu Phe Tyr Cys Lys Phe His Asn Phe Xaa Pro 
100 105 110 



He Ala Ala Val Phe Ala Ser He Tyr Ser Met Thr Ala Val Ala Phe 
115 120 125 



Asp Arg Tyr Met Ala He He His Pro Leu Gin Pro Arg Leu Ser Ala 
130 135 140 



Thr Ala Thr Lys Val Val He Cys Val Xaa Trp Val Leu Ala Leu Leu 
!45 150 155 160 



Leu Ala Phe Pro Gin Gly Tyr Tyr Ser Thr Thr Glu Thr Met Pro Ser 
165 170 175 



Arg Val Val Cys Met He Glu Trp Pro Glu His Pro Asn Lys He Tyr 
180 185 190 



Glu Lys Val Tyr His He Cys Val Thr Val Leu He Tyr Phe Leu Pro 
195 200 205 



Leu Leu Val He Gly Tyr Ala Tyr Thr Val Val Gly He Thr Leu Trp 
210 215 220 



Ala Ser Glu He Pro Gly Asp Ser Ser Asp Arg Tyr His Glu Gin Val 
225 230 235 240 



Ser Ala Lys Arg Lys Val Val Lys Met Met He Val Val Val Cys Thr 
245 250 255 



Phe Ala lie' Cys Trp Leu Pro Phe His He Phe Phe Leu Leu Pro Tyr 
260 265 270 



He Asn Pro Asp Leu Tyr Leu Lys Lys Phe He Gin Gin Val Tyr Leu 
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275 280 285 



Ala lie Met Trp Leu Ala Met Ser Ser Thr Met Tyr Asn Pro lie lie 
290 295 300 



Tyr Cys Cys Leu Asn Asp Arg Phe Arg Leu Gly Phe Lys His Ala Phe 
305 310 315 320 



Arg Cys Cys Pro Phe lie Ser Ala Gly Asp Tyr Glu Gly Leu Glu Met 
325 330 335 



Lys Ser Thr Arg Tyr Leu Gin Thr Gin Gly Ser Val Tyr Lys Val Ser 
340 345 350 



Arg Leu Glu Thr Thr lie Ser Thr Val Val Gly Ala His Glu Glu Glu 
355 360 365 

Q 

•».* Pro Glu Asp Gly Pro Lys Ala Thr Pro Xaa Ser Leu Asp Leu Thr Ser 
O 370 375 380 

ii FS 

|j| Asn Cys Ser Ser Arg Ser Asp Ser Lys Thr Met Thr Glu Ser Phe Ser 
h\ 385 390 395 400 

Hi 

Phe Ser Ser Asn Val Leu Ser 

I'll 405 



Q <210> 293 

<211> 1826 

<212> DNA 

<213> homo sapiens 

<220> 

<221> misc_feature 

<222> (1278) . . (1278) 

<223> wherein N is either a "C" or a "T" 



<220> 

<221> misc_f eature 

<222> (227) . . (227) 

<223> wherein N is either a "T" or a "C 



<220> 

<221> misc_feature 

<222> (536) . . (536) 

<223> wherein N is either a "C" or a "G" 
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<220> 

<221> misc_feature 

<222> (1498) . . (1498) 

<223> wherein N is either a "G" 

<400> 293 

agtctgcact ggagctgcct ggtgaccaga 
atggcctcca ggctgaccct gctgaccctc 
tcctcaaatc caaatgctac cagctccagc 
ggcgaaggga aggtcgcaac aacagttatc 
gaggtttcca gcttgccgac aaccaactca 
aataccactg atgaacccac cacacaaccc 
p.^ caacccaccc aaccaactac ccagctccca 

b 

tccttctgcc caggacctgt tactctctgc 
fe*? gtgttggggg atgctttggt agatttctcc 

iJ! 

<\Q aagaaggtgg agaccaacat ggccttttcc 

p| gtcctgctcg gggctgggca gaacaccaaa 

!L L aaggacttca cctgtgtcca ccaggccctg 

in J 

j.;; gtctctcaga tcttccacag cccagacctg 
Uj cggaccctgt acagcagcag ccccagagtc 
g»jt ctcatcaaca cctgggtggc caagaacacc 
ctgccctccg atacccgcct tgtcctcctc 
acaacatttg atcccaagaa aaccagaatg 
aaagtgccca tgatgaatag caagaagtac 
aaagccaagg tggggcagct gcagctctcc 
cagaacctga aacatcgtct tgaagacatg 
gccatcatgg agaaactgga gatgtccaag 
atcaaagtga cgaccagnca ggatatgctc 
ttttcttatg accttaacct gtgtgggctg 
atgcagcacc agacagtgct ggaactgaca 
gccatctctg tggcccgcac cctgctggtc 




or an "A" . 

agtttggagt ccgctgacgt cgccgcccag 60 

ctgctgctgc tgctggctgg ggatagagcc 120 

tcccaggatc cagagagttt gcaagacaga 180 

tccaagatgc tattcgntga acccatcctg 240 

acaaccaatt cagccaccaa aataacagct 300 

accacagagc ccaccaccca acccaccatc 360 

acagattctc ctacccagcc cactactggg 420 

tctgacttgg agagtcattc aacagaggcc 480 

ctgaagctct accacgcctt ctcagnaatg 540 

ccattcagca tcgccagcct ccttacccag 600 

acaaacctgg agagcatcct ctcttacccc 660 

aagggcttca cgaccaaagg tgtcacctca 720 

gccataaggg acacctttgt gaatgcctct 780 

ctaagcaaca acagtgacgc caacttggag 840 

aacaacaaga tcagccggct gctagacagt 900 

aatgctatct acctgagtgc caagtggaag 960 

gaaccctttc acttcaaaaa ctcagttata 1020 

cctgtggccc atttcattga ccaaactttg 1080 

cacaatctga gtttggtgat cctggtaccc 1140 

gaacaggctc tcagcccttc tgttttcaag 1200 

ttccagccca ctctcctaac actaccccgc 12 60 

tcaatcatgg agaaattgga attcttcgat 1320 

acagaggacc cagatcttca ggtttctgcg 1380 

gagactgggg tggaggcggc tgcagcctcc 1440 

tttgaagtgc agcagccctt cctcttcntg 1500 
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Q 



ctctgggacc agcagcacaa gttccctgtc ttcatggggc gagtatatga ccccagggcc 1560 

tgagacctgc aggatcaggt tagggcgagc gctacctctc cagcctcagc tctcagttgc 1620 

agccctgctg ctgcctgcct ggacttgccc ctgccacctc ctgcctcagg tgtccgctat 1680 

ccaccaaaag ggctcctgag ggtctgggca agggacctgc ttctattagc ccttctccat 1740 

ggccctgcca tgctctccaa accacttttt gcagctttct ctagttcaag ttcaccagac 1800 

tctataaata aaacctgaca gaccat 1826 

<210> 294 

<211> 500 

<212> PRT 

<213> homo sapiens 

<220> 

<221> VARIANT 

<222> (56) . . (56) 

<223> wherein Xaa is either "Val" or "Ala". 



U) <220> 

y!l <221> VARIANT 

U! <222> (159) . . (159) 

§\ <223> wherein Xaa is either "Ala" or "Gly" 



jjill <220> 

J,!! <221> VARIANT 

<222> (480) . . (480) 

Uj <223> wherein Xaa is either "Val" or "Met". 

<400> 294 

Met Ala Ser Arg Leu Thr Leu Leu Thr Leu Leu Leu Leu Leu Leu Ala 
15 10 15 

Gly Asp Arg Ala Ser Ser Asn Pro Asn Ala Thr Ser Ser Ser Ser Gin 
20 25 30 

Asp Pro Glu Ser Leu Gin Asp Arg Gly Glu Gly Lys Val Ala Thr Thr 
35 40 45 

Val lie Ser Lys Met Leu Phe Xaa Glu Pro lie Leu Glu Val Ser Ser 
50 55 60 

Leu Pro Thr Thr Asn Ser Thr Thr Asn Ser Ala Thr Lys lie Thr Ala 
65 70 75 " 80 

Asn Thr Thr Asp Glu Pro Thr Thr Gin Pro Thr Thr Glu Pro Thr Thr 
85 90 95 
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Gin Pro Thr lie Gin Pro Thr Gin Pro Thr Thr Gin Leu Pro Thr Asp 
100 105 110 



Ser Pro Thr Gin Pro Thr Thr Gly Ser Phe Cys Pro Gly Pro Val Thr 
115 120 125 

Leu Cys Ser Asp Leu Glu Ser His Ser Thr Glu Ala Val Leu Gly Asp 
130 135 140 

Ala Leu Val Asp Phe Ser Leu Lys Leu Tyr His Ala Phe Ser Xaa Met 
145 150 155 160 

Lys Lys Val Glu Thr Asn Met Ala Phe Ser Pro Phe Ser lie Ala Ser 
165 170 175 

Leu Leu Thr Gin Val Leu Leu Gly Ala Gly Gin Asn Thr Lys Thr Asn 
180 185 190 

Leu Glu Ser lie Leu Ser Tyr Pro Lys Asp Phe Thr Cys Val His Gin 
195 200 205 

Ala Leu Lys Gly Phe Thr Thr Lys Gly Val Thr Ser Val Ser Gin lie 
210 215 220 

Phe His Ser Pro Asp Leu Ala lie Arg Asp Thr Phe Val Asn Ala Ser 
225 230 235 240 

Arg Thr Leu Tyr Ser Ser Ser Pro Arg Val Leu Ser Asn Asn Ser Asp 
245 250 255 

Ala Asn Leu Glu Leu lie Asn Thr Trp Val Ala Lys Asn Thr Asn Asn 
260 265 270 

Lys lie Ser Arg Leu Leu Asp Ser Leu Pro Ser Asp Thr Arg Leu Val 
275 280 285 

Leu Leu Asn Ala lie Tyr Leu Ser Ala Lys Trp Lys Thr Thr Phe Asp 
290 295 300 

Pro Lys Lys Thr Arg Met Glu Pro Phe His Phe Lys Asn Ser Val lie 
305 310 315 320 

Lys Val Pro Met Met Asn Ser Lys Lys Tyr Pro Val Ala His Phe lie 
325 330 335 

Asp Gin Thr Leu Lys Ala Lys Val Gly Gin Leu Gin Leu Ser His Asn 
340 345 350 

Leu Ser Leu Val lie Leu Val Pro Gin Asn Leu Lys His Arg Leu Glu 
355 360 365 

Asp Met Glu Gin Ala Leu Ser Pro Ser Val Phe Lys Ala lie Met Glu 
370 375 380 

Lys Leu Glu Met Ser Lys Phe Gin Pro Thr Leu Leu Thr Leu Pro Arg 
385 390 395 400 
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p;: 
1( , 



lie Lys Val Thr Thr Ser Gin Asp Met Leu Ser lie Met Glu Lys Leu 
405 410 415 

Glu Phe Phe Asp Phe Ser Tyr Asp Leu Asn Leu Cys Gly Leu Thr Glu 
420 425 430 

Asp Pro Asp Leu Gin Val Ser Ala Met Gin His Gin Thr Val Leu Glu 
435 440 445 

Leu Thr Glu Thr Gly Val Glu Ala Ala Ala Ala Ser Ala lie Ser Val 
450 455 460 

Ala Arg Thr Leu Leu Val Phe Glu Val Gin Gin Pro Phe Leu Phe Xaa 
465 470 475 480 

Leu Trp Asp Gin Gin His Lys Phe Pro Val Phe Met Gly Arg Val Tyr 
485 490 495 

Asp Pro Arg Ala 
500 

<210> 295 
<211> 871 



<212> DNA 
M <213> homo sapiens 



<220> 

<221> misc_f eature 

pi <222> (592) . . (592) 

1 <223> wherein N is either an "A" or a " G " 

H 

»J <22 0> 

<221> misc_f eature 

W <222> (469) . . (469) 

Q <223> wherein N is either a "G" or a "C" 



<400> 295 

tcctccacct gctggcccct ggacacctct gtcaccatgt ggttcctggt tctgtgcctc 60 

gccctgtccc tgggggggac tggtgctgcg cccccgattc agtcccggat tgtgggaggc 12 0 

tgggagtgtg agcagcattc ccagccctgg caggcggctc tgtaccattt cagcactttc 180 

cagtgtgggg gcatcctggt gcaccgccag tgggtgctca cagctgctca ttgcatcagc 240 

gacaattacc agctctggct gggtcgccac aacttgtttg acgacgaaaa cacagcccag 3 00 

tttgttcatg tcagtgagag cttcccacac cctggcttca acatgagcct cctggagaac 360 

cacacccgcc aagcagacga ggactacagc cacgacctca tgctgctccg cctgacagag 420 

cctgctgata ccatcacaga tgctgtgaag gtcgtggagt tgcccaccna ggaacccgaa 480 

gtggggagca cctgtttggc ttccggctgg ggcagcatcg aaccagagaa tttctcattt 540 
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ccagatgatc tccagtgtgt ggacctcaaa atcctgccta atgatgagtg cnaaaaagcc 600 

cacgtccaga aggtgacaga cttcatgctg tgtgtcggac acctggaagg tggcaaagac 660 

acctgtgtgg gtgattcagg gggcccgctg atgtgtgatg gtgtgctcca aggtgtcaca 720 

tcatggggct acgtcccttg tggcaccccc aataagcctt ctgtcgccgt cagagtgctg 780 

tcttatgtga agtggatcga ggacaccata gcggagaact cctgaacgcc cagccctgtc 840 

ccctaccccc agtaaaatca aatgtgcatc c 871 



<210> 296 

<211> 262 

<212> PRT 

<213> homo sapiens 

<220> 

<221> VARIANT 

<222> (145) . . (145) 

<223> wherein Xaa is either "Glu" or "Asn" 



.tsss. 

u 

M <22 0> 



<221> VARIANT 
<222> (186) . . (186) 

<223> wherein Xaa is either "Lys" or "Glu". 



<400> 296 

Met Trp Phe Leu Val Leu Cys Leu Ala Leu Ser Leu Gly Gly Thr Gly 
15 10 15 



! is ; * 
Hi 

IK! j 

lit 

Q 
W 

Q Ala Ala Pro Pro lie Gin Ser Arg lie Val Gly Gly Trp Glu Cys Glu 

|k 2 0 2 5 3 0 

Gin His Ser Gin Pro Trp Gin Ala Ala Leu Tyr His Phe Ser Thr Phe 
35 40 45 

Gin Cys Gly Gly lie Leu Val His Arg Gin Trp Val Leu Thr Ala Ala 
50 55 60 

His Cys lie Ser Asp Asn Tyr Gin Leu Trp Leu Gly Arg His Asn Leu 
65 70 75 80 

Phe Asp Asp Glu Asn Thr Ala Gin Phe Val His Val Ser Glu Ser Phe 
85 90 95 

Pro His Pro Gly Phe Asn Met Ser Leu Leu Glu Asn His Thr Arg Gin 
100 105 110 

Ala Asp Glu Asp Tyr Ser His Asp Leu Met Leu Leu Arg Leu Thr Glu 
115 120 125 

Pro Ala Asp Thr lie Thr Asp Ala Val Lys Val Val Glu Leu Pro Thr 
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130 135 140 

Xaa Glu Pro Glu Val Gly Ser Thr Cys Leu Ala Ser Gly Trp Gly Ser 
145 150 155 160 

lie Glu Pro Glu Asn Phe Ser Phe Pro Asp Asp Leu Gin Cys Val Asp 
165 170 175 

Leu Lys lie Leu Pro Asn Asp Glu Cys Xaa Lys Ala His Val Gin Lys 
180 185 190 

Val Thr Asp Phe Met Leu Cys Val Gly His Leu Glu Gly Gly Lys Asp 
195 200 205 

Thr Cys Val Gly Asp Ser Gly Gly Pro Leu Met Cys Asp Gly Val Leu 
210 215 220 

Gin Gly Val Thr Ser Trp Gly Tyr Val Pro Cys Gly Thr Pro Asn Lys 
225 230 235 240 

Pro Ser Val Ala Val Arg Val Leu Ser Tyr Val Lys Trp lie Glu Asp 
H 245 250 255 

9 

ip Thr lie Ala Glu Asn Ser 
P 260 

<210> 297 

1% <211> 21 

<212> DNA 

<213> homo sapiens 

Hi 

H <400> 297 

lLj cagcccaggc atcttaatct a 21 

o 

i; . ; 



<210> 298 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 298 

agtgctcctt ccttcccttc 20 



<210> 299 

<211> 21 

<212> DNA 

< 2 1 3 > homo s api ens 

<400> 299 

tagctgtctt cttcctttcg c 21 



<210> 300 

<211> 21 

<212> DNA 

<213> homo sapiens 
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<400> 300 

tagctgtctt cttcctttcg 



<210> 301 

<211> 21 

<212> DNA 

<213> homo 

<400> 301 
tgattgagac 

<210> 302 

<211> 18 

<212> DNA 

<213> homo 

<400> 302 
ccagcgtggg 

<210> 303 

<211> 18 

<212> DNA 

<213> homo 

<400> 303 
ccagcgtggg 

<210> 304 

<211> 21 

<212> DNA 

<213> homo 

<400> 304 
cttcctttga 



<210> 305 

<211> 21 

<212> DNA 

<213> homo 

<400> 305 
cttcctttga 



<210> 306 

<211> 18 

<212> DNA 

<213> homo 

<400> 306 
ccagcgtggg 



sapiens 



cagctgttgt 



sapiens 



catacatg 



sapiens 



catacatg 



sapiens 



cctccaggaa 



sapiens 



cctccaggaa 



sapiens 



catacatg 



<210> 307 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 307 

taaatgacag gtcagggctt g 21 

<210> 308 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 308 

taaatgacag gtcagggctt g 21 

^ <210> 309 

% <211> 21 

JlJ <212> DNA 

<213> homo sapiens 

§M <400> 309 

hU taaatgacag gtcagggctt g 21 

i: zx 

f\] 

*" <210> 310 

^ <211> 21 

ij^ <212> DNA 

V* <213> homo sapiens 



Ui <400> 310 



tgattgagac cagctgttgt g 21 



<210> 311 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 311 

tgattgagac cagctgttgt g 21 



<210> 312 

<211> 22 

<212> DNA 

<213> homo sapiens 

<400> 312 

ggcccatgtc attaatgagt ac 22 



<210> 313 
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<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 313 

ccctcttctt aggcaccact c 



<210> 314 

<211> 21 

<212> DNA 

<213> homo 

<400> 314 
ccctcttctt 



sapiens 
aggcaccact c 



<210> 315 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 315 

tagctgtctt cttcctttcg c 



<210> 316 

<211> 21 

<212> DNA 

<213> homo 

<400> 316 
ggactatggt 



sapiens 
gacagctgga g 



<210> 317 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 317 

ggactatggt gacagctgga g 



<210> 318 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 318 

gaggctccag actctcctgt t 



<210> 319 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 319 

gaggctccag actctcctgt t 



<210> 320 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 320 

cactttgcaa ggattgtgga g 



<210> 321 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 321 

tggctctgtg ccaataaaac t 



<210> 322 

<211> 20 

<212> DNA 

<213> homo 

<400> 322 
aggaccaagg 



sapiens 
tctgggaact 



<210> 323 

<211> 21 

<212> DNA 

<213> homo 

<400> 323 
gctgccagga 



sapiens 
agattaaatg a 



<210> 324 

<211> 21 

<212> DNA 

<213> homo 

<400> 324 
acttcccaga 



sapiens 
ctcaagggat c 



<210> 325 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 325 

cgactaggtc ctcaccagac a 



<210> 326 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 326 

cgactaggtc ctcaccagac a 



<210> 327 

<211> 21 

<212> DNA 

< 2 1 3 > homo s ap i ens 

<400> 327 

gcaggcaaat accactttca a 



<210> 328 

<211> 21 

<212> DNA 

< 2 1 3 > homo s ap i ens 

<400> 328 

gcaggcaaat accactttca a 



<210> 329 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 329 

gcaggcaaat accactttca a 



<210> 330 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 330 

gcaggcaaat accactttca a 



<210> 331 

<211> 21 

<212> DNA 

<213> homo 

<400> 331 
gctctttctg 



sapiens 
gaaggtccac t 



<210> 332 
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<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 332 

ggtctcagca ctgtgatcct c 



<210> 333 

<211> 21 

<212> DNA 

<213> homo 

<400> 333 
ggtctcagca 



sapiens 
ctgtgatcct c 



<210> 334 

<211> 21 

<212> DNA 

<213> homo 

<400> 334 
ggtctcagca 



sapiens 
ctgtgatcct c 



<210> 335 

<211> 21 

<212> DNA 

<213> homo 

<400> 335 
tctacatgcc 



sapiens 
agaagcctgt t 



<210> 336 

<211> 21 

<212> DNA 

<213> homo 

<400> 336 
tctacatgcc 



sapiens 
agaagcctgt t 



<210> 337 

<211> 21 

<212> DNA 

<213> homo 

<400> 337 
tctacatgcc 



sapiens 
agaagcctgt t 



<210> 338 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 338 

cctccagctt ctagctcagg t 



<210> 339 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 339 

gcttaatgct tgggtgatga a 



<210> 340 

<211> 21 

<212> DNA 

<213> homo 

<400> 340 
gcttaatgct 



sapiens 
tgggtgatga a 



<210> 341 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 341 

cgtggtcctc tatgagcact t 



<210> 342 

<211> 23 

<212> DNA 

<213> homo sapiens 

<400> 342 

gggtatatgt gagaaatgct tgc 



<210> 343 

<211> 21 

<212> DNA 

<213> homo 

<400> 343 
ctgggttcca 



sapiens 



aagacactga a 



<210> 344 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 344 

ctgcaggagg ctaatctgag a 



<210> 345 

<211> 21 

<212> DNA 

<213> homo 

<400> 345 
ctgcaggagg 



sapiens 
ctaatctgag a 



<210> 346 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 346 

ctgcaggagg ctaatctgag a 



<210> 347 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 347 

acccatactg accctttttg c 



<210> 348 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 348 

aataccctcc attccagcct 



<210> 349 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 349 

gtcttcccat tctgggtcct 



<210> 350 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 350 

cactgttcac ccagctggta t 



<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 351 

agattgctca tctgctgcac t 21 

<210> 352 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 352 

ttcagccacc aaaataacag c 21 

<210> 353 

<211> 21 

<212> DNA 

fw.ih <213> homo sapiens 



lift 



<400> 353 

gaacccagag aattcaggac a 21 



«jl <210> 354 

¥i <211> 21 

& <212> DNA 

<213> homo sapiens 

il :■ 

f!| <400> 354 

gactacagcc acgacctcat g 21 



<210> 355 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 355 

gactacagcc acgacctcat g 21 

<210> 356 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 356 

gactacagcc acgacctcat g 21 

<210> 357 

<211> 21 

<212> DNA 

<213> homo sapiens 
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<400> 357 

gactacagcc acgacctcat g 



<210> 358 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 358 
gctccccagg cagaactt 



<210> 359 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 359 
gctccccagg cagaactt 



<210> 360 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 360 

tattcactac ctggggttgg g 



<210> 361 

<211> 21 

<212> DNA 

<213> homo 

<400> 361 
tctctacttc 



sapiens 
cctccctttg c 



<210> 362 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 362 

ataggatgag gctcagcttg g 



<210> 363 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 363 

ataggatgag gctcagcttg g 



□ 

Q 

f'i 



<210> 364 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 364 

aacagaaaaa gagactcggg c 21 

<210> 365 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 365 

ggccctgaaa tctgcattt 19 

<210> 366 

<211> 19 

<212> DNA 

< 2 1 3 > homo s api ens 



Uf <400> 366 



ggccctgaaa tctgcattt 19 

m 
m 



<210> 367 

<211> 21 

<212> DNA 

<213> homo sapiens 



o 

U! <400> 3 67 

cctgtttcct cttctggctc t 21 



<210> 368 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 368 

cctgtttcct cttctggctc t 21 

<210> 369 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 369 

ggccctgaaa tctgcattt 19 



<210> 370 
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1; ?•« 



ifi I 



<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 370 

cagctctcag gccttttcat t 21 



<210> 371 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 371 

cagctctcag gccttttcat t 21 



<210> 372 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 372 

cagctctcag gccttttcat t 21 



Uj <210> 373 

yj <2ii> 21 

[?| <212> DNA 



<213> homo sapiens 
<400> 373 

aacagaaaaa gagactcggg c 21 



Q <210> 374 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 374 

aacagaaaaa gagactcggg c 21 

<210> 375 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 375 

tcagggctac cttttgtcct t 21 

<210> 376 

<211> 21 

<212> DNA 

<213> homo sapiens 
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<400> 376 

ctgctggcat tcctcactta c 



<210> 377 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 377 

ctgctggcat tcctcactta c 



<210> 378 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 378 

ataggatgag gctcagcttg g 



<210> 379 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 379 

caagaagccc tgtgttcctg 



<210> 380 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 380 

caagaagccc tgtgttcctg 



<210> 381 

<211> 22 

<212> DNA 

<213> homo sapiens 

<400> 381 

ttaggaatga tgggttcaca tg 



<210> 382 

<211> 22 

<212> DNA 

<213> homo sapiens 



<400> 382 

ttaggaatga tgggttcaca tg 



<210> 383 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 383 

aagaaagcca agcttcttgg t 



21 



<210> 384 

<211> 19 

<212> DNA 

<213> homo sapiens 



<400> 384 

caccaccagg aagatgctg 



19 



m 



m 



w 
cs 



<210> 385 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 385 

tggaggccag aaatcctaaa t 



<210> 386 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 386 

atctcagtac tttgggaggc c 



21 



21 



<210> 387 

<211> 20 

<212> DNA 

<213> homo sapiens 



<400> 387 

cgtggtgtgt tcatgcaatt 



20 



<210> 388 

<211> 20 

<212> DNA 

<213> homo sapiens 



<400> 388 

ctcagtgtcc agggaaatgc 



20 



<210> 389 
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<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 389 

ctcagtgtcc agggaaatgc 



<210> 390 

<211> 21 

<212> DNA 

<213> homo 

<400> 390 
ccgaggttct 



sapiens 
ctggagaaaa a 



<210> 391 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 391 



m 



Hi 

9. 



ccgaggttct ctggagaaaa a 21 



*M <210> 3 92 

Ul <211> 21 

t?t <212> DNA 

2 <213> homo sapiens 



<400> 392 

ccgaggttct ctggagaaaa a 21 

<210> 393 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 393 

ccgaggttct ctggagaaaa a 21 



<210> 394 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 394 

ataccaacag cttccccagt t 



<210> 395 

<211> 21 

<212> DNA 

<213> homo sapiens 



150 



<400> 395 

caaagactca agtgggaacg a 21 



<210> 396 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 396 

caaagactca agtgggaacg a 21 

<210> 397 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 397 

caaagactca agtgggaacg a 21 

b 

Cl <210> 398 

Q <211> 21 

|y] <212> DNA 

<213> homo sapiens 

fiff 

vrr\ 



<400> 398 

ccactctcct ctgcctcagt a 21 



iUI <210> 399 

Q <211> 21 

lil <212> DNA 

<213> homo sapiens 



<400> 399 

ccactctcct ctgcctcagt a 21 



<210> 400 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 400 

ccactctcct ctgcctcagt a 21 



<210> 401 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 401 

gcagaatcag tattgggagc c 21 
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<210> 402 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 402 

ctagaatcat aggcgcagca g 



<210> 403 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 403 

ctagaatcat aggcgcagca g 



<210> 404 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 404 

catctccact aacacctcgg a 



<210> 405 

<211> 22 

<212> DNA 

<213> homo sapiens 

<400> 405 

tcatcaggaa tcaaagggtt tc 



<210> 406 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 406 

tatgcaggtg acaagtctcc c 



<210> 407 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 407 

tccaactgct cttcacgaag t 



<210> 408 



<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 408 

tccaactgct cttcacgaag t 



<210> 409 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 409 

tccaactgct cttcacgaag t 



<210> 410 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 410 

taacaagctg atgcagtggt g 



<210> 411 

<211> 21 

<212> DNA 

<213> homo 

<400> 411 
tggagtgacc 



sapiens 
taatgctcct g 



<210> 412 

<211> 22 

<212> DNA 

<213> homo sapiens 

<400> 412 

ggtggaaata cagatggaag ga 



<210> 413 

<211> 21 

<212> DNA 

< 2 1 3 > homo 

<400> 413 
acatcttagg 



sapiens 
gatccccctt t 



<210> 414 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 414 

agtagtgggc tgggtaggag a 



<210> 415 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 415 

tggattggtg actcttatgg g 



<210> 416 

<211> 20 

<212> DNA 

<213> homo 

<400> 416 
gtggatagcg 



sapiens 
gacacctgag 



<210> 417 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 417 

gctctcagaa gccagttcag a 



<210> 418 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 418 

gctctcagaa gccagttcag a 



<210> 419 

<211> 21 

<212> DNA 

<213> homo 

<400> 419 
gctctcagaa 



sapiens 
gccagttcag a 



<210> 420 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 420 

gctctcagaa gccagttcag a 



<210> 421 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 421 

ctgctggtga cctcagactt c 21 

<210> 422 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 422 

ctgctggtga cctcagactt c 21 

!U <210> 423 

"f*\ <211> 21 

n <212> DNA 

<213> homo sapiens 



ii f ? 



m 
m 



m 



<400> 423 

agttcctcct cctccctcac t 21 

<210> 424 

<211> 21 

<212> DNA 

<213> homo sapiens 



y <400> 424 

U cagtaacatc agttgccacc c 21 



<210> 425 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 425 

cacttgtgga aagcacacag a . 21 



<210> 426 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 426 

cacttgtgga aagcacacag a 21 



<210> 427 
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o 

if-* 



<211> 23 

<212> DNA 

<213> homo sapiens 

<400> 427 

cctctgtctc tgagatcttt gga 23 

<210> 428 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 428 

gcaaagggaa ccaggactaa c 21 

<210> 429 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 429 

gcaaagggaa ccaggactaa c 21 

CI 

:: •? 

y;i <2io> 430 

IJI <211> 21 

pi <212> DNA 

<213> homo sapiens 

iL. : . 

^ <400> 430 

jj,:* ctttgcatcc ttagcagatg c 21 

<210> 431 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 431 

ctttgcatcc ttagcagatg c 21 

<210> 432 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 432 

gcaaagggaa ccaggactaa c 21 

<210> 433 

<211> 21 

<212> DNA 

<213> homo sapiens 



y 
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<400> 433 

agttgagagg tagaggcagc c 21 

<210> 434 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 434 

agttgagagg tagaggcagc c 21 

<210> 435 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 435 

agttgagagg tagaggcagc c 21 

<210> 436 

<211> 23 

<212> DNA 

<213> homo sapiens 

<400> 436 

cctctgtctc tgagatcttt gga 23 

<210> 437 

<211> 23 

<212> DNA 

<213> homo sapiens 

<400> 437 

cctctgtctc tgagatcttt gga 23 

<210> 438 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 438 

agggtttcgc tgctttttaa g 21 

<210> 439 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 439 

caaggtggac agtcttcggt a 21 
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<210> 440 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 440 

caaggtggac agtcttcggt a 



<210> 441 

<211> 21 

<212> DNA 

<213> homo 

<400> 441 
cacttgtgga 



sapiens 



aagcacacag a 



fa 

'fast 



IP''-- 



<210> 442 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 442 

caagacttca cctcttggca g 21 

<210> 443 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 443 

U caagacttca cctcttggca g 21 



<210> 444 

<211> 21 

<212> DNA 

<213> homo 

<400> 444 
actgaacata 



sapiens 



ccccaagagc c 



<210> 445 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 445 

actgaacata ccccaagagc c 



<210> 446 
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<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 446 

tctgggtttc ctcctaccac t 



<210> 447 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 447 

gacaggttgg tttggctcat a 



<210> 448 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> " 448 

cacccctaaa agtcttgctc c 



<210> 449 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 449 

gcctggaaca cagaccatta a 



<210> 450 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 450 

ctcagcctcc tgtagctgag a 



<210> 451 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 451 

gcaccgagag caataaatgt c 



<210> 452 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 452 

gcaccgagag caataaatgt c 



<210> 453 

<211> 21 

<212> DNA 

<213> homo 

<400> 453 
gcaggcaaat 



sapiens 
accactttca a 



<210> 454 

<211> 21 

<212> DNA 

<213> homo 

<400> 454 
gcaggcaaat 



sapiens 



accactttca a 



<210> 455 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 455 

gcaggcaaat accactttca a 



<210> 456 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 456 

gcaggcaaat accactttca a 



<210> 457 

<211> 21 

<212> DNA 

<213> homo 

<400> 457 
gagctgaact 



sapiens 



acgagtcacg g 



<210> 458 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 458 

atcttcctct gcctcatcac a 



<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 459 

atcttcctct gcctcatcac a 



<210> 460 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 460 

atcttcctct gcctcatcac a 



<210> 461 

<211> 21 

<212> DNA 

<213> homo 

<400> 461 
aaaggcttct 



sapiens 
gagtgtgcaa g 



<210> 462 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 462 

aaaggcttct gagtgtgcaa g 



<210> 463 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 463 

aaaggcttct gagtgtgcaa g 



<210> 464 

<211> 21 

<212> DNA 

<213> homo 

<400> 464 
caggttctag 



sapiens 
cccttcttgg t 



<210> 465 



<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 465 

tgggagtatg aaacaagtgg c 



<210> 466 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 466 

tgggagtatg aaacaagtgg c 



<210> 467 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 467 

ttgtgggcta agatgatcca c 



<210> 468 

<211> 21 

<212> DNA 

<213> homo 

<400> 468 
gaaagaaaga 



sapiens 



gcaagaaggg g 



<210> 469 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 469 

cctctcctcc tctctgttgc t 



<210> 470 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 470 

ggctccagga aaatgagtct t 



<210> 471 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 471 

ggctccagga aaatgagtct t 



<210> 472 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 472 

ggctccagga aaatgagtct t 



<210> 473 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 473 

atggttccag atgaagggaa t 



<210> 474 

<211> 21 

<212> DNA 

<213> homo 

<400> 474 
ccgactcatc 



sapiens 
ctgcaagtat c 



<210> 475 

<211> 21 

<2.12> DNA 

<213> homo sapiens 

<400> 475 

ccccaagttc tacaatcgga t 



<210> 476 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 476 

aagcctggaa gcttaggtct g 



<210> 477 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 477 

tttccacatc cacaccttct c 



<210> 478 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 478 

ataccactga tgaacccacc a 21 

<210> 479 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 479 

ctccatcagc tgagggtatc a 21 

!U: <210> 480 

H <211> 21 

<212> DNA 

<213> homo sapiens 



o 

U 

m 



a 



<400> 480 



, r5 

cctgacagag cctgctgata c 21 

m 
m 

c <210> 481 

jU <211> 21 

PI! <212> DNA 

jP=| <213> homo sapiens 

<400> 481 

cctgacagag cctgctgata c 21 

<210> 482 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 482 

cctgacagag cctgctgata c 21 

<210> 483 

<211> 21 

<212> DNA 

< 2 1 3 > homo s ap i ens 

<400> 483 

cctgacagag cctgctgata c 21 
<210> 484 
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<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 484 

ccccgtagac ctttctcact c 



<210> 485 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 485 

ccccgtagac ctttctcact c 



<210> 486 

<211> 21 

<212> DNA 

<213> homo 

<400> 486 
aggctggtct 



sapiens 
gactggaaag t 



<210> 487 

<211> 21 

<212> DNA 

<213> homo 

<400> 487 
tcctgtttgt 



sapiens 
ggtctctgac c 



<210> 488 

<211> 21 

<212> DNA 

< 2 1 3 > homo s api ens 

<400> 488 

tgtcagtggc ctgaaatatc c 



<210> 489 

<211> 21 

<212> DNA 

<213> homo 

<400> 489 
tgtcagtggc 



sapiens 
ctgaaatatc c 



<210> 490 

<211> 20 

<212> DNA 

<213> homo sapiens 



<400> 490 

agaggtcaga gctgccttcc 



<210> 491 

<211> 21 

<212> DNA 

<213> homo 

<400> 491 
taaacaagca 



sapiens 
tcccaggtga 



<210> 492 

<211> 21 

<212> DNA 

<213> homo 

<400> 492 
taaacaagca 



sapiens 
tcccaggtga 



<210> 493 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 493 

aagaagggaa ctcactgcac 



<210> 494 

<211> 21 

<212> DNA 

<213> homo 

<400> 494 
aagaagggaa 



sapiens 
ctcactgcac 



<210> 495 

<211> 21 

<212> DNA 

<213> homo 

<400> 495 
taaacaagca 



sapiens 
tcccaggtga 



<210> 496 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 496 

gcaactccct actccacact 



<210> 497 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 497 

gcaactccct actccacact g 



<210> 498 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 498 

gcaactccct actccacact g 



l zt: <210> 499 
jU <211> 20 
<212> DNA 



a 



i; ic" 



<213> homo sapiens 



! * r l <400> 499 



yj agaggtcaga gctgccttcc 

? rt 



<210> 500 

<211> 20 

<212> DNA 

<213> homo sapiens 



to <400> 500 

P agaggtcaga gctgccttcc 



<210> 501 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 501 

cttacccttc ttggttccca c 



<210> 502 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 502 

agctgggtaa ccttgggtag a 



<210> 503 
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<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 503 

agctgggtaa ccttgggtag a 



<210> 504 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 504 

tgtcagtggc ctgaaatatc c 



<210> 505 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 505 

tgggaccttc tccataggtc t 



<210> 506 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 506 

tgggaccttc tccataggtc t 



<210> 507 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 507 

ggttgatgtt tcatgccctg 



<210> 508 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 508 

ggttgatgtt tcatgccctg 



<210> 509 

<211> 21 

<212> DNA 

<213> homo sapiens 




169 



<210> 516 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 516 

ccgaggttct ctggagaaaa a 21 

<210> 517 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 517 

ccgaggttct ctggagaaaa a 21 

<210> 518 

<211> 21 

<212> DNA 

<213> homo sapiens 



a 



<400> 518 

ij!) ccgaggttct ctggagaaaa a 21 

U! 

m 



<210> 519 

<211> 21 

<212> DNA 

<213> homo sapiens 

n 

UI <400> 519 

C| ccgaggttct ctggagaaaa a 21 

<210> 520 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 520 

ggtccacttg tcctccttct t 21 

<210> 521 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 521 

cagaaagctg ttcgacgaga c 21 

<210> 522 
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<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 522 

cagaaagctg ttcgacgaga c 21 

<210> 523 

<211> 21 

<212> DNA 

< 2 1 3 > homo s api ens 

<400> 523 

cagaaagctg ttcgacgaga c 21 

<210> 524 

<211> 21 

<212> DNA 

i.:. <213> homo sapiens 

Cl ■ • 

.J::; <400> 524 

tggaggaaga aaacaggtga a 21 

y3 <210> 525 

1J1 <211> 21 

pi <212> DNA 

. K <213> homo sapiens 



111 

.r • 



<400> 525 

tggaggaaga aaacaggtga a 21 



Ul 

O <210> 526 

|*f <211> 21 

<212> DNA 

<213> homo sapiens 

<400> 526 

tggaggaaga aaacaggtga a 21 

<210> 527 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 527 

acacagtagg tgctcattgg c 21 

<210> 528 

<211> 21 

<212> DNA 

<213> homo sapiens 
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<400> 528 

tggatgaggt ttttgcatag c 



<210> 529 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 529 

tggatgaggt ttttgcatag c 



<210> 530 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 530 

ttaccgcaag agagatgctg t 



<210> 531 

<211> 21 

<212> DNA 

< 2 1 3 > homo s ap i ens 

<400> 531 

tggcaggaaa aatatggaat c 



<210> 532 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 532 

gtagctgcca aaccttgact g 



<210> 533 

<211> 21 

<212> DNA 

<213> homo 

<400> 533 
gagagcttca 



sapiens 



gcttctcctc c 



<210> 534 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 534 

gagagcttca gcttctcctc c 



<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 535 

gagagcttca gcttctcctc c 



<210> 536 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 536 

agggtcacct cttcatctgc t 



<210> 537 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 537 

tctgcagtcc atccctgata c 



<210> 538 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 538 

accccaaaat gatgggacta c 



<210> 539 

<211> 21 

<212> DNA 

<213> homo 

<400> 539 
cctgggagta 



sapiens 
accctaagct g 



<210> 540 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 540 

atctgttggg agctgggtag t 



<210> 541 



<211> 21 
<212> DNA 
<213> homo 

<400> 541 
gtccaacaaa 

<210> 542 

<211> 21 

<212> DNA 

<213> homo 

<400> 542 
gagctgaggc 



<210> 543 

<211> 21 

<212> DNA 

<213> homo 

<400> 543 
cctcaccaca 



<210> 544 

<211> 21 

<212> DNA 

<213> homo 

<400> 544 
cctcaccaca 



<210> 545 

<211> 21 

<212> DNA 

<213> homo 

<400> 545 
cctcaccaca 



<210> 546 

<211> 21 

<212> DNA 

<213> homo 

<400> 546 
cctcaccaca 



<210> 547 

<211> 21 

<212> DNA 

<213> homo 



sapiens 
tgacctggag a 

sapiens 
tggagaggta g 

sapiens 
caggtgtctt t 

sapiens 
caggtgtctt t 

sapiens 
caggtgtctt t 

sapiens 
caggtgtctt t 

sapiens 



<400> 547 

gtgcaccaca tctggaaaga t 



<210> 548 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 548 

gtgcaccaca tctggaaaga t 



<210> 549 
<211> 24 
<212> DNA 

<213> bacteriophage ml3 
<400> 549 

agcggataac aatttcacac agga 



<210> 550 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 550 

agctcttcag gaccaaggtc t 



<210> 551 
<211> 24 
<212> DNA 

<213> bacteriophage ml3 
<400> 551 

cgccagggtt ttcccagtca cgac 



<210> 552 

<211> 20 

<212> DNA 

<213> homo 

<400> 552 
ggcccacaaa 



sapiens 



gacataaatt 



<210> 553 

<211> 8 

<212> PRT 

<213> Bacteriophage T7 



<400> 553 



Asp Tyr Lys Asp Asp Asp Asp Lys 



1 


5 










<210> 554 
<211> 733 
<212> DNA 
<213> homo sapiens 










<400> 554 
gggatccgga 


gcccaaatct 


t c tgacaaaa 


ctcacacatg 


cccaccgcgc 


CCdyCdCCLy 


aattcgaggg 


tgcaccgtca 


gtcttcctct 


tccccccaaa 


acccaagy ac 


rz\ s~i s~\ 4— (-% ^~ r~T O 

aCCCUCaUyd 


tctcccggac 


tcctgaggtc 


acatgcgtgg 


tggtggacgt 


aagccacgaa 


gaccc tgagg 


tcaagttcaa 


ctggtacgtg 


gacggcgtgg 


agg tgcataa 


tgccaagaca 


aagccgcggg 


aggagcagta 


caacagcacg 


taccgtgtgg 


tcagcgtcc t 


caccgtcc tg 


caccaggac t 


ggctgaatgg 


caaggagtac 


aagtgcaagg 


tctccaacaa 


agccctccca 


acccccatcg 


agaaaaccat 


ctccaaagcc 


aaagggcagc 


cccgagaacc 


acaggtgtac 


accctgcccc 


catcccggga 


tgagctgacc 


aagaaccagg 


tcagcctgac 


ctgcctggtc 


aaaggcttct 


atccaagcga 


catcgccgtg 


gagtgggaga 


gcaatgggca 


gccggagaac 


aactacaaga 


ccacgcctcc 


cgtgctggac 


tccgacggct 


ccttcttcct 


ctacagcaag 


ctcaccgtgg 


acaagagcag 


gtggcagcag 


gggaacgtct 


tctcatgctc 


cgtgatgcat 


gaggctctgc 


acaaccacta 


cacgcagaag 


agcctctccc 


tgtctccggg 


taaatgagtg 


cgacggccgc 


gactctagag 


gat 











<210> 555 

<211> 1082 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (348) . . (348) 

<223> wherein N is either a "C" or a "T" . 



<400> 555 

ctgtgcatgg catcatcctg gccccctcta gagctccaat cctccaacca gagccagctc 
ttccctcaaa atgctacggc ctgtgacaat gctccagaag cctgggacct gctgcacaga 
gtgctgccga catttatcat ctccatctgt ttcttcggcc tcctagggaa cctttttgtc 
ctgttggtct tcctcctgcc ccggcggcaa ctgaacgtgg cagaaatcta cctggccaac 
ctggcagcct ctgatctggt gtttgtcttg ggcttgccct tctgggcaga gaatatctgg 



176 



Q 



agagtgcggg ggccgaagga tagcaagacc acagcgctga tcctcacgct cgtggttgcc 
ttcctggtct gctgggcccc ttaccacttc tttgccttcc tggaattctt attccaggtg 
caagcagtcc gaggctgctt ttgggaggac ttcattgacc tgggcctgca attggccaac 
ttctttgcct tcactaacag ctccctgaat ccagtaattt atgtctttgt gggccggctc 



tcttcatccc ataggaaaga aatcttccaa cttttctggc ggaattaaaa cagcattgaa 



<400> 556 

Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn Gin Ser 
15 10 15 

Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro Glu Ala 
20 25 30 

Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie lie Ser lie Cys 
35 40 45 

Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe Leu Leu 
50 55 60 

Pro Arg Arg Gin Leu Asn Val Ala Glu lie Tyr Leu Ala Asn Leu Ala 
65 ~ ~ 70 75 80 

Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn 
85 90 95 

lie Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys Arg Val 
100 105 110 



aaccagttta actggccttt cggagccctc ctctgccgtg tcatcaatgg ggtcatcaag 3 60 

gccaatttgt tcatcagcat cttcctggtg gtggccatca gccaggaccg ctaccgcgtg 420 

ctggtgcacc ctatggccag cggaaggcag cagcggcgga ggcaggcccg ggtcacctgc 480 

gtgctcatct gggttgtggg gggcctcttg agcatcccca cattcctgct gcgatccatc 540 

caagccgtcc cagatctgaa catcaccgcc tgcatcctgc tcctccccca tgaggcctgg 600 
cactttgcaa ggattgtgga gttaaatatt ctgggtttcc tcctaccact ggctgcgatc 



660 



gtcttcttca actaccacat cctggcctcc ctgcgaacgc gggaggaggt cagcaggaca 720 



780 
840 
900 
960 



y ttcaggacca aggtctggga actttataaa caatgcaccc ctaaaagtct tgctccaata 1020 



1080 

ifl cc 1082 

ci 

if, <210> 556 

J!j <211> 353 

j| ^ S <212> PRT 

W <213> Homo sapiens 
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He Asn Gly Val He Lys Ala Asn Leu Phe lie Ser He Phe Leu Val 
115 120 125 

Val Ala He Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro Met Ala 
130 135 140 

Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys Val Leu 
145 150 155 ~ 160 

He Trp Val Val Gly Gly Leu Leu Ser He Pro Thr Phe Leu Leu Arg 
165 170 175 

Ser He Gin Ala Val Pro Asp Leu Asn He Thr Ala Cys He Leu Leu 
180 185 190 

Leu Pro His Glu Ala Trp His Phe Ala Arg He Val Glu Leu Asn He 
195 200 205 

Leu Gly Phe Leu Leu Pro Leu Ala Ala He Val Phe Phe Asn Tyr His 
210 215 220 

He Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr Arg Val 
225 230 235 240 

Arg Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu He Leu Thr Leu Val 
245 250 255 

Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala Phe Leu 
260 265 270 

Glu Phe Leu Phe Gin Val Gin Ala Val Arg Gly Cys Phe Trp Glu Asp 
275 280 285 



q 
a 
o 



f'-h 



Phe He Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe Thr Asn 
I 290 295 300 

Ser Ser Leu Asn Pro Val He Tyr Val Phe Val Gly Arg Leu Phe Arg 
305 310 315 320 

Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser Leu Ala 
325 330 335 

Pro He Ser Ser Ser His Arg Lys Glu He Phe Gin Leu Phe Trp Arg 
340 345 350 

Asn 



<210> 557 

<211> 1082 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (462) . . (462) 
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<223> wherein N is either a "G" or an "A" 



a 
a 

t: is 

ji : I 

tn 
H 

i; l J 



<400> 557 
ctgtgcatgg 


catcatcctg 


gccccctcta 


gagctccaat 


cctccaacca 


gagccagctc 


60 


ttccctcaaa 


atgctacggc 


ctgtgacaat 


gctccagaag 


cctgggacct 


gctgcacaga 


120 


gtgctgccga 


catttatcat 


ctccatctgt 


ttcttcggcc 


tcctagggaa 


cctttttgtc 


180 


ctgttggtct 


tcctcctgcc 


ccggcggcaa 


ctgaacgtgg 


cagaaatcta 


cctggccaac 


240 


ctggcagcct 


ctgatctggt 


gtttgtcttg 


ggcttgccct 


tctgggcaga 


gaatatctgg 


300 


aaccagttta 


actggccttt 


cggagccctc 


ctctgccgtg 


tcatcaacgg 


ggtcatcaag 


360 


gccaatttgt 


tcatcagcat 


cttcctggtg 


gtggccatca 


gccaggaccg 


ctaccgcgtg 


420 


ctggtgcacc 


ctatggccag 


cggaaggcag 


cagcggcgga 


gacaggcccg 


ggtcacctgc 


480 


gtgctcatct 


gggttgtggg 


gggcctcttg 


agcatcccca 


cattcctgct 


gcgatccatc 


540 


caagccgtcc 


cagatctgaa 


catcaccgcc 


tgcatcctgc 


tcctccccca 


tgaggcctgg 


600 


cactttgcaa 


ggattgtgga 


gttaaatatt 


ctgggtttcc 


tcctaccact 


ggctgcgatc 


660 


gtcttcttca 


actaccacat 


cctggcctcc 


ctgcgaacgc 


gggaggaggt 


cagcaggaca 


720 


agagtgcggg 


ggccgaagga 


tagcaagacc 


acagcgctga 


tcctcacgct 


cgtggttgcc 


780 


ttcctggtct 


gctgggcccc 


ttaccacttc 


tttgccttcc 


tggaattctt 


attccaggtg 


840 


caagcagtcc 


gaggctgctt 


ttgggaggac 


ttcattgacc 


tgggcctgca 


attggccaac 


900 


ttctttgcct 


tcactaacag 


ctccctgaat 


ccagtaattt 


atgtctttgt 


gggccggctc 


960 


ttcaggacca 


aggtctggga 


actttataaa 


caatgcaccc 


ctaaaagtct 


tgctccaata 


1020 


tcttcatccc 


ataggaaaga 


aatcttccaa 


cttttctggc 


ggaattaaaa 


cagcattgaa 


1080 


cc 












1082 



<210> 558 

<211> 353 

<212> PRT 

<213> Homo sapiens 

<400> 558 

Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn Gin Ser 
15 10 15 

Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro Glu Ala 
20 25 30 

Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie lie Ser lie Cys 
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35 



40 



45 



Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe Leu Leu 
50 55 60 

Pro Arg Arg Gin Leu Asn Val Ala Glu lie Tyr Leu Ala Asn Leu Ala 
65 70 75 80 

Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn 
85 90 95 

lie Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys Arg Val 
100 105 110 

lie Asn Gly Val lie Lys Ala Asn Leu Phe lie Ser lie Phe Leu Val 
115 120 125 

Val Ala lie Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro Met Ala 
130 135 140 

Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys Val Leu 
145 150 155 160 

lie Trp Val Val Gly Gly Leu Leu Ser lie Pro Thr Phe Leu Leu Arg 
165 170 175 

Ser lie Gin Ala Val Pro Asp Leu Asn lie Thr Ala Cys lie Leu Leu 
180 185 190 

Leu Pro His Glu Ala Trp His Phe Ala Arg lie Val Glu Leu Asn lie 
195 200 205 

Leu Gly Phe Leu Leu Pro Leu Ala Ala lie Val Phe Phe Asn Tyr His 
210 215 220 

lie Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr Arg Val 
225 230 235 240 

Arg Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu lie Leu Thr Leu Val 
245 250 255 

Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala Phe Leu 
260 265 270 

Glu Phe Leu Phe Gin Val Gin Ala Val Arg Gly Cys Phe Trp Glu Asp 
275 280 285 

Phe lie Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe Thr Asn 
290 295 300 

Ser Ser Leu Asn Pro Val lie Tyr Val Phe Val Gly Arg Leu Phe Arg 
305 310 315 320 

Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser Leu Ala 
325 330 335 

Pro lie Ser Ser Ser His Arg Lys Glu lie Phe Gin Leu Phe Trp Arg 



180 



340 345 350 

Asn 

<210> 559 

<211> 1082 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (577) . . (577) 

<223> wherein N is either a "C" or a "G" . 



<400> 559 
ctgtgcatgg 


catcatcctg 


gccccctcta 


gagctccaat 


cctccaacca 


gagccagctc 


60 


ttccctcaaa 


atgctacggc 


ctgtgacaat 


gctccagaag 


cctgggacct 


getgeacaga 


120 


gtgctgccga 


catttatcat 


ctccatctgt 


ttcttcggcc 


tcctagggaa 


cctttttgtc 


180 


ctgttggtct 


tcctcctgcc 


ccggcggcaa 


ctgaacgtgg 


cagaaatcta 


cctggccaac 


240 


ctggcagcct 


ctgatctggt 


gtttgtcttg 


ggcttgccct 


tctgggcaga 


gaatatctgg 


300 


aaccagttta 


actggccttt 


cggagccctc 


ctctgccgtg 


teatcaaegg 


ggtcatcaag 


360 


gccaatttgt 




i_ui_oouyy t-y 


a t~ aac c a t c a 


gccaggaccg 


c taccgegtg 


420 


ctggtgcacc 


ctatggccag 


eggaaggcag 


cageggegga 


ggcaggcccg 


ggtcacctgc 


480 


gtgctcatct 


gggttgtggg 


gggcctcttg 


agcatcccca 


cattcctgct 


gcgatccatc 


540 


caagccgtcc 


cagatctgaa 


catcaccgcc 


tgcatcgtgc 


tcctccccca 


tgaggcctgg 


600 


cactttgcaa 


ggattgtgga 


gttaaatatt 


ctgggtttcc 


tcctaccact 


ggctgegate 


660 


gtcttcttca 


actaccacat 


cctggcctcc 


ctgcgaacgc 


gggaggaggt 


cagcaggaca 


720 


agagtgcggg 


ggccgaagga 


tagcaagacc 


acagegctga 


tcctcacgct 


cgtggttgcc 


780 


ttcctggtct 


gctgggcccc 


ttaccacttc 


tttgccttcc 


tggaattctt 


attccaggtg 


840 


caagcagtcc 


gaggctgett 


ttgggaggac 


ttcattgacc 


tgggectgea 


attggecaac 


900 


ttctttgcct 


tcactaacag 


ctccctgaat 


ccagtaattt 


atgtctttgt 


gggccggctc 


960 


ttcaggacca 


aggtctggga 


actttataaa 


caatgcaccc 


ctaaaagtct 


tgctccaata 


1020 


tcttcatccc 


ataggaaaga 


aatcttccaa 


cttttctggc 


ggaattaaaa 


cagcattgaa 


1080 


cc 












1082 



<210> 560 



181 



<211> 353 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (191) . . (191) 

<223> wherein Xaa is either "Leu" or "Val" . 



<400> 560 

Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn Gin Ser 
1 5 10 15 

Gin Leu' Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro Glu Ala 
20 25 30 

Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie He Ser He Cys 
35 40 45 

Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe Leu Leu 
50 55 60 

Pro Arg Arg Gin Leu Asn Val Ala Glu He Tyr Leu Ala Asn Leu Ala 
65 70 75 80 

Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn 
85 90 95 

He Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys Arg Val 
100 105 110 

He Asn Gly Val He Lys Ala Asn Leu Phe He Ser He Phe Leu Val 
115 120 125 

Val Ala He Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro Met Ala 
130 135 140 

Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys Val Leu 
145 150 155 ^ 160 

He Trp Val Val Gly Gly Leu Leu Ser He Pro Thr Phe Leu Leu Arg 
165 170 175 

Ser He Gin Ala Val Pro Asp Leu Asn He Thr Ala Cys He Val Leu 
180 185 190 

Leu Pro His Glu Ala Trp His Phe Ala Arg He Val Glu Leu Asn He 
195 200 205 

Leu Gly Phe Leu Leu Pro Leu Ala Ala He Val Phe Phe Asn Tyr His 
210 215 220 

He Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr Arg Val 
225 230 235 240 
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V I 

m 



m 



Arg Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu lie Leu Thr Leu Val 
245 250 255 

Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala Phe Leu 
260 265 270 

Glu Phe Leu Phe Gin Val Gin Ala Val Arg Gly Cys Phe Trp Glu Asp 
275 280 285 

Phe lie Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe Thr Asn 
290 295 300 

Ser Ser Leu Asn Pro Val lie Tyr Val Phe Val Gly Arg Leu Phe Arg 
305 310 315 320 

Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser Leu Ala 
325 330 335 

Pro lie Ser Ser Ser His Arg Lys Glu lie Phe Gin Leu Phe Trp Arg 
340 345 350 

p * Asn 

n 

0 <210> 561 

111 <211> 1082 

y!| <212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 
<222> (705) . . (705) 



ji-f <223> wherein N is either a "G" or an "A" . 

iUI 

O <400> 561 

ctgtgcatgg catcatcctg gccccctcta gagctccaat cctccaacca gagccagctc 60 

ttccctcaaa atgctacggc ctgtgacaat gctccagaag cctgggacct gctgcacaga 120 

gtgctgccga catttatcat ctccatctgt ttcttcggcc tcctagggaa cctttttgtc 180 

ctgttggtct tcctcctgcc ccggcggcaa ctgaacgtgg cagaaatcta cctggccaac 240 

ctggcagcct ctgatctggt gtttgtcttg ggcttgccct tctgggcaga gaatatctgg 3 00 

aaccagttta actggccttt cggagccctc ctctgccgtg tcatcaacgg ggtcatcaag 360 

gccaatttgt tcatcagcat cttcctggtg gtggccatca gccaggaccg ctaccgcgtg 420 

ctggtgcacc ctatggccag cggaaggcag cagcggcgga ggcaggcccg ggtcacctgc 480 

gtgctcatct gggttgtggg gggcctcttg agcatcccca cattcctgct gcgatccatc 540 
caagccgtcc cagatctgaa catcaccgcc tgcatcctgc tcctccccca tgaggcctgg 



600 



cactttgcaa ggattgtgga gttaaatatt ctgggtttcc tcctaccact ggctgcgatc 660 
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tP'h 



gtcttcttca actaccacat cctggcctcc ctgcgaacgc gggaggaggt cagcaggaca 720 

agagtgcggg ggccgaagga tagcaagacc acagcgctga tcctcacgct cgtggttgcc 780 

ttcctggtct gctgggcccc ttaccacttc tttgccttcc tggaattctt attccaggtg 840 

caagcagtcc gaggctgctt ttgggaggac ttcattgacc tgggcctgca attggccaac 900 

ttctttgcct tcactaacag ctccctgaat ccagtaattt atgtctttgt gggccggctc 960 

ttcaggacca aggtctggga actttataaa caatgcaccc ctaaaagtct tgctccaata 1020 

tcttcatccc ataggaaaga aatcttccaa cttttctggc ggaattaaaa cagcattgaa 1080 

cc 1082 

<210> 562 

<211> 353 

<212> PRT 

<213> Homo sapiens 

<400> 562 

Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn Gin Ser 
15 10 15 

Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro Glu Ala 
20 25 30 

Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie lie Ser lie Cys 



u 

Pi 6 

»** 3 5 40 45 

M 

'fair 



Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe Leu Leu 
| 50 55 60 

Pro Arg Arg Gin Leu Asn Val Ala Glu lie Tyr Leu Ala Asn Leu Ala 
65 70 75 80 

Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn 
85 90 " 95 

lie Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys Arg Val 
100 105 110 

lie Asn Gly Val lie Lys Ala Asn Leu Phe lie Ser lie Phe Leu Val 
115 120 125 

Val Ala lie Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro Met Ala 
130 135 140 

Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys Val Leu 
145 150 155 160 

lie Trp Val Val Gly Gly Leu Leu Ser lie Pro Thr Phe Leu Leu Arg 
165 170 175 
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185 




gtcttctgcc tgcacaagag cagctgcacg 
gcagcagacc tgatcctggc ctgcgggctg 
ttcgactggc tctttgggga gacgctctgc 
ctgtacagca gcatctgttt cctgatgctg 
aaaaccatgt ccatgggccg gatgcgcggc 
atctgggggt gtacgctgct cctgagctca 
tacagcgatg agggccacaa cgtcaccgct 
gaagtgttca ccaacatgct cctgaatgtc 
accttctgca cgatgcagat catgcaggtg 
gagatccaga cggagaggag ggccacggtg 
atctgctggc tgcccttcca gatcagcacc 

t=l ctctccagct gccaggacga gcgcatcatc 

W 

Q gcctacagca acagctgcct caacccactg 

Si f? 

,];| aagaagtctt gggaggtgta ccagggagtg 

U1 

F-i attcagatgg agaactccat gggcacactg 

y i 

cacaaactgc aggactgggc agggagcaga 

H 

111 aatttgtgta aggattgagg gacagttgct 

if" « 

III acatctatgc acgaccttgg gaaatgagtt 

n 

■ISf? 

^ tcctgccctg cccaattttg cagggagcat 
gccaaggact ccaaaatcac aacagcatta 
gcctgctcct tcccaggagt ggaggaggcc 
cctcccgtgt gttctccgtc cctgccccag 
catccagctt tggtgcaatg gctgagtgca 
tctattcagc tagaactttg aaggacaatt 
ggtccctgat aacaacctgg agaccaggat 
ggtctgtgcc aaagaagaat ccaataagca 
tgagcactgt aggcaagacc caagaaagag 
aagactcaag tgggaacgac tgggcactgc 
cgagcagggt gctgtgggtg atatggacag 




gtggcagaga 


tctacctggg 


gaacctggcc 


300 


cccttctggg 


ccatcaccat 


ctccaacaac 


360 


cgcgtggtga 


atgccattat 


ctccatgaac 


420 


gtgagcatcg 


accgctacct 


ggccctggtg 


480 


gtgcgctggg 


ccaagctcta 


cagcttggtg 


540 


cccatgctgg 


tgttccggac 


catgaaggag 


600 


tgtgtcatca 


gctacccatc 


cctcatctgg 


660 


gtgggcttcc 


tgctgcccct 


gagtgtcatc 


720 


ctgcggaaca 


acgagatgca 


gaagttcaag 


780 


ctagtcctgg 


ttgtgctgct 


gctattcatc 


840 


ttcctggata 


cgctgcatcg 


cctcggcatc 


900 


gatgtaatca 


cacagatcgc 


ctccttcatg 


960 


gtgtacgtga 


tcgtgggcaa 


gcgcttccga 


1020 


tgccagaaag 


ggggctgcag 


gtcagaaccc 


1080 


cggacctcca 


tctccgtgga 


acgccagatt 


1140 


cagtgagcaa 


acgccagcag 


ggctgctgtg 


1200 


tttcagcatg 


ggcccaggaa 


tgccaaggag 


1260 


gatgtctccg 


gtaaaacacc 


ggagactaat 


1320 


ggctgtgagg 


atggggtgaa 


ctcacgcaca 


1380 


ctgttcttat 


ttgctgccac 


acctgagcca 


1440 


tggggggagg 


gagaggagtg 


actgagcttc 


1500 


caagacaact 


tagatctcca 


ggagaactgc 


1560 


caagtgagtt 


gttgccctgg 


gtttctttaa 


1620 


tcttgcatta 


ataaaggtta 


agccctgagg 


1680 


tttatggctc 


ccctcactga 


tggacaagga 


1740 


catattgagc 


acttgctgta 


tatgcagtat 


1800 


aaggagccat 


ctccatcttg 


aaggaactca 


1860 


caccaccaga 


aagctgttcg 


acgagacggt 


1920 


cagaaggggg 


agaccaaggt 


tccagctcaa 


1980 
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ccaataacta ttgcacaacc acctgtccct 
cgttgtgagg gttaaaggca gtaacaggta 
gtacatgtga ggcatcatta cgcagacgta 
actgaggtct agaaatagct ccgtggagca 
aagcaccagt gtctggcaca cagtaggtgc 
ccaccctgag gccccaaccg ccacacacac 
aaagtctgat ttgtgatgag gcagaggaag 
acagtgctga gaccccccac caccagccgg 
tcagggactg ttcctgtctc agcaaccaag 
gaaggtggcc cagtatgagc cctagaagag 
p tcggcagtgc cagggcagca ctcattcact 
j;J gagctagaac ctggagagct agaacctgga 

yi gaggctagaa ccaagaaggg ctagaacctg 

f y e | 

rJ| tgagctagaa gctggaggac tagaacctgg 

m 

s agggctggaa tctggagagc tagaacctgg 

aagggctaga acctggaggg ctggaatctg 

I! i~ 

gagggctaga acctagaagg gctagaacct 

yj 

tJ agaagggcta gaacctggag agccagaacc 
ctgtagagct agaacatgga gagctagaac 
ctggagggaa tgaacctgga gggctagaac 
gagcccataa atcctgacca atccaactct 
attccctcct tacccccaac ccactctttt 
aagtatctgg aggaagaaaa caggtgaaag 
agaatgaagt caaactgtgc cacacatggt 
ttgtcacaca gggcagtcat tcagcaccag 
gcagagctct gccgcaatgg ccatgtgggg 
ctgcgggaga agagcggccc tatgcatggt 
gtgaaagact caatgagctg ttatgttgta 



gcctcagttc 


ccttttatgt 


aacatgaagt 


2040 


taaagtactt 


agaaaagcaa 


agggtgctac 


2100 


actgggatat 


gtttactata 


aggaaaagac 


2160 


gaatcagtat 


tgggagccgg 


tggcggtgtg 


2220 


tcattggctc 


ccttccacct 


gtcattccca 


2280 


aggagcattt 


ggagagaagg 


ccatgtcttc 


2340 


atatttctaa 


tcggtcttgc 


ccagaggatc 


2400 


tacctgggaa 


gggggagagt 


gcaggcctgc 


2460 


ggattgttcc 


tgtcaatcaa 


tggtttattg 


2520 


tgtgaaaagg 


aatggcaatg 


gtgttcacca 


2580 


tgataaatga 


atatttatta 


gctggttgga 


2640 


gaactagaac 


ctggagggct 


agaacctgga 


2700 


gaggggctag 


aacctagaga 


agctaaaacc 


2760 


agggctggaa 


tctgaagggc 


tagaacctgg 


2820 


agggctagaa 


cctggagggc 


tagaacctag 


2880 


gagagctaga 


acctggaggg 


ctagaacctg 


2940 


ggagggctag 


aacctggcag 


gttagaacct 


3000 


tggagggcta 


gaacctggaa 


gggctagaac 


3060 


ccggcaggct 


agaacctggc 


aagctagaac 


3120 


ctggagaatg 


agaaaaattt 


acatggcaaa 


3180 


gaattttaaa 


gcaaaagcgt 


gaaaaaaaag 


3240 


ttcccaccac 


ccactctcct 


ctgcctcagt 


3300 


aagaagtaaa 


aaccatttag 


tattagtatt 


3360 


gaatgaaaaa 


aaaaaaaaag 


aggctgtgtt 


3420 


agcacgtgat 


ggtctgagac 


tctcttagga 


3480 


atccacacct 


ggtctgaggg 


gcaactgagt 


3540 


gtagatgccc 


tgataaagaa 


catctgtcct 


3600 


aacaggaagc 


atttcacatc 


caaacgagaa 


3660 
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!i if 



aatcatgtaa acatgtgtct tttctgtaga gcataataaa tggatgaggt ttttgcaaaa 3720 
aaaaaaaaaa aaa 373 3 



<210> 


564 


<211> 


391 


<212> 


PRT 


<213> 


Homo sapiens 


<220> 




<221> 


VARIANT 


<222> 


(14) . . (14) 


<223> 


wherein Xaa 


<400> 


564 



Met Phe Ser Pro Trp Lys lie Ser Met Phe Leu Ser Val Cys Glu Asp 
15 10 15 

Ser Val Pro Thr Thr Ala Ser Phe Ser Ala Asp Met Leu Asn Val Thr 
20 25 30 



W Leu Gln Oly Pro Thr Leu Asn Gly Thr Phe Ala Gin Ser Lys Cys Pro 
Vi 3 5 40 45 

|[| Gin Val Glu Trp Leu Gly Trp Leu Asn Thr lie Gin Pro Pro Phe Leu 

p| 50 55 60 

Trp Val Leu Phe Val Leu Ala Thr Leu Glu Asn lie Phe Val Leu Ser 

t\ 65 70 75 80 



U Val Phe Cys Leu His Lys Ser Ser Cys Thr Val Ala Glu lie Tyr Leu 

85 90 95 



Gly Asn Leu Ala Ala Ala Asp Leu lie Leu Ala Cys Gly Leu Pro Phe 
100 105 ^ 110 

Trp Ala lie Thr lie Ser Asn Asn Phe Asp Trp Leu Phe Gly Glu Thr 
115 120 125 

Leu Cys Arg Val Val Asn Ala lie lie Ser Met Asn Leu Tyr Ser Ser 
130 135 140 

lie Cys Phe Leu Met Leu Val Ser lie Asp Arg Tyr Leu Ala Leu Val 
145 150 155 160 

Lys Thr Met Ser Met Gly Arg Met Arg Gly Val Arg Trp Ala Lys Leu 

165 170 175 

Tyr Ser Leu Val lie Trp Gly Cys Thr Leu Leu Leu Ser Ser Pro Met 
180 185 190 

Leu Val Phe Arg Thr Met Lys Glu Tyr Ser Asp Glu Gly His Asn Val 
195 200 205 
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Thr Ala Cys Val lie Ser Tyr Pro Ser Leu lie Trp Glu Val Phe Thr 
210 215 220 

Asn Met Leu Leu Asn Val Val Gly Phe Leu Leu Pro Leu Ser Val lie 
225 230 235 240 

Thr Phe Cys Thr Met Gin lie Met Gin Val Leu Arg Asn Asn Glu Met 
245 250 255 

Gin Lys Phe Lys Glu lie Gin Thr Glu Arg Arg Ala Thr Val Leu Val 
260 265 270 

Leu Val Val Leu Leu Leu Phe lie lie Cys Trp Leu Pro Phe Gin lie 
275 280 285 

Ser Thr Phe Leu Asp Thr Leu His Arg Leu Gly lie Leu Ser Ser Cys 
290 295 300 

Gin Asp Glu Arg lie lie Asp Val lie Thr Gin lie Ala Ser Phe Met 
305 L 310 315 320 

Ala Tyr Ser Asn Ser Cys Leu Asn Pro Leu Val Tyr Val lie Val Gly 
325 330 335 

Lys Arg Phe Arg Lys Lys Ser Trp Glu Val Tyr Gin Gly Val Cys Gin 
340 345 350 

Lys Gly Gly Cys Arg Ser Glu Pro lie Gin Met Glu Asn Ser Met Gly 
355 360 365 

Thr Leu Arg Thr Ser lie Ser Val Glu Arg Gin lie His Lys Leu Gin 
370 375 380 

Asp Trp Ala Gly Ser Arg Gin 
385 390 

<210> 565 

<211> 3733 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (933) . . (933) 

<223> wherein N is either a "T" or a "C" . 



<400> 565 

atgttctctc cctggaagat atcaatgttt ctgtctgttc gtgaggactc cgtgcccacc 
acggcctctt tcagcgccga catgctcaat gtcaccttgc aagggcccac tcttaacggg 
acctttgccc agagcaaatg cccccaagtg gagtggctgg gctggctcaa caccatccag 
ccccccttcc tctgggtgct gttcgtgctg gccaccctag agaacatctt tgtcctcagc 
gtcttctgcc tgcacaagag cagctgcacg gtggcagaga tctacctggg gaacctggcc 



189 






cga lcc uggc 


ctgcgggctg 


cccttctggg 


ccatcaccat 


ctccaacaac 


360 


+— 4— /— t /-*r *-j /— i 4 — y~*f- r-*- s-*t 

CLCyaC Lygc 


t c tttgggga 


gacgctctgc 


cgcgtggtga 


atgccattat 


ctccatgaac 


420 


ctgtacagca 


gcatctgttt 


cctgatgctg 


gtgagcatcg 


accgctacct 


ggccctggtg 


480 


aaaaccatgt 


ccatgggccg 


gatgcgcggc 


gtgcgctggg 


ccaagctcta 


cagcttggtg 


540 


atctgggggt 


gtacgctgct 


cctgagctca 


cccatgctgg 


tgttccggac 


catgaaggag 


600 


tacagcgatg 


agggccacaa 


cgtcaccgct 


tgtgtcatca 


gctacccatc 


cctcatctgg 


660 


gaagtgttca 


ccaacatgct 


cctgaatgtc 


gtgggcttcc 


tgctgcccct 


gagtgtcatc 


720 


acc t tctgca 


cgatgcagat 


catgcaggtg 


ctgcggaaca 


acgagatgca 


gaagttcaag 


780 


gagatccaga 


cggagaggag 


ggccacggtg 


ctagtcctgg 


ttgtgctgct 


gctattcatc 


840 


atctgctggc 


tgcccttcca 


gatcagcacc 


ttcctggata 


cgctgcatcg 


cctcggcatc 


900 


ctctccagct 


gccaggacga 


gcgcatcatc 


gacgtaatca 


cacagatcgc 


ctccttcatg 


960 


gcctacagca 


acagctgcct 


caacccactg 


gtgtacgtga 


tcgtgggcaa 


gcgcttccga 


1020 


aagaagtctt 


gggaggtgta 


ccagggagtg 


tgccagaaag 


ggggctgcag 


gtcagaaccc 


1080 


attcagatgg 


agaactccat 


gggcacactg 


cggacctcca 


tctccgtgga 


acgccagatt 


1140 


cacaaactgc 


aggactgggc 


agggagcaga 


cagtgagcaa 


acgccagcag 


ggctgctgtg 


1200 


aatttgtgta 


aggattgagg 


gacagttgct 


tttcagcatg 


ggcccaggaa 


tgccaaggag 


1260 


acatctatgc 


acgaccttgg 


gaaatgagtt 


gatgtctccg 


gtaaaacacc 


ggagactaat 


1320 


tcctgccctg 


cccaattttg 


cagggagcat 


ggctgtgagg 


atggggtgaa 


ctcacgcaca 


1380 


gccaaggact 


ccaaaatcac 


aacagcatta 


ctgttcttat 


ttgctgccac 


acctgagcca 


1440 


gcc tgctcc t 


tcccaggagt 


ggaggaggcc 


tggggggagg 


gagaggagtg 


actgagcttc 


1500 


cctcccgfcgt 


gttctccgtc 


cctgccccag 


caagacaact 


tagatctcca 


ggagaactgc 


1560 


catccagc tt 


tggtgcaatg 


gctgagtgca 


caagtgagtt 


gttgccctgg 


gtttctttaa 


1620 


tctat tcagc 


tagaac tttg 


aaggacaatt 


tcttgcatta 


ataaaggtta 


agccctgagg 


1680 


ggtccctgat 


aacaacctgg 


agaccaggat 


tttatggctc 


ccctcactga 


tggacaagga 


1740 


ggtctgtgcc 


aaagaagaat 


ccaataagca 


catattgagc 


acttgctgta 


tatgcagtat 


1800 


tgagcactgt 


aggcaagacc 


caagaaagag 


aaggagccat 


ctccatcttg 


aaggaactca 


1860 


aagactcaag 


tgggaacgac 


tgggcactgc 


caccaccaga 


aagctgttcg 


acgagacggt 


1920 


cgagcagggt 


gctgtgggtg 


atatggacag 


cagaaggggg 


agaccaaggt 


tccagctcaa 


1980 
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<210> 566 

<211> 391 

<212> PRT 

<213> Homo sapiens 

<400> 566 

Met Phe Ser Pro Trp Lys lie Ser Met Phe Leu Ser Val Arg Glu Asp 
15 10 15 

Ser Val Pro Thr Thr Ala Ser Phe Ser Ala Asp Met Leu Asn Val Thr 
20 25 30 

Leu Gin Gly Pro Thr Leu Asn Gly Thr Phe Ala Gin Ser Lys Cys Pro 
35 40 45 

Gin Val Glu Trp Leu Gly Trp Leu Asn Thr lie Gin Pro Pro Phe Leu 
50 55 60 

Trp Val Leu Phe Val Leu Ala Thr Leu Glu Asn lie Phe Val Leu Ser 
65 70 75 80 

Val Phe Cys Leu His Lys Ser Ser Cys Thr Val Ala Glu He Tyr Leu 
85 90 95 

Gly Asn Leu Ala Ala Ala Asp Leu He Leu Ala Cys Gly Leu Pro Phe 
100 105 110 

Trp Ala He Thr lie Ser Asn Asn Phe Asp Trp Leu Phe Gly Glu Thr 
115 120 125 

Leu Cys Arg Val Val Asn Ala He He Ser Met Asn Leu Tyr Ser Ser 
130 135 140 

He Cys Phe Leu Met Leu Val Ser He Asp Arg Tyr Leu Ala Leu Val 
145 150 155 160 

Lys Thr Met Ser Met Gly Arg Met Arg Gly Val Arg Trp Ala Lys Leu 
165 170 175 

Tyr Ser Leu Val lie Trp Gly Cys Thr Leu Leu Leu Ser Ser Pro Met 
180 185 190 

Leu Val Phe Arg Thr Met Lys Glu Tyr Ser Asp Glu Gly His Asn Val 
195 200 - 205 

Thr Ala Cys Val He Ser Tyr Pro Ser Leu He Trp Glu Val Phe Thr 
210 215 220 

Asn Met Leu Leu Asn Val Val Gly Phe Leu Leu Pro Leu Ser Val He 
225 230 235 240 

Thr Phe Cys Thr Met Gin He Met Gin Val Leu Arg Asn Asn Glu Met 



192 



ipzb 

b 



■h-J 



245 250 255 

Gin Lys Phe Lys Glu lie Gin Thr Glu Arg Arg Ala Thr Val Leu Val 
260 265 270 

Leu Val Val Leu Leu Leu Phe lie lie Cys Trp Leu Pro Phe Gin lie 
275 280 285 

Ser Thr Phe Leu Asp Thr Leu His Arg Leu Gly lie Leu Ser Ser Cys 
290 295 300 

Gin Asp Glu Arg lie lie Asp Val lie Thr Gin lie Ala Ser Phe Met 
305 310 315 320 

Ala Tyr Ser Asn Ser Cys Leu Asn Pro Leu Val Tyr Val lie Val Gly 
325 330 " 335 

Lys Arg Phe Arg Lys Lys Ser Trp Glu Val Tyr Gin Gly Val Cys Gin 
340 345 350 

Lys Gly Gly Cys Arg Ser Glu Pro lie Gin Met Glu Asn Ser Met Gly 
355 360 365 

Thr Leu Arg Thr Ser lie Ser Val Glu Arg Gin lie His Lys Leu Gin 
370 375 380 



Asp Trp Ala Gly Ser Arg Gin 


385 


390 


<210> 


567 


<211> 


3733 


<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


misc_f eature 


<222> 


(1061) . . (1061) 


<223> 


wherein N is either a 



or an "A" 



<400> 567 
atgttctctc 


cctggaagat 


atcaatgttt 


ctgtctgttc 


gtgaggactc 


cgtgcccacc 


60 


acggcctctt 


tcagcgccga 


catgctcaat 


gtcaccttgc 


aagggcccac 


tcttaacggg 


120 


acctttgccc 


agagcaaatg 


cccccaagtg 


gagtggctgg 


gctggctcaa 


caccatccag 


180 


ccccccttcc 


tctgggtgct 


gttcgtgctg 


gccaccctag 


agaacatctt 


tgtcctcagc 


240 


gtcttctgcc 


tgcacaagag 


cagctgcacg 


gtggcagaga 


tctacctggg 


gaacctggcc 


300 


gcagcagacc 


tgatcctggc 


ctgcgggctg 


cccttctggg 


ccatcaccat 


ctccaacaac 


360 


ttcgactggc 


tctttgggga 


gacgctctgc 


cgcgtggtga 


atgccattat 


ctccatgaac 


420 


ctgtacagca 


gcatctgttt 


cctgatgctg 


gtgagcatcg 


accgctacct 


ggccctggtg 


480 
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aaaaccatgt ccatgggccg gatgcgcggc 
atctgggggt gtacgctgct cctgagctca 
tacagcgatg agggccacaa cgtcaccgct 
gaagtgttca ccaacatgct cctgaatgtc 
accttctgca cgatgcagat catgcaggtg 
gagatccaga cggagaggag ggccacggtg 
atctgctggc tgcccttcca gatcagcacc 
ctctccagct gccaggacga gcgcatcatc 
gcctacagca acagctgcct caacccactg 
aagaagtctt gggaggtgta ccagggagtg 

. attcagatgg agaactccat gggcacactg 

ir ? " 

J;J cacaaactgc aggactgggc agggagcaga 

U 

LI aatttgtgta aggattgagg gacagttgct 

V a 

\£\ acatctatgc acgaccttgg gaaatgagtt 
PI tcctgccctg cccaattttg cagggagcat 

Hi 

:j . gccaaggact ccaaaatcac aacagcatta 
H;-* gcctgctcct tcccaggagt ggaggaggcc 
yj cctcccgtgt gttctccgtc cctgccccag 
| is l catccagctt tggtgcaatg gctgagtgca 
tctattcagc tagaactttg aaggacaatt 
ggtccctgat aacaacctgg agaccaggat 
ggtctgtgcc aaagaagaat ccaataagca 
tgagcactgt aggcaagacc caagaaagag 
aagactcaag tgggaacgac tgggcactgc 
cgagcagggt gctgtgggtg atatggacag 
ccaataacta ttgcacaacc acctgtccct 
cgttgtgagg gttaaaggca gtaacaggta 
gtacatgtga ggcatcatta cgcagacgta 
actgaggtct agaaatagct ccgtggagca 



gtgcgctggg 


ccaagctcta 


cagcttggtg 


540 


cccatgctgg 


tgttccggac 


catgaaggag 


600 


tgtgtcatca 


gctacccatc 


cctcatctgg 


660 


gtgggcttcc 


tgctgcccct 


gagtgtcatc 


720 


ctgcggaaca 


acgagatgca 


gaagttcaag 


780 


ctagtcctgg 


ttgtgctgct 


gctattcatc 


840 


ttcctggata 


cgctgcatcg 


cctcggcatc 


900 


gatgtaatca 


cacagatcgc 


ctccttcatg 


960 


gtgtacgtga 


tcgtgggcaa 


gcgcttccga 


1020 


tgccagaaag 


agggctgcag 


gtcagaaccc 


1080 


cggacctcca 


tctccgtgga 


acgccagatt 


1140 


cagtgagcaa 


acgccagcag 


ggctgctgtg 


1200 


tttcagcatg 


ggcccaggaa 


tgccaaggag 


1260 


gatgtctccg 


gtaaaacacc 


ggagactaat 


1320 


ggctgtgagg 


atggggtgaa 


ctcacgcaca 


1380 


ctgttcttat 


ttgctgccac 


acctgagcca 


1440 


tggggggagg 


gagaggagtg 


actgagcttc 


1500 


caagacaact 


tagatctcca 


ggagaactgc 


1560 


caagtgagtt 


gttgccctgg 


gtttctttaa 


1620 


tcttgcatta 


ataaaggtta 


agccctgagg 


1680 


tttatggctc 


ccctcactga 


tggacaagga 


1740 


catattgagc 


acttgctgta 


tatgcagtat 


1800 


aaggagccat 


ctccatcttg 


aaggaactca 


1860 


caccaccaga 


aagctgttcg 


acgagacggt 


1920 


cagaaggggg 


agaccaaggt 


tccagctcaa 


1980 


gcctcagttc 


ccttttatgt 


aacatgaagt 


2040 


taaagtactt 


agaaaagcaa 


agggtgctac 


2100 


actgggatat 


gtttactata 


aggaaaagac 


2160 


gaatcagtat 


tgggagccgg 


tggcggtgtg 


2220 
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aagcaccagt gtctggcaca cagtaggtgc tcattggctc ccttccacct gtcattccca 2280 

ccaccctgag gccccaaccg ccacacacac aggagcattt ggagagaagg ccatgtcttc 2340 

aaagtctgat ttgtgatgag gcagaggaag atatttctaa tcggtcttgc ccagaggatc 2400 

acagtgctga gaccccccac caccagccgg tacctgggaa gggggagagt gcaggcctgc 2 460 

tcagggactg ttcctgtctc agcaaccaag ggattgttcc tgtcaatcaa tggtttattg 2520 

gaaggtggcc cagtatgagc cctagaagag tgtgaaaagg aatggcaatg gtgttcacca 2 5 80 

tcggcagtgc cagggcagca ctcattcact tgataaatga atatttatta gctggttgga 2640 

gagctagaac ctggagagct agaacctgga gaactagaac ctggagggct agaacctgga 27 00 

gaggctagaa ccaagaaggg ctagaacctg gaggggctag aacctagaga agctaaaacc 27 60 

tgagctagaa gctggaggac tagaacctgg agggctggaa tctgaagggc tagaacctgg 2820 

agggctggaa tctggagagc tagaacctgg agggctagaa cctggagggc tagaacctag 2880 

>i»f 
ft 

aagggctaga acctggaggg ctggaatctg gagagctaga acctggaggg ctagaacctg 2 940 

P 

IJ] gagggctaga acctagaagg gctagaacct ggagggctag aacctggcag gttagaacct 3 0 00 

|j| agaagggcta gaacctggag agccagaacc tggagggcta gaacctggaa gggctagaac 3 0 60 

m 

ctgtagagct agaacatgga gagctagaac ccggcaggct agaacctggc aagctagaac 312 0 

is 

. 

t! ctggagggaa tgaacctgga gggctagaac ctggagaatg agaaaaattt acatggcaaa 3180 

til 

gagcccataa atcctgacca atccaactct gaattttaaa gcaaaagcgt gaaaaaaaag 3240 

attccctcct tacccccaac ccactctttt ttcccaccac ccactctcct ctgcctcagt 3300 

aagtatctgg aggaagaaaa caggtgaaag aagaagtaaa aaccatttag tattagtatt 3 3 60 

agaatgaagt caaactgtgc cacacatggt gaatgaaaaa aaaaaaaaag aggctgtgtt 342 0 

ttgtcacaca gggcagtcat tcagcaccag agcacgtgat ggtctgagac tctcttagga 3480 

gcagagctct gccgcaatgg ccatgtgggg atccacacct ggtctgaggg gcaactgagt 3 540 

ctgcgggaga agagcggccc tatgcatggt gtagatgccc tgataaagaa catctgtcct 3600 

gtgaaagact caatgagctg ttatgttgta aacaggaagc atttcacatc caaacgagaa 3 660 

aatcatgtaa acatgtgtct tttctgtaga gcataataaa tggatgaggt ttttgcaaaa 3720 

aaaaaaaaaa aaa 37 33 

<210> 568 
<211> 391 
<212> PRT 
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<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (354) . . (354) 

<223> wherein Xaa is either "Gly" or "Glu" . 



<400> 568 

Met Phe Ser Pro Trp Lys lie Ser Met Phe Leu Ser Val Arg Glu Asp 
1 5 10 15 

Ser Val Pro Thr Thr Ala Ser Phe Ser Ala Asp Met Leu Asn Val Thr 
20 25 30 

Leu Gin Gly Pro Thr Leu Asn Gly Thr Phe Ala Gin Ser Lys Cys Pro 
35 40 45 

Gin Val Glu Trp Leu Gly Trp Leu Asn Thr lie Gin Pro Pro Phe Leu 
50 55 60 

Trp Val Leu Phe Val Leu Ala Thr Leu Glu Asn lie Phe Val Leu . Ser 
65 70 75 80 

Val Phe Cys Leu His Lys Ser Ser Cys Thr Val Ala Glu lie Tyr Leu 
85 90 95 

Gly Asn Leu Ala Ala Ala Asp Leu lie Leu ..Ala Cys Gly Leu Pro Phe 
100 105 110 

Trp Ala lie Thr lie Ser Asn Asn Phe Asp Trp Leu Phe Gly Glu Thr 
115 120 125 

Leu Cys Arg Val Val Asn Ala lie lie Ser Met Asn Leu Tyr Ser Ser 
130 135 140 

lie Cys Phe Leu Met Leu Val Ser lie Asp Arg Tyr Leu Ala Leu Val 
145 "* 150 ' 155 160 

Lys Thr Met Ser Met Gly Arg Met Arg Gly Val Arg Trp Ala Lys Leu 
165 170 175 

Tyr Ser Leu Val lie Trp Gly Cys Thr Leu Leu Leu Ser Ser Pro Met 
180 185 190 

Leu Val Phe Arg Thr Met Lys Glu Tyr Ser Asp Glu Gly His Asn Val 
195 200 205 

Thr Ala Cys Val lie Ser Tyr Pro Ser Leu lie Trp Glu Val Phe Thr 
210 215 220 

Asn Met Leu Leu Asn Val Val Gly Phe Leu Leu Pro Leu Ser Val lie 
225 230 235 240 

Thr Phe Cys Thr Met Gin lie Met Gin Val Leu Arg Asn Asn Glu Met 
245 250 255 
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Gin Lys Phe Lys Glu lie Gin Thr Glu Arg Arg Ala Thr Val Leu Val 
260 265 270 

Leu Val Val Leu Leu Leu Phe lie lie Cys Trp Leu Pro Phe Gin lie 
275 280 285 

Ser Thr Phe Leu Asp Thr Leu His Arg Leu Gly lie Leu Ser Ser Cys 
290 295 300 

Gin Asp Glu Arg lie lie Asp Val lie Thr Gin lie Ala Ser Phe Met 
305 310 315 320 

Ala Tyr Ser Asn Ser Cys Leu Asn Pro Leu Val Tyr Val lie Val Gly 
325 330 335 

Lys Arg Phe Arg Lys Lys Ser Trp Glu Val Tyr Gin Gly Val Cys Gin 
340 345 350 

Lys Glu Gly Cys Arg Ser Glu Pro lie Gin Met Glu Asn Ser Met Gly 
355 360 365 

y Thr Leu Arg Thr Ser lie Ser Val Glu Arg Gin lie His Lys Leu Gin 
P 370 375 380 

O 

lil Asp Trp Ala Gly Ser Arg Gin 
y!j 385 390 

m 

m <210> 569 

lK ' s <211> 3405 

!f . <212> DNA 

<213> Homo sapiens 



Ill 

Q <400> 569 

Ul cgcccaaccc aagttcaaag gctgataaga gagaaaatct catgaggagg ttttagtcta 60 

fit. 

iU gggaaagtca ttcagtggat gtgatcttgg ctcacagggg acgatgtcaa gctcttcctg 12 0 

gctccttctc agccttgttg ctgtaactgc tgctcagtcc accattgagg aacaggccaa 180 

gacatttttg gacaagttta accacgaagc cgaagacctg ttctatcaaa gttcacttgc 240 

ttcttggaat tataacacca atattactga agagaatgtc caaaacatga ataatgctgg 300 

ggacaaatgg tctgcctttt taaaggaaca gtccacactt gcccaaatgt atccactaca 360 

agaaattcag aatctcacag tcaagcttca gctgcaggct cttcagcaaa atgggtcttc 420 

agtgctctca gaagacaaga gcaaacggtt gaacacaatt ctaaatacaa tgagcaccat 480 

ctacagtact ggaaaagttt gtaacccaga taatccacaa gaatgcttat tacttgaacc 540 

aggtttgaat gaaataatgg caaacagttt agactacaat gagaggctct gggcttggga 600 

aagctggaga tctgaggtcg gcaagcagct gaggccatta tatgaagagt atgtggtctt 660 

gaaaaatgag atggcaagag caaatcatta tgaggactat ggggattatt ggagaggaga 720 
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ctatgaagta aatggggtag atggctatga 
ggaacatacc tttgaagaga ttaaaccatt 
aaagttgatg aatgcctatc cttcctatat 
gcttggtgat atgtggggta gattttggac 
acagaaacca aacatagatg ttactgatgc 
aatattcaag gaggccgaga agttctttgt 
attctgggaa aattccatgc taacggaccc 
cacagcttgg gacctgggga agggcgactt 
ggacgacttc ctgacagctc atcatgagat 
tgcacaacct tttctgctaa gaaatggagc 

fr* aatcatgtca ctttctgcag ccacacctaa 

O 

CI cgattttcaa gaagacaatg aaacagaaat 

Uf tgttgggact ctgccattta cttacatgtt 

h 

ggaaattccc aaagaccagt ggatgaaaaa 
ggtggtggaa cctgtgcccc atgatgaaac 

s 

^ ttctaatgat tactcattca ttcgatatta 

til 

O agaagcactt tgtcaagcag ctaaacatga 

P ; s 

;p| ctctacagaa gctggacaga aactgttcaa 
gaccctagca ttggaaaatg ttgtaggagc 
ctactttgag cccttattta cctggctgaa 
gagtaccgac tggagtccat atgcagacca 
agctcttgga gataaagcat atgaatggaa 
tgttgcatat gctatgaggc agtacttttt 
ggaggaggat gtgcgagtgg ctaatttgaa 
tgcacctaaa aatgtgtctg atatcattcc 
gtcccggagc cgtatcaatg atgctttccg 
gatacagcca acacttggac ctcctaacca 
tggagttgtg atgggagtga tagtggttgg 



c uacagccy c 


y y ciy l. uy ci 




780 


atatgaacat 


CUCCaCyCCL 


atgty ciy y y 0 


840 


caguccaa u u 


/vrra +- /~rc* \~ f* f > 

yy dLy L.U 


\ Ly L. L. d l_ l_ 


900 


aaatctgtac 


cc uuugacag 




9 60 


aatggtggac 


caggcctggg 


a uy c a. c_ a.y ciy 


102 0 


atctgttggt 


cttcctaata 


ugacccaayy 


1 OftO 
x u 0 u 


aggaaatgtt 


cagaaagcag 


CCtyCCaLCC 


1 1 AD 

X J- *± w 


caggatcctt 


atgtgcacaa 


aggtgacaat 


1 0 n n 
izuu 


ggggcatatc 


cagtatgata 


tggcatatgc 


1 9 n 


taatgaagga 


ttccatgaag 


ctgttgggga 


1 TTA 


gcatttaaaa 


tccattggtc 


ttctgtcacc 


1 OQO 

IjoU 


aaacttcctg 


ctcaaacaag 


cac tcacga t 


1 A a n 
X 4± 4± U 


agagaagtgg 


aggtggatgg 


uc u u caaagg 


1 r n o 

x j u u 


gtggtgggag 


atgaagcgag 


aga cay ucy y 


X J 0 u 


atactgtgac 


cccgcatc tc 


tgt tccatgt 


1 con 

1DZU 


cacaaggacc 


ct ttaccaat 


tccagtttca 


1DOU 


aggccctctg 


cacaaatgtg 


acatctcaaa 


1 n a n 
x / 4± u 


tatgctgagg 


cttggaaaat 


cagaaccc tg 


1 ft n n 
x 0 u u 


aaagaacatg 


aatgtaaggc 


cac tgc tcaa 


1 ft n 

X O D U 


agaccagaac 


aagaat tc tt 


ttgugggacg 


X _7 ^ L/ 


aagcatcaaa 


g ugagga uaa 


y O O U cictctci LL 


1980 


cgacaatgaa 




L-^o yd u-v_a. 0^ 


2040 


aaaagtaaaa 


eld U C_ ay d. 1— y d 




2100 


accaagaatc 


tcctttaatt 


tctttgtcac 


2160 


tagaactgaa 


gttgaaaagg 


ccatcaggat 


2220 


tctgaatgac 


aacagectag 


agtttctggg 


2280 


gccccctgtt 


tccatatggc 


tgattgtttt 


2340 


cattgtcatc 


ctgatcttca 


ctgggatcag 


2400 
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agatcggaag aagaaaaata aagcaagaag tggagaaaat ccttatgcct ccatcgatat 2460 

tagcaaagga gaaaataatc caggattcca aaacactgat gatgttcaga cctcctttta 2520 

gaaaaatcta tgtttttcct cttgaggtga ttttgttgta tgtaaatgtt aatttcatgg 2580 

tatagaaaat ataagatgat aaagatatca ttaaatgtca aaactatgac tctgttcaga 2640 

aaaaaaattg tccaaagaca acatggccaa ggagagagca tcttcattga cattgctttc 2700 

agtatttatt tctgtctctg gatttgactt ctgttctgtt tcttaataag gattttgtat 2760 

tagagtatat tagggaaagt gtgtatttgg tctcacaggc tgttcaggga taatctaaat 2820 

gtaaatgtct gttgaatttc tgaagttgaa aacaaggata tatcattgga gcaagtgttg 2880 

gatcttgtat ggaatatgga tggatcactt gtaaggacag tgcctgggaa ctggtgtagc 2940 

tgcaaggatt gagaatggca tgcattagct cactttcatt taatccattg tcaaggatga 3000 

catgctttct tcacagtaac tcagttcaag tactatggtg atttgcctac agtgatgttt 3060 

ggaatcgatc atgctttctt caaggtgaca ggtctaaaga gagaagaatc cagggaacag 312 0 

gtagaggaca ttgctttttc acttccaagg tgcttgatca acatctccct gacaacacaa 3180 

aactagagcc aggggcctcc gtgaactccc agagcatgcc tgatagaaac tcatttctac 3240 

US 

pi tgttctctaa ctgtggagtg aatggaaatt ccaactgtat gttcaccctc tgaagtgggt 33 00 

acccagtctc ttaaatcttt tgtatttgct cacagtgttt gagcagtgct gagcacaaag 3360 

cagacactca ataaatgcta gatttacaca ctcaaaaaaa aaaaa 3405 



Q 

m 



<210> 570 

<211> 805 

<212> PRT 

<213> Homo sapiens 

<400>- 570 

Met Ser Ser Ser Ser Trp Leu Leu Leu Ser Leu Val Ala Val Thr Ala 
1 5 10 15 

Ala Gin Ser Thr lie Glu Glu Gin Ala Lys Thr Phe Leu Asp Lys Phe 
20 25 30 

Asn His Glu Ala Glu Asp Leu Phe Tyr Gin Ser Ser Leu Ala Ser Trp 
35 40 45 

Asn Tyr Asn Thr Asn lie Thr Glu Glu Asn Val Gin Asn Met Asn Asn 
50 55 60 

Ala Gly Asp Lys Trp Ser Ala Phe Leu Lys Glu Gin Ser Thr Leu Ala 
65 70 75 80 
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Gin Met Tyr Pro Leu Gin Glu lie Gin Asn Leu Thr Val Lys Leu Gin 

85 90 95 

Leu Gin Ala Leu Gin Gin Asn Gly Ser Ser Val Leu Ser Glu Asp Lys 

100 105 110 

Ser Lys Arg Leu Asn Thr lie Leu Asn Thr Met Ser Thr lie Tyr Ser 

115 120 125 

Thr Gly Lys Val Cys Asn Pro Asp Asn Pro Gin Glu Cys Leu Leu Leu 

130 135 140 

Glu Pro Gly Leu Asn Glu lie Met Ala Asn Ser Leu Asp Tyr Asn Glu 

145 150 155 160 

Arg Leu Trp Ala Trp Glu Ser Trp Arg Ser Glu Val Gly Lys Gin Leu 

165 170 175 

Arg Pro Leu Tyr Glu Glu Tyr Val Val Leu Lys Asn Glu Met Ala Arg 

180 185 190 

Ala Asn His Tyr Glu Asp Tyr Gly Asp Tyr Trp Arg Gly Asp Tyr Glu 



H 

Jy 195 200 205 

o 



Val Asn Gly Val Asp Gly Tyr Asp Tyr Ser Arg Gly Gin Leu lie Glu 

P! 210 215 220 

|f| Asp Val Glu His Thr Phe Glu Glu lie Lys Pro Leu Tyr Glu His Leu 

hi 225 2 30 235 240 

His Ala Tyr Val Arg Ala Lys Leu Met Asn Ala Tyr Pro Ser Tyr lie 

!•:: 245 250 255 

01 

£,) Ser Pro lie Gly Cys Leu Pro Ala His Leu Leu Gly Asp Met Trp Gly 
W 260 265 270 

Arg Phe Trp Thr Asn Leu Tyr Ser Leu Thr Val Pro Phe Gly Gin Lys 
275 280 285 

Pro Asn lie Asp Val Thr Asp Ala Met Val Asp Gin Ala Trp Asp Ala 
290 295 300 

Gin Arg lie Phe Lys Glu Ala Glu Lys Phe Phe Val Ser Val Gly Leu 
305 310 315 " 320 

Pro Asn Met Thr Gin Gly Phe Trp Glu Asn Ser Met Leu Thr Asp Pro 
325 330 335 

Gly Asn Val Gin Lys Ala Val Cys His Pro Thr Ala Trp Asp Leu Gly 
340 345 350 

Lys Gly Asp Phe Arg lie Leu Met Cys Thr Lys Val Thr Met Asp Asp 
355 360 365 

Phe Leu Thr Ala His His Glu Met Gly His lie Gin Tyr Asp Met Ala 
370 375 380 
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O 



m 

■KHz. 



ru 
a 
y 
o 



Tyr Ala Ala Gin Pro Phe Leu Leu Arg Asn Gly Ala Asn Glu Gly Phe 
385 390 395 400 

His Glu Ala Val Gly Glu lie Met Ser Leu Ser Ala Ala Thr Pro Lys 
405 410 415 

His Leu Lys Ser lie Gly Leu Leu Ser Pro Asp Phe Gin Glu Asp Asn 
420 425 430 

Glu Thr Glu lie Asn Phe Leu Leu Lys Gin Ala Leu Thr lie Val Gly 
435 440 445 

Thr Leu Pro Phe Thr Tyr Met Leu Glu Lys Trp Arg Trp Met Val Phe 
450 455 460 

Lys Gly Glu lie Pro Lys Asp Gin Trp Met Lys Lys Trp Trp Glu Met 
465 470 475 ^ 480 

Lys Arg Glu lie Val Gly Val Val Glu Pro Val Pro His Asp Glu Thr 
485 490 ~ 495 

Tyr Cys Asp Pro Ala Ser Leu Phe His Val Ser Asn Asp Tyr Ser Phe 
500 505 510 



M He Arg Tyr Tyr Thr Arg Thr Leu Tyr Gin Phe Gin Phe Gin Glu Ala 
Ul 515 520 525 



Leu Cys Gin Ala Ala Lys His Glu Gly Pro Leu His Lys Cys Asp He 
530 535 540 

Ser Asn Ser Thr Glu Ala Gly Gin Lys Leu Phe Asn Met Leu Arg Leu 
545 550 555 560 

Gly Lys Ser Glu Pro Trp Thr Leu Ala Leu Glu Asn Val Val Gly Ala 
565 570 575 

Lys Asn Met Asn Val Arg Pro Leu Leu Asn Tyr Phe Glu Pro Leu Phe 
580 585 590 

Thr Trp Leu Lys Asp Gin Asn Lys Asn Ser Phe Val Gly Trp Ser Thr 
595 600 605 

Asp Trp Ser Pro Tyr Ala Asp Gin Ser He Lys Val Arg He Ser Leu 
610 615 620 

Lys Ser Ala Leu Gly Asp Lys Ala Tyr Glu Trp Asn Asp Asn Glu Met 
625 630 635 640 

Tyr Leu Phe Arg Ser Ser Val Ala Tyr Ala Met Arg Gin Tyr Phe Leu 
645 650 ^ 655 

Lys Val Lys Asn Gin Met He Leu Phe Gly Glu Glu Asp Val Arg Val 
660 665 670 

Ala Asn Leu Lys Pro Arg He Ser Phe Asn Phe Phe Val Thr Ala Pro 
675 680 685 
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4s ! 5 



Lys Asn Val Ser Asp He He Pro Arg Thr Glu Val Glu Lys Ala He 
690 695 700 

Arg Met Ser Arg Ser Arg He Asn Asp Ala Phe Arg Leu Asn Asp Asn 
705 710 715 720 

Ser Leu Glu Phe Leu Gly He Gin Pro Thr Leu Gly Pro Pro Asn Gin 
725 730 735 

Pro Pro Val Ser He Trp Leu He Val Phe Gly Val Val Met Gly Val 
740 745 750 

He Val Val Gly He Val He Leu He Phe Thr Gly He Arg Asp Arg 
755 760 765 

Lys Lys Lys Asn Lys Ala Arg Ser Gly Glu Asn Pro Tyr Ala Ser He 
770 775 780 

Asp He Ser Lys Gly Glu Asn Asn Pro Gly Phe Gin Asn Thr Asp Asp 
785 " 790 795 800 

Val Gin Thr Ser Phe 
805 



S3 <210> 571 

|jf <211> 1284 

<212> DNA 

<213> Homo sapiens 



<400> 571 

atgcatctta tcgactacct gctcctcctg ctggttggac tactggccct ttctcatggc 



60 
120 
180 



Rl cagctgcacg ttgagcatga tggtgagagt tgcagtaaca gctcccacca gcagattctg 

O 

Ul gagacaggtg agggctcccc cagcctcaag atagcccctg ccaatgctga ctttgccttc 

n 

P cgcttctact acctgatcgc ttcggagacc ccggggaaga acatcttttt ctccccgctg 240 
agcatctcgg cggcctacgc catgctttcc ctgggggcct gctcacacag ccgcagccag 3 00 
atccttgagg gcctgggctt caacctcacc gagctgtctg agtccgatgt ccataggggc 3 60 
ttccagcacc tcctgcacac tctcaacctc cccggccatg ggctggaaac acgcgtgggc 420 
agtgctctgt tcctgagcca caacctgaag ttccttgcaa aattcctgaa tgacaccatg 
gccgtctatg aggctaaact cttccacacc aacttctacg acactgtggg cacaatccag 
cttatcaacg accacgtcaa gaaggaaact cgagggaaga ttgtggattt ggtcagtgag 
ctcaagaagg acgtcttgat ggtgctggtg aattacattt acttcaaagc cctgtgggag 
aaaccattca tttcctcaag gaccactccc aaagacttct atgttgatga gaacacaaca 720 
gtccgggtgc ccatgatgct gcaggaccag gagcatcact ggtatcttca tgacagatac 
ttgccctgct cggtgctacg gatggattac aaaggagacg caaccgtgtt tttcattctc 



480 
540 
600 
660 



780 
840 



202 



cctaaccaag gcaaaatgag ggagattgaa gaggttctga ctccagagat gctaatgagg 900 

tggaacaact tgttgcggaa gaggaatttt tacaagaagc tagagttgca tcttcccaag 960 

ttctccattt ctggctccta tgtattagat cagattttgc ccaggctggg cttcacggat 1020 

ctgttctcca agtgggctga cttatccggc atcaccaaac agcaaaaact ggaggcatcc 1080 

aaaagtttcc acaaggccac cttggacgtg gatgaggctg gcaccgaggc tgcagcagcc 1140 

accacgttcg cgatcaaatt cttctctgcc cagaccaatc gccacatcct gcgattcaac 1200 

cggcccttcc ttgtggtgat cttttccacc agcacccaga gtgtcctctt tctgggcaag 1260 

gtcgtcgacc ccacgaaacc atag 1284 

<210> 572 

<211> 427 

<212> PRT 

^ <213> Homo sapiens 

a 

O <400> 572 

a 

§J| Met His Leu lie Asp Tyr Leu Leu Leu Leu Leu Val Gly Leu Leu Ala 

Hjlj 1 5 10 15 

Leu Ser His Gly Gin Leu His Val Glu His Asp Gly Glu Ser Cys Ser 
20 25 30 



In 5 

Q 

y 



Asn Ser Ser His Gin Gin lie Leu Glu Thr Gly Glu Gly Ser Pro Ser 
35 40 45 

Leu Lys lie Ala Pro Ala Asn Ala Asp Phe Ala Phe Arg Phe Tyr Tyr 
50 55 60 

Leu lie Ala Ser Glu Thr Pro Gly Lys Asn lie Phe Phe Ser Pro Leu 
65 70 75 80 

Ser lie Ser Ala Ala Tyr Ala Met Leu Ser Leu Gly Ala Cys Ser His 
85 90 95 

Ser Arg Ser Gin lie Leu Glu Gly Leu Gly Phe Asn Leu Thr Glu Leu 
100 105 110 

Ser Glu Ser Asp Val His Arg Gly Phe Gin His Leu Leu His Thr Leu 
115 120 125 

Asn Leu Pro Gly His Gly Leu Glu Thr Arg Val Gly Ser Ala Leu Phe 
130 135 140 

Leu Ser His Asn Leu Lys Phe Leu Ala Lys Phe Leu Asn Asp Thr Met 
145 150 155 160 

Ala Val Tyr Glu Ala Lys Leu Phe His Thr Asn Phe Tyr Asp Thr Val 
165 170 175 



203 



Gly Thr He Gin Leu He Asn Asp His Val Lys Lys Glu Thr Arg Gly 
180 185 190 

Lys He Val Asp Leu Val Ser Glu Leu Lys Lys Asp Val Leu Met Val 
195 200 205 

Leu Val Asn Tyr He Tyr Phe Lys Ala Leu Trp Glu Lys Pro Phe He 
210 ^ 215 220 

Ser Ser Arg Thr Thr Pro Lys Asp Phe Tyr Val Asp Glu Asn Thr Thr 
225 230 235 240 

Val Arg Val Pro Met Met Leu Gin Asp Gin Glu His His Trp Tyr Leu 
245 250 255 

His Asp Arg Tyr Leu Pro Cys Ser Val Leu Arg Met Asp Tyr Lys Gly 
260 265 270 

Asp Ala Thr Val Phe Phe He Leu Pro Asn Gin Gly Lys Met Arg Glu 
275 280 285 

He Glu Glu Val Leu Thr Pro Glu Met Leu Met Arg Trp Asn Asn Leu 
290 295 300 

Leu Arg Lys Arg Asn Phe Tyr Lys Lys Leu Glu Leu His Leu Pro Lys 
305 310 315 320 

Phe Ser He Ser Gly Ser Tyr Val Leu Asp Gin He Leu Pro Arg Leu 
325 330 335 

Gly Phe Thr Asp Leu Phe Ser Lys Trp Ala Asp Leu Ser Gly He Thr 
340 345 350 

Lys Gin Gin Lys Leu Glu Ala Ser Lys Ser Phe His Lys Ala Thr Leu 
355 360 365 

Asp Val Asp Glu Ala Gly Thr Glu Ala Ala Ala Ala Thr Thr Phe Ala 
370 375 380 

He Lys Phe Phe Ser Ala Gin Thr Asn Arg His He Leu Arg Phe Asn 
385 390 395 400 

Arg Pro Phe Leu Val Val He Phe Ser Thr Ser Thr Gin Ser Val Leu 
" 40 5 410 415 

Phe Leu Gly Lys Val Val Asp Pro Thr Lys Pro 
420 425 

<210> 573 

<211> 1284 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 
<222> (699) . . (699) 



204 



<223> wherein N is either a "C" or a "T" . 
<400> 573 

atgcatctta tcgactacct gctcctcctg ctggttggac tactggccct ttctcatggc 60 

cagctgcacg ttgagcatga tggtgagagt tgcagtaaca gctcccacca gcagattctg 120 

gagacaggtg agggctcccc cagcctcaag atagcccctg ccaatgctga ctttgccttc 180 

cgcttctact acctgatcgc ttcggagacc ccggggaaga acatcttttt ctccccgctg 240 

agcatctcgg cggcctacgc catgctttcc ctgggggcct gctcacacag ccgcagccag 300 

atccttgagg gcctgggctt caacctcacc gagctgtctg agtccgatgt ccataggggc 360 

ttccagcacc tcctgcacac tctcaacctc cccggccatg ggctggaaac acgcgtgggc 420 

agtgctctgt tcctgagcca caacctgaag ttccttgcaa aattcctgaa tgacaccatg 480 

gccgtctatg aggctaaact cttccacacc aacttctacg acactgtggg cacaatccag 540 

cttatcaacg accacgtcaa gaaggaaact cgagggaaga ttgtggattt ggtcagtgag 600 



a 
o 

W ctcaagaagg acgtcttgat ggtgctggtg aattacattt acttcaaagc cctgtgggag 660 

v I 

y!J aaaccattca tttcctcaag gaccactccc aaagactttt atgttgatga gaacacaaca 720 

ui 

jffl gtccgggtgc ccatgatgct gcaggaccag gagcatcact ggtatcttca tgacagatac 7 80 

t . ttgccctgct cggtgctacg gatggattac aaaggagacg caaccgtgtt tttcattctc 840 

in* 

cctaaccaag gcaaaatgag ggagattgaa gaggttctga ctccagagat gctaatgagg 900 

P 

Ul tggaacaact tgttgcggaa gaggaatttt tacaagaagc tagagttgca tcttcccaag 9 60 

Q 

m ttctccattt ctggctccta tgtattagat cagattttgc ccaggctggg cttcacggat 1020 

ctgttctcca agtgggctga cttatccggc atcaccaaac agcaaaaact ggaggcatcc 1080 

aaaagtttcc acaaggccac cttggacgtg gatgaggctg gcaccgaggc tgcagcagcc 1140 

accacgttcg cgatcaaatt cttctctgcc cagaccaatc gccacatcct gcgattcaac 1200 

cggcccttcc ttgtggtgat cttttccacc agcacccaga gtgtcctctt tctgggcaag 1260 

gtcgtcgacc ccacgaaacc atag 1284 

<210> 574 

<211> 427 

<212> PRT 

<213> Homo sapiens 

<400> 574 

Met His Leu lie Asp Tyr Leu Leu Leu Leu Leu Val Gly Leu Leu Ala 
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lis J ? 

a 



o 



1 5 10 15 

Leu Ser His Gly Gin Leu His Val Glu His Asp Gly Glu Ser Cys Ser 
20 25 30 

Asn Ser Ser His Gin Gin lie Leu Glu Thr Gly Glu Gly Ser Pro Ser 
35 40 45 

Leu Lys lie Ala Pro Ala Asn Ala Asp Phe Ala Phe Arg Phe Tyr Tyr 
50 55 60 

Leu lie Ala Ser Glu Thr Pro Gly Lys Asn lie Phe Phe Ser Pro Leu 
65 70 75 80 

Ser He Ser Ala Ala Tyr Ala Met Leu Ser Leu Gly Ala Cys Ser His 
85 90 95 

Ser Arg Ser Gin He Leu Glu Gly Leu Gly Phe Asn Leu Thr Glu Leu 
100 105 110 

Ser Glu Ser Asp Val His Arg Gly Phe Gin His Leu Leu His Thr Leu 
115 120 125 



Asn Leu Pro Gly His Gly Leu Glu Thr Arg Val Gly Ser Ala Leu Phe 
W 130 135 140 

m 

y3 Leu Ser His Asn Leu Lys Phe Leu Ala Lys Phe Leu Asn Asp Thr Met 
1JI 145 150 155 160 



Ala Val Tyr Glu Ala Lys Leu Phe His Thr Asn Phe Tyr Asp Thr Val 
165 170 " 175 



Gly Thr lie Gin Leu lie Asn Asp His Val Lys Lys Glu Thr Arg Gly 
180 185 " 190 

Ui 

Cl Lys lie Val Asp Leu Val Ser Glu Leu Lys Lys Asp Val Leu Met Val 
Ik 195 200 205 

Leu Val Asn Tyr He Tyr Phe Lys Ala Leu Trp Glu Lys Pro Phe He 
210 215 220 

Ser Ser Arg Thr Thr Pro Lys Asp Phe Tyr Val Asp Glu Asn Thr Thr 
225 230 235 240 

Val Arg Val Pro Met Met Leu Gin Asp Gin Glu His His Trp Tyr Leu 
245 250 255 

His Asp Arg Tyr Leu Pro Cys Ser Val Leu Arg Met Asp Tyr Lys Gly 
260 265 ~ 270 

Asp Ala Thr Val Phe Phe He Leu Pro Asn Gin Gly Lys Met Arg Glu 
275 280 285 

He Glu Glu Val Leu Thr Pro Glu Met Leu Met Arg Trp Asn Asn Leu 
290 295 300 

Leu Arg Lys Arg Asn Phe Tyr Lys Lys Leu Glu Leu His Leu Pro Lys 
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207 



aaaccattca tttcctcaag gaccactccc aaagacttct atgttgatga gaacacaaca 720 

gtccgggtgc ccatgatgct gcaggaccag gagcatcact ggtatcttca tgacagatac 780 

ttgccctgct cggtgctacg gatggattac aaaggagacg caaccgtgtt tttcattctc 840 

cc taaccaag gcaaaatgag ggagattgaa gaggttctga ctccagagat gctaatgagg 9 00 

tggaacaact tgttgcggaa gaggaatttt tacaagaagc tagagttgca tcttcccaag 960 

ttctccattt ctggc.tccta tgtattagat cagattttgc ccaggctggg cttcacggat 1020 

ctgttctcca agtgggctga cttatccggc atcaccaaac agcaaaaact ggaggcatcc 1080 

aaaagtttcc acaaggccac cttggacgtg gatgaggctg gcaccgaggc tgcagcagcc 1140 

accacgttcg cgatcaaatt cttctctgcc cagaccaatc gccacatcct gcgattcaac 1200 

cggcccttcc ttgtggtgat cttttccacc agcacccaga gtgtcctctt tctgggcaag 12 60 

it , gtcgtcgacc ccacgaaacc atag 1284 

o 

Q <210> 576 

P <211> 427 

<212> PRT 

<213> Homo sapiens 



<400> 576 



Met His Leu lie Asp Tyr Leu Leu Leu Leu Leu Val Gly Leu Leu Ala 
H 15 10 15 

!f! 5 

CI Leu Ser His Gly Gin Leu His Val Glu His Asp Gly Glu Ser Cys Ser 

yj 20 25 30 

6 

p..; Asn Ser Ser His Gin Gin lie Leu Glu Thr Gly Glu Gly Ser Pro Ser 

35 40 45 

Leu Lys lie Ala Pro Ala Asn Ala Asp Phe Ala Phe Arg Phe Tyr Tyr 
50 55 60 

Leu lie Ala Ser Glu Thr Pro Gly Lys Asn lie Phe Phe Ser Pro Leu 
65 70 75 80 

Ser lie Ser Ala Ala Tyr Ala Met Leu Ser Leu Gly Ala Cys Ser His 
85 90 95 

Ser Arg Ser Gin lie Leu Glu Gly Leu Gly Phe Asn Leu Thr Glu Leu 
100 105 110 

Ser Glu Ser Asp Val His Arg Gly Phe Gin His Leu Leu His Thr Leu 
115 120 125 

Asn Leu Pro Gly His Gly Leu Glu Thr Arg Val Gly Ser Ala Leu Phe 
130 135 140 



208 



* 



Leu Ser His Asn Leu Lys Phe Leu Ala Lys Phe Leu Asn Asp Thr Met 
145 150 155 160 

Ala Val Tyr Glu Ala Lys Leu Phe His Thr Asn Phe Tyr Asp Thr Val 
165 170 175 

Gly Thr He Gin Leu He Asn Asp His Val Lys Lys Glu Thr Arg Gly 
180 185 190 

Lys He Val Asp Leu Val Ser Glu Leu Lys Lys Asp Val Leu Met Val 
195 200 205 

Leu Val Asn Tyr He Tyr Phe Lys Ala Leu Trp Glu Lys Pro Phe He 
210 215 220 

Ser Ser Arg Thr Thr Pro Lys Asp Phe Tyr Val Asp Glu Asn Thr Thr 
225 23 ° 235 240 

Val Arg Val Pro Met Met Leu Gin Asp Gin Glu His His Trp Tyr Leu 
245 250 255 

H- His Asp Arg Tyr Leu Pro Cys Ser Val Leu Arg Met Asp Tyr Lys Gly 
260 265 270 

G 

Q Asp Ala Thr Val Phe Phe He Leu Pro Asn Gin Gly Lys Met Arg Glu 

Ui 275 280 285 

f£J 

i ?k Ile Glu Glu Val Leu Thr Pro Glu Met Leu Met Arg Trp Asn Asn Leu 
m 290 295 300 

■ Leu Arg Lys Arg Asn Phe Tyr Lys Lys Leu Glu Leu His Leu Pro Lys 
£ 305 310 315 320 

i! y 

p Phe Ser Ile Ser Gly Ser Tyr Val Leu Asp Gin He Leu Pro Arg Leu 
MI 325 330 335 



<iz:e 

!: > 



Gly Phe Thr Asp Leu Phe Ser Lys Trp Ala Asp Leu Ser Gly Ile Thr 
340 345 350 

Lys Gin Gin Lys Leu Glu Ala Ser Lys Ser Phe His Lys Ala Thr Leu 
355 3 60 365 

Asp Val Asp Glu Ala Gly Thr Glu Ala Ala Ala Ala Thr Thr Phe Ala 
370 375 380 

Ile Lys Phe Phe Ser Ala Gin Thr Asn Arg His Ile Leu Arg Phe Asn 
385 3 90 395 400 

Arg Pro Phe Leu Val Val Ile Phe Ser Thr Ser Thr Gin Ser Val Leu 
405 410 415 

Phe Leu Gly Lys Val Val Asp Pro Thr Lys Pro 
420 425 

<210> 577 
<211> 1284 
<212> DNA 



209 



yll 



<213> Homo sapiens 
<220> 

<221> misc_f eature 

<222> (699) . . (699) 

<223> wherein N is either a "C" or a "T" 



<220> 

<221> misc_f eature 

<222> (1143) . . (1143) 

<223> wherein N is either a "C" or a 



<220> 

<221> mi sc__f eature 

<222> (412) . . (412) 

<223> wherein N is either a "C" or a "T" 



<220> 

<221> misc_f eature 

G <222> (597) . . (597) 

CJ <22 3> wherein N is either a " T " or a "C" 



P 



<400> 577 
atgcatctta 


tcgactacct 


gctcctcctg 


ctggttggac 


tactggccct 


ttctcatggc 


60 


cagctgcacg 


ttgagcatga 


tggtgagagt 


tgcagtaaca 


gctcccacca 


gcagattctg 


120 


gagacaggtg 


agggctcccc 


cagcctcaag 


atagcccctg 


ccaatgctga 


ctttgccttc 


180 


cgcttctact 


acctgatcgc 


ttcggagacc 


ccggggaaga 


acatcttttt 


ctccccgctg 


240 


agcatctcgg 


cggcctacgc 


catgctttcc 


ctgggggcct 


gctcacacag 


ccgcagccag 


300 


atccttgagg 


gcctgggctt 


caacctcacc 


gagctgtctg 


agtccgatgt 


ccataggggc 


360 


ttccagcacc 


tcctgcacac 


tctcaacctc 


cccggccatg 


ggctggaaac 


angcgtgggc 


420 


agtgctctgt 


tcctgagcca 


caacctgaag 


ttccttgcaa 


aattcctgaa 


tgacaccatg 


480 


gccgtctatg 


aggctaaact 


cttccacacc 


aacttctacg 


acactgtggg 


cacaatccag 


540 


cttatcaacg 


accacgtcaa 


gaaggaaact 


cgagggaaga 


ttgtggattt 


ggtcagngag 


600 


ctcaagaagg 


acgtcttgat 


ggtgctggtg 


aattacattt 


acttcaaagc 


cctgtgggag 


660 


aaaccattca 


tttcctcaag 


gaccactccc 


aaagacttnt 


atgttgatga 


gaacacaaca 


720 


gtccgggtgc 


ccatgatgct 


gcaggaccag 


gagcatcact 


ggtatcttca 


tgacagatac 


780 


ttgccctgct 


cggtgctacg 


gatggattac 


aaaggagacg 


caaccgtgtt 


tttcattctc 


840 


cctaaccaag 


gcaaaatgag 


ggagattgaa 


gaggttctga 


ctccagagat 


gctaatgagg 


900 



210 



i! 5* 



in 



■ * 



tggaacaact 


tgttgcggaa 


gaggaatttt 


tacaagaagc 


tagagttgca 


tcttcccaag 


960 


ttctccattt 


ctggctccta 


tgtattagat 


cagattttgc 


ccaggctggg 


cttcacggat 


1020 


ctgttctcca 


agtgggctga 


cttatccggc 


atcaccaaac 


agcaaaaact 


ggaggcatcc 


1080 


aaaagtttcc 


acaaggccac 


cttggacgtg 


gatgaggctg 


gcaccgaggc 


tgcagcagcc 


1140 


acnacgttcg 


cgatcaaatt 


cttctctgcc 


cagaccaatc 


gccacatcct 


gcgattcaac 


1200 


cggcccttcc 


ttgtggtgat 


cttttccacc 


agcacccaga 


gtgtcctctt 


tctgggcaag 


1260 


gtcgtcgacc 


ccacgaaacc 


atag 








1284 



<210> 578 

<211> 427 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (138) . . (138) 

<223> wherein Xaa is either "Arg" or a "Cys' 

<400> 578 



0! Met His Leu lie Asp Tyr Leu Leu Leu Leu Leu Val Gly Leu Leu Ala 
s 15 10 15 



Leu Ser His Gly Gin Leu His Val Glu His Asp Gly Glu Ser Cys Ser 
20 25 30 



Asn Ser Ser His Gin Gin lie Leu Glu Thr Gly Glu Gly Ser Pro Ser 
1 35 40 45 

Leu Lys lie Ala Pro Ala Asn Ala Asp Phe Ala Phe Arg Phe Tyr Tyr 
50 55 60 

Leu He Ala Ser Glu Thr Pro Gly Lys Asn lie Phe Phe Ser Pro Leu 
65 70 75 80 

Ser He Ser Ala Ala Tyr Ala Met Leu Ser Leu Gly Ala Cys Ser His 
85 90 95 

Ser Arg Ser Gin He Leu Glu Gly Leu Gly Phe Asn Leu Thr Glu Leu 
100 105 HO 

Ser Glu Ser Asp Val His Arg Gly Phe Gin His Leu Leu His Thr Leu 
115 120 125 

Asn Leu Pro Gly His Gly Leu Glu Thr Xaa Val Gly Ser Ala Leu Phe 
130 135 140 

Leu Ser His Asn Leu Lys Phe Leu Ala Lys Phe Leu Asn Asp Thr Met 
145 150 155 160 



211 



Ala Val Tyr Glu Ala Lys Leu 
165 



Phe His Thr Asn Phe Tyr Asp Thr Val 
170 175 



Gly Thr lie Gin Leu lie Asn Asp His Val Lys Lys Glu Thr Arg Gly 
180 185 190 

Lys lie Val Asp Leu Val Sex Glu Leu Lys Lys Asp Val Leu Met Val 
195 200 205 

Leu Val Asn Tyr lie Tyr Phe Lys Ala Leu Trp Glu Lys Pro Phe lie 
210 215 220 

Ser Ser Arg Thr Thr Pro Lys Asp Phe Tyr Val Asp Glu Asn Thr Thr 
225 230 235 240 

Val Arg Val Pro Met Met Leu Gin Asp Gin Glu His His Trp Tyr Leu 
245 250 255 

His Asp Arg Tyr Leu Pro Cys Ser Val Leu Arg Met Asp Tyr Lys Gly 
260 265 270 

Asp Ala Thr Val Phe Phe lie Leu Pro Asn Gin Gly Lys Met Arg Glu 
275 280 285 

lie Glu Glu Val Leu Thr Pro Glu Met Leu Met Arg Trp Asn Asn Leu 
290 295 300 

Leu Arg Lys Arg Asn Phe Tyr Lys Lys Leu Glu Leu His Leu Pro Lys 
305 310 315 320 

Phe Ser lie Ser Gly Ser Tyr Val Leu Asp Gin lie Leu Pro Arg Leu 
325 330 335 

Gly Phe Thr Asp Leu Phe Ser Lys Trp Ala Asp Leu Ser Gly lie Thr 
340 345 350 

Lys Gin Gin Lys Leu Glu Ala Ser Lys Ser Phe His Lys Ala Thr Leu 
355 360 365 

Asp Val Asp Glu Ala Gly Thr Glu Ala Ala Ala Ala Thr Thr Phe Ala 
370 375 380 

lie Lys Phe Phe Ser Ala Gin Thr Asn Arg His lie Leu Arg Phe Asn 
385 390 395 400 

Arg Pro Phe Leu Val Val lie Phe Ser Thr Ser Thr Gin Ser Val Leu 
405 410 415 

Phe Leu Gly Lys Val Val Asp Pro Thr Lys Pro 



420 



425 



<210> 
<211> 
<212> 
<213> 



579 

18 

DNA 



Homo sapiens 



212 



<400> 579 

tgtcatcaat ggggtcat 18 

<210> 580 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 580 

cggcggaggc aggcccgg 18 

<210> 581 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 581 

gcctgcatcc tgctcctc 18 

Q <210> 582 

P <211> 18 

Q <212> DNA 

|if I <213> Homo sapiens 



Lf! 

m 



<400> 582 

acgcgggagg aggtcaga 18 



H : <210> 583 

rii <2ii> is 

O <212> DNA 

jhj <213> Homo sapiens 



<400> 583 

tggagaatgc gtgtattt 18 

<210> 584 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 584 

tgtctgttcg tgaggact 18 

<210> 585 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 585 

ccttccttcc gaagagaac 19 



213 



<210> 586 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 586 

aaacacccgc acccaggaa 



<210> 587 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 587 

gtacgtggcg tacaaagaa 



<210> 588 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 588 

atgacatcat tacccagcc 



<210> 589 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 589 

catcatcgat gtaatcaca 



<210> 590 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 590 

gccagaaagg gggctgcag 



<210> 591 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 591 

caggagaact gccatccag 



<210> 592 
<211> 19 



<212> DNA 

<213> Homo sapiens 

<400> 592 

aagtgggaac gactgggca 



<210> 593 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 593 

tgaggcatca ttacgcaga 



<210> 594 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 594 

aggtgctcat tggctccct 



<210> 595 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 595 
tgaaagaacc acatggcc 



<210> 596 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 596 

atcatagata taaatatat 



<210> 597 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 597 

agttgacaac tttcacacc 



<210> 598 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<400> 598 
attagtagcc tacctggt 

<210> 599 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 599 

gaatgctaat ataaagata 



<210> 600 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 600 

agaataatgc ttggcacac 



18 



19 



19 









a 


<210> 


601 


CI 
G 

m 


<211> 


19 


<212> 


DNA 


<213> 


Homo sapiens 






m 


<400> 


601 


m 


atcagacaca tttttaggt 



19 



;Z <210> 602 

yf <2n> 19 

U <212> DNA 

Uf <213> Homo sapiens 

[Mi <400> 602 

gcctgcagat gtcctgtac 



19 



<210> 603 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 603 

caaagacttc tatgttgat 



<210> 604 

<211> 15 

<212> DNA 

<213> Homo sapiens 

<400> 604 
gagttagaac attag 



216 



<210> 605 

<211> 17 

<212> DNA 

<213> Homo sapiens 

<400> 605 

cccacaaact gcttcgg 17 

<210> 606 

<211> 21 

<212> DNA 

< 2 1 3 > Homo s api ens 

<400> 606 

cttgagctca ctgaccaaat c 21 

<210> 607 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 607 

gaggatggct atcctcaga 19 

<210> 608 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 608 

tccacaacat ctgtggag ig 

<210> 609 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 609 

ccaaagttgt ggggatag 18 

<210> 610 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 610 

tgtttgtttg gttgtttgt 19 

<210> 611 
<211> 18 
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<212> DNA 

<213> Homo sapiens 

<400> 611 
tgtcatcaac ggggtcat 



<210> 612 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 612 
cggcggagac aggcccgg 



<210> 613 

<211> 18 

<212> DNA 

<213> Homo sapiens 

H <400> 613 

O gcctgcatcg tgctcctc 18 

9 

<210> 614 

0 <211> 18 

£jj <212> DNA 

|p f s <213> Homo sapiens 

* <400> 614 

acgcgggaag aggtcaga 18 

if: S 

til <210> 615 

p <211> 18 

J'f <212> DNA 

<213> Homo sapiens 

<400> 615 

tggagaatga gtgtattt IS 



<210> 616 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 616 
tgtctgtttg tgaggact 



<210> 617 

<211> 19 

<212> DNA 

<213> Homo sapiens 
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<400> 617 

ccttccttca gaagagaac 19 

<210> 618 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 618 

aaacacccgt acccaggaa 19 

<210> 619 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 619 

gtacgtggca tacaaagaa 19 

O <210> 620 

Q <211> 19 

p <212> DNA 

fjf§ <213> Homo sapiens 



m 
m 



<400> 620 

atgacatcac tacccagcc 19 



H <210> 621 

R| <211> 19 

Q <212> DNA 

|:f <213> Homo sapiens 

<400> 621 

catcatcgac gtaatcaca 19 

<210> 622 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 622 

gccagaaaga gggctgcag 19 

<210> 623 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 623 

caggagaacc gccatccag 19 
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<210> 624 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 624 

aagtgggaat gactgggca 



<210> 625 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 625 

tgaggcatct ttacgcaga 



<210> 626 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 626 

aggtgctcac tggctccct 



<210> 627 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 627 
tgaaagaaac acatggcc 



<210> 628 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 628 

atcatagatg taaatatat 



<210> 629 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 629 

agttgacaag tttcacacc 



<210> 630 
<211> 18 



<212> DNA 

<213> Homo sapiens 

<400> 630 
attagtagct tacctggt 



<210> 631 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 631 

gaatgctaac ataaagata 



<210> 632 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 632 

agaataatgt ttggcacac 



<210> 633 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 633 

atcagacacg tttttaggt 



<210> 634 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 634 

gcctgcagag gtcctgtac 



<210> 635 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 635 

caaagacttt tatgttgat 



<210> 636 

<211> 15 

<212> DNA 

<213> Homo sapiens 



<400> 636 
gagttagagc attag 



15 



<210> 637 

<211> 17 

<212> DNA 

<213> Homo sapiens 



<400> 637 
cccacaaaca gcttcgg 



17 



<210> 638 

<211> 21 

<212> DNA 

<213> Homo sapiens 



h 



P ?* 



<400> 638 

cttgagctcg ctgaccaaat c 



<210> 639 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 639 

gaggatggca atcctcaga 



21 



19 



a 



<210> 640 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 640 
tccacaacct ctgtggag 



18 



<210> 641 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<400> 641 
ccaaagttgc ggggatag 



18 



<210> 642 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<400> 642 

tgtttgtttc gttgtttgt 



19 
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• 



<210> 643 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 643 

ctcctctgcc gtgtcatcaa cggggtcatc aaggccaatt t 41 

<210> 644 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 644 

ggaaggcagc agcggcggag gcaggcccgg gtcacctgcg t 41 

<210> 645 

p . <211> 41 

J; <212> DNA 

<213> Homo sapiens 

D <400> 645 

|j| tgaacatcac cgcctgcatc ctgctcctcc cccatgaggc c 41 

in 

pi <210> 646 

J" <211> 41 

<212> DNA 

jLj <213> Homo sapiens 

O <400> 646 

U| gcctccctgc gaacgcggga ggaggtcagc aggacaagag t 41 

o 

u 

<210> 647 

<211> 41 

<212>. DNA 

<213> Homo sapiens 

<400> 647 

ctggggattg caaaatacac gcattctcca gcagggagga g 41 

<210> 648 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 648 

ggtgggcacg gagtcctcac gaacagacag aaacattgat a 41 

<210> 649 
<211> 41 
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<212> DNA 

<213> Homo sapiens 

<400> 649 

agccttaaaa cccttccttc agaagagaac agataagagt g 



<210> 650 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 650 

agctgtcctg tttcctgggt acgggtgttt gcgctcccct g 



<210> 651 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 651 

agtcctggga tttctttgta tgccacgtac ggctcccaag g 



<210> 652 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<400> 652 

catctttcaa gggatgggta gtgatgtcat cagcctcctg g 



<210> 653 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 653 

gaggcgatct gtgtgattac atcgatgatg cgctcgtcct g 



<210> 654 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 654 

tgggttctga cctgcagccc cctttctggc acactccctg g 



<210> 655 

<211> 41 

<212> DNA 

< 2 1 3 > Homo s api ens 
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<400> 655 

ttgcaccaaa gctggatggc agttctcctg gagatctaag t 



<210> 656 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 656 

ggtggtggca gtgcccagtc gttcccactt gagtctttga g 

<210> 657 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 657 

tcccagttac gtctgcgtaa tgatgcctca catgtacgta g 

<210> 658 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 658 

tgacaggtgg aagggagcca atgagcacct actgtgtgcc a 

<210> 659 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 659 

acttatagtt ttgaaaagaa ccacatggcc tctcttcttt c 



<210> 660 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 660 

tccagatgta catatattta catctatgat ctatggtttc t 

<210> 661 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 661 

gacaaggaat gggtgtgaaa cttgtcaact gggtgtactc a 
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<210> 662 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 662 

cactactaaa aattagtagc 

<210> 663 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 663 

tttgctgaag agaatgctaa 

<210> 664 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 664 

gtaaatgact cagaataatg 

<210> 665 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 665 

ctaggaatga tatcagacac 

<210> 666 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 666 

ctagctctgt ggcctgcaga 

<210> 667 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 667 

aggaccactc ccaaagactt 

<210> 668 
<211> 41 



ctacctggtt caagtaataa g 



tataaagata tccttttgac c 



cttggcacac aggaagaaca c 



atttttaggt gcagtgacaa a 



tgtcctgtac cttcttttca t 



ctatgttgat gagaacacaa c 



226 



<212> DNA 

<213> Homo sapiens 

<400> 668 

gcttgttcat taatctaatg ttctaactca atgccccttt c 



<210> 669 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 669 

gaggtggtct gagccgaagc tgtttgtggg gacagaactc a 



<210> 670 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 670 

aagattgtgg atttggtcag tgagctcaag aaggacgtct t 



<210> 671 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 671 

ctaaaataaa ctctgaggat agccatcctc catgcaaaat c 



<210> 672 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 672 

catataaagc actccacaga tgtttgtgga acagacccta a 



<210> 673 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 673 

cgggtaccaa ttctatcccc acaactttgg gcaggtcact t 



<210> 674 

<211> 41 

<212> DNA 

<213> Homo sapiens 
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<400> 674 

caaacaaaca aacaaacaac 

<210> 675 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 675 

ctcctctgcc gtgtcatcaa 

<210> 676 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 676 

ggaaggcagc agcggcggag 

<210> 677 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 677 

tgaacatcac cgcctgcatc 

<210> 678 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 678 

gcctccctgc gaacgcggga 

<210> 679 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 679 

ctggggattg caaaatacac 

<210> 680 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 680 

ggtgggcacg gagtcctcac 



caaacaaaca aaaaaaaccc a 



tggggtcatc aaggccaatt t 



acaggcccgg gtcacctgcg t 



gtgctcctcc cccatgaggc c 



agaggtcagc aggacaagag t 



tcattctcca gcagggagga g 



aaacagacag aaacattgat a 
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<210> 681 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 681 

agccttaaaa cccttccttc 



<210> 682 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 682 

agctgtcctg tttcctgggt 

<210> 683 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 683 

agtcctggga tttctttgta 

<210> 684 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 684 

catctttcaa gggatgggta 

<210> 685 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 685 

gaggcgatct gtgtgattac 

<210> 686 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 686 

tgggttctga cctgcagccc 

<210> 687 
<211> 41 



cgaagagaac agataagagt g 



gcgggtgttt gcgctcccct g 



cgccacgtac ggctcccaag g 



atgatgtcat cagcctcctg g 



gtcgatgatg cgctcgtcct g 



tctttctggc acactccctg g 
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<212> DNA 

<213> Homo sapiens 

<400> 687 

ttgcaccaaa gctggatggc ggttctcctg gagatctaag t 



<210> 688 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 688 

ggtggtggca gtgcccagtc attcccactt gagtctttga g 



<210> 689 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 689 

tcccagttac gtctgcgtaa agatgcctca catgtacgta g 



<210> 690 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 690 

tgacaggtgg aagggagcca gtgagcacct actgtgtgcc a 



<210> 691 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<400> 691 

acttatagtt ttgaaaagaa acacatggcc tctcttcttt c 



<210> 692 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 692 

tccagatgta catatattta tatctatgat ctatggtttc t 



<210> 693 

<211> 41 

<212> DNA 

<213> Homo sapiens 
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<400> 693 

gacaaggaat gggtgtgaaa gttgtcaact gggtgtactc 



<210> 694 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 694 

cactactaaa aattagtagc ttacctggtt caagtaataa 



<210> 695 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<400> 695 

tttgctgaag agaatgctaa cataaagata tccttttgac 



<210> 696 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<400> 696 

gtaaatgact cagaataatg tttggcacac aggaagaaca 



<210> 697 

<211> 41 

<212> DNA 

<213> Homo sapiens 



<400> 697 

ctaggaatga tatcagacac gtttttaggt gcagtgacaa 



<210> 698 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 698 

ctagctctgt ggcctgcaga ggtcctgtac cttcttttca 



<210> 699 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 699 

aggaccactc ccaaagactt ttatgttgat gagaacacaa < 
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<210> 700 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 700 

gcttgttcat taatctaatg ctctaactca atgccccttt c 



<210> 701 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 701 

gaggtggtct gagccgaagc agtttgtggg gacagaactc a 



<210> 702 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 702 

aagattgtgg atttggtcag cgagctcaag aaggacgtct t 



<210> 703 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 703 

ctaaaataaa ctctgaggat tgccatcctc catgcaaaat c 



<210> 704 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 704 

catataaagc actccacaga ggtttgtgga acagacccta a 



<210> 705 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 705 

cgggtaccaa ttctatcccc gcaactttgg gcaggtcact t 



<210> 706 
<211> 41 
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<212> DNA 

<213> Homo sapiens 



<400> 706 

caaacaaaca aacaaacaac gaaacaaaca aaaaaaaccc 

<210> 707 

<211> 21 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 707 

gcctctgatc tggtgtttgt c 



<210> 708 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 708 

gcctctgatc tggtgtttgt c 



<210> 709 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 709 

gcctctgatc tggtgtttgt c 



<210> 710 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 710 

cactttgcaa ggattgtgga g 

<210> 711 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 711 

ggcagggcag gaattagtct 



<210> 712 

<211> 20 

<212> DNA 

<213> Homo' sapiens 
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<400> 712 

ggcagggcag gaattagtct 



<210> 713 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 713 

ctgggatttc tttgtatgcc 



<210> 714 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 714 

ctgggatttc tttgtatgcc 



<210> 715 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 715 
accttcgctc tccgctct 



<210> 716 

<211> 21 

<212> DNA 

<213> Homo 

<400> 716 
acgaccacag 



sapiens 



ggaaacttct 



<210> 717 

<211> 20 

<212> DNA 

<213> Homo 

<400> 717 
ggcagggcag 



sapiens 
gaattagtct 



<210> 718 

<211> 20 

<212> DNA 

<213> Homo 

<400> 718 
ggcagggcag 



sapiens 
gaattagtct 



<210> 719 

<211> 21 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 719 

gacctccttg tccatcagtg a 



<210> 720 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 720 

tcccagttac gtctgcgtaa t 



<210> 721 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 721 

gccaccttcc aataaaccat t 



<210> 722 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 722 

gccaccttcc aataaaccat t 



<210> 723 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 723 

ttaaaaaccc aaagccaaag g 



<210> 724 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 724 

caccatagca gagaaagaag ca 



<210> 725 
<211> 22 



<212> DNA 

<213> Homo sapiens 



<400> 725 

caccatagca gagaaagaag ca 



<210> 726 

<211> 21 

<212> DNA 

<213> Homo 

<400> 726 
gtaaggttgg 



sapiens 



cagacatcag g 



<210> 727 

<211> 21 

<212> DNA 

<213> Homo 

<400> 727 
gtaaggttgg 



sapiens 



cagacatcag g 



<210> 728 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 728 

ctgtgggatc cttctggaat t 



<210> 729 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 729 

ctgtgggatc cttctggaat t 



<210> 730 

<211> 21 

<212> DNA 

<213> Homo 

<400> 730 
ggacatcttg 



sapiens 
atgggctcat a 



<210> 731 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 731 

ggacatcttg atgggctcat a 



<210> 732 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 732 

gcctgggtac aaaggaacct 



<210> 733 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 733 

gcctgggtac aaaggaacct 



<210> 734 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 734 

aagaacatct ttttctcccc g 



<210> 735 

<211> 21 

<212> DNA 

<213> Homo 

<400> 735 
tagaagcttt 



sapiens 
ttggcctgac a 



<210> 736 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 736 

tagaagcttt ttggcctgac a 



<210> 737 

<211> 21 

<212> DNA 

<213> Homo 

<400> 737 
atggtgagac 



sapiens 
cccgactcta t 



<210> 738 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 738 

atggtgagac cccgactcta t 



<210> 739 

<211> 21 

<212> DNA 

<213> Homo 

<400> 739 
ctgtggtctt 



sapiens 
gctatccttc g 



<210> 740 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 740 

ctgtggtctt gctatccttc g 



<210> 741 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 741 

ctgtggtctt gctatccttc g 



<210> 742 

<211> 21 

<212> DNA 

<213> Homo 

<400> 742 
aagaaagcca 



sapiens 
agcttcttgg t 



<210> 743 

<211> 21 

<212> DNA 

<213> Homo 

<400> 743 
agatccagac 



sapiens 



agagaggagg g 



<210> 744 
<211> 21 



<212> DNA 

<213> Homo sapiens 



<400> 744 

agatccagac agagaggagg g 



<210> 745 

<211> 21 

<212> DNA 

<213> Homo 

<400> 745 
agagcctaca 



sapiens 
gccagttcac a 



<210> 746 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 746 

agagcctaca gccagttcac a 



<210> 747 

<211> 21 

<212> DNA 

<213> Homo 

<400> 747 
agaaacctcc 



sapiens 



gccatacatc t 



<210> 748 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 748 
gaggacgttt ttgccgtc 



<210> 749 

<211> 21 

<212> DNA 

<213> Homo 

<400> 749 
agatccagac 



sapiens 
agagaggagg g 



<210> 750 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 750 

agatccagac agagaggagg g 



<210> 751 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 751 

gggctgctgt gaatttgtgt a 



<210> 752 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 752 

gctgagtgca caagtgagtt g 



<210> 753 

<211> 21 

<212> DNA 

<213> Homo 

<400> 753 
gggtgatatg 



sapiens 



gacagcagaa g 



<210> 754 

<211> 21 

<212> DNA 

<213> Homo 

<400> 754 
gggtgatatg 



sapiens 



gacagcagaa g 



<210> 755 

<211> 21 

<212> DNA 

<213> Homo 

<400> 755 
tttctcgttt 



sapiens 
tccaaaagcc t 



<210> 756 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 756 

gccaagtcaa agagaagaaa cc 



# 



CI 

O 



m 



<210> 757 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 757 

gccaagtcaa agagaagaaa cc 22 

<210> 758 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 758 

aaaaatcatg tggtcaaaag ga 22 

<210> 759 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 759 

aaaaatcatg tggtcaaaag ga 22 

ffl <210> 760 

5 <211> 24 

1^ <212> DNA 

fi| <213> Homo sapiens 

: f s * <400> 760 

te* caattacatc ctctcattgt ttgc 0A 

<210> 761 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 761 

caattacatc ctctcattgt ttgc 24 

<210> 762 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 762 

tggggcactg tctttcatta g 21 

<210> 763 
<211> 21 
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<212> DNA 

<213> Homo sapiens 

<400> 763 

tggggcactg tctttcatta g 21 

<210> 764 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 764 

ccgagttctc tagggattgc t 21 

<210> 765 

<211> 21 

<212> DNA 

<213> Homo sapiens 

H 

f| <400> 765 

q ccgagttctc tagggattgc t 21 

*Ij <210> 766 

«;{ <211> 22 

W <212> DNA 

Pi <213> Homo sapiens 



<400> 766 

caacaaatta gtgggttgga gg 22 



ru 
o 

jjjj' <210> 767 

<211> 21 

H <212> DNA 

<213> Homo sapiens 

<400> 767 

tgagctctgc acagcactag a 21 

<210> 768 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 768 

tgagctctgc acagcactag a 21 

<210> 769 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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0 

[if! 



<400> 769 

tgttaccccg tacagacaag g 21 

<210> 770 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 770 

tgttaccccg tacagacaag g 21 

<210> 771 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 771 

cccttctggg cagagaatat c 21 

<210> 772 

<211> 21 

<212> DNA 

<213> Homo sapiens 



l«i <400> 772 

{?l cccttctggg cagagaatat c 21 

U 

p| <210> 773 

<211> 21 

J*|J <212> DNA 

Jj? <213> Homo sapiens 

N <400> 773 

cccttctggg cagagaatat c 21 

<210> 774 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 774 

tctgggtttc ctcctaccac t 21 

<210> 775 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 775 

ggtgttttac cggagacatc a 21 



243 



<210> 776 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 776 

ggtgttttac cggagacatc a 



<210> 777 

<211> 21 

<212> DNA 

<213> Homo 

<400> 777 
cagaagctgt 



sapiens 
cctgtttcct g 



<210> 778 

<211> 21 

<212> DNA 

<213> Homo 

<400> 778 
cagaagctgt 



sapiens 
cctgtttcct g 



<210> 779 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 779 
accttcgctc tccgctct 



<210> 780 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 780 

ctctgtgctg ggacagtttg t 



<210> 781 

<211> 21 

<212> DNA 

<213> Homo 

<400> 781 
ggtgttttac 



sapiens 



cggagacatc a 



<210> 782 
<211> 21 



<212> DNA 

<213> Homo sapiens 

<400> 782 

ggtgttttac cggagacatc a 



<210> 783 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 783 

aatcctggtc tccaggttgt t 





<210> 


784 




<211> 


21 




<212> 


DNA 




<213> 


Homo sapiens 




<400> 


784 


d 


acgtagcacc ctttgctttt c 


m 


<210> 


785 




<211> 


21 


}j ?? 


<212> 


DNA 


: h ; B 


<213> 


Homo sapiens 


it: 

N 


<400> 


785 


1H i 

i: 


ttgctgagac aggaacagtc c 








Ul 


<210> 


786 


e 


<211> 


21 


i: : 
"SSf 


<212> 


DNA 




<213> 


Homo s ap i ens 




<400> 


786 



21 



21 



ttgctgagac aggaacagtc c , 



<210> 787 

<211> 21 

<212> DNA 

<213> Homo 

<400> 787 
ttttgaaaag 



sapiens 
aaccacatgg c 



<210> 788 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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fr s S 



In 



a 



<400> 788 

cagctgtgtc acaagtcctc a 21 

<210> 789 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 789 

cagctgtgtc acaagtcctc a 21 

<210> 790 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 790 

tcattcatgt ccttgccctt a 21 



<210> 791 

<211> 21 

<212> DNA 

<213> Homo sapiens 



•IS' s 

p| <400> 791 

01 tcattcatgt ccttgccctt a 21 

s 

k, <210> 792 

5.IJ <211> 21 

<212> DNA 



<213> Homo sapiens 
<400> 792 

gcacacagga agaacacaca a 21 

<210> 793 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 793 

gcacacagga agaacacaca a 21 

<210> 794 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 794 

gatctggagc gactgtttct g 21 
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<210> 795 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 795 

gatctggagc gactgtttct g 



<210> 796 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 796 

ctttcaacat ccatttgtgg g 



<210> 797 

<211> 21 

<212> DNA 

<213> Homo 

<400> 797 
ctttcaacat 



sapiens 
ccatttgtgg g 



<210> 798 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 798 

ctacgccatg ctttccctg 



<210> 799 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 799 

ttgggggaga aactggagta t 



<210> 800 

<211> 21 

<212> DNA 

<213> Homo 

<400> 800 
ttgggggaga 



sapiens 
aactggagta t 



<210> 801 
<211> 21 



<212> DNA 

<213> Homo sapiens 

<400> 801 

aaaaattagc tgggtgtggc t 



<210> 802 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 802 

aaaaattagc tgggtgtggc t 



<210> 803 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 803 

cactcttgtc ctgctgacct c 



<210> 804 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 804 

cactcttgtc ctgctgacct c 



H 

|f <210> 805 

p <211> 21 

H <212> DNA 

<213> Homo sapiens 

<400> 805 

cactcttgtc ctgctgacct c 



<210> 806 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 806 

tcaatgctgt tttaattccg c 



<210> 807 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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<400> 807 

ggttgtgctg ctgctattca t 



<210> 808 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 808 

ggttgtgctg ctgctattca t 



<210> 809 

<211> 21 

<212> DNA 

<213> Homo 

<400> 809 
gccacccata 



sapiens 
aactgatctg a 



<210> 810 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 810 

gccacccata aactgatctg a 



<210> 811 

<211> 21 

<212> DNA 

<213> Homo 

<400> 811 
agaaacctcc 



sapiens 



gccatacatc t 



<210> 812 

<211> 21 

<212> DNA 

<213> Homo 

<400> 812 
gagctacgca 



sapiens 
aacatggaaa t 



<210> 813 

<211> 21 

<212> DNA 

<213> Homo 

<400> 813 
ggttgtgctg 



sapiens 
ctgctattca t 



<210> 814 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 814 

ggttgtgctg ctgctattca t 



<210> 815 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 815 

tgagggacag ttgcttttca g 



<210> 816 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 816 

tgccctgggt ttctttaatc t 



<210> 817 

<211> 21 

<212> DNA 

<213> Homo 

<400> 817 
tattgcacaa 



sapiens 



ccatctgtcc c 



<210> 818 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 818 

tattgcacaa ccatctgtcc c 



<210> 819 

<211> 21 

<212> DNA 

<213> Homo 

<400> 819 
agtgggatct 



sapiens 
ttggaggaaa a 



<210> 820 
<211> 21 



<212> DNA 

<213> Homo sapiens 

<400> 820 

acatctggaa cccctcaaaa g 21 

<210> 821 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 821 

acatctggaa cccctcaaaa g 21 

<210> 822 

<211> 23 

<212> DNA 

<213> Homo sapiens 

H- 

p <400> 822 

q tcttcagcaa aatttccatt gtt 23 

Q 

<210> 823 

<211> 23 

<212> DNA 

yl <213> Homo sapiens 

if 

<400> 823 

•pi tcttcagcaa aatttccatt gtt 23 

2 

ii ■ jj 

j]f <210> 824 

W <211> 21 

H <212> DNA 

< 2 1 3 > Homo s api ens 

<400> 824 

cctcccccat gtctctctat c 21 



<210> 825 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 825 

cctcccccat gtctctctat c 



<210> 826 

<211> 21 

<212> DNA 

<213> Homo sapiens 
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<400> 826 

cacactgatt acctcttccg c 



<210> 827 

<211> 21 

<212> DNA 

<213> Homo 

<400> 827 
cacactgatt 



sapiens 
acctcttccg c 



<210> 828 

<211> 21 

<212> DNA 

<213> Homo 

<400> 828 
actttggatg 



sapiens 
cctccagttt t 



<210> 829 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 829 

actttggatg cctccagttt t 



<210> 830 

<211> 21 

<212> DNA 

<213> Homo 

<400> 830 
cggtggtgtg 



sapiens 



gatttagcat a 



<210> 831 

<211> 21 

<212> DNA 

<213> Homo 

<400> 831 
ccaacagagc 



sapiens 
aggaaatgaa g 



<210> 832 

<211> 21 

<212> DNA 

<213> Homo sapiens 



<400> 832 

ccaacagagc aggaaatgaa g 



<210> 833 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 833 

taagtgacct gcccaaagtt g 



<210> 834 

<211> 21 

<212> DNA 

<213> Homo 

<400> 834 
taagtgacct 



sapiens 
gcccaaagtt g 



<210> 835 

<211> 353 

<212> PRT 

<213> Mus musculus 

<400> 835 

Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn Gin Ser 
1 5 10 15 

Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro Glu Ala 
20 25 30 

Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie lie Ser lie Cys 
35 40 45 

Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe Leu Leu 
50 55 60 

Pro Arg Arg Gin Leu Asn Val Ala Glu He Tyr Leu Ala Asn Leu Ala 
65 70 75 80 

Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn 
85 90 95 

He Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys Arg Val 
100 105 110 

He Asn Gly Val He Lys Ala Asn Leu Phe He Ser He Phe Leu Val 
115 120 125 

Val Ala He Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro Met Ala 
130 135 140 

Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys Val Leu 
145 150 155 ^ 160 

He Trp Val Val Gly Gly Leu Leu Ser He Pro Thr Phe Leu Leu Arg 
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165 170 175 



Ser He Gin 


Ala 

180 


Val 


Pro 


Asp 


Leu 


Asn 

-LOO 


He 


Thr 


Ala 


Cys 


He 
i q n 

i y u 


Leu 


Leu 


Leu Pro His 
1 


Glu 


Ala 


Trp 


His 


Phe 

inn 
z u u 


Ala 


Arg 


He 


Val 


Glu 

one 


Leu 


Asn 


He 


Leu Gly Phe 

J. \J 


Leu 


Leu 


Pro 


Leu 

Z X D 


Ala 


Ala 


He 


Val 


Phe 
22 0 


Phe 


Asn 


Tyr 


His 


He Leu Ala 
22 5 


Ser 


Leu 


Arg 

9 "3 n 

Z U 


Thr 


Arg 


Glu 


Glu 


Val 

O "2 c 
Z3 D 


Ser 


Arg 


Thr 


Arg 


Val 
240 


Arg Gly Pro 


Lys 


Asp 

9 A R 
Z Q D 


Ser 


Lys 


Thr 


Thr 


Ala 

OCA 

Z D (J 


Leu 


He 


Leu 


Thr 


Leu 
255 


Val 


Val Ala Phe 


Leu 
9 fin 

Z O U 


Val 


Cys 


Trp 


Ala 


Pro 

Z D D 


Tyr 


His 


Phe 


Phe 


Ala 
270 


Phe 


Leu 


l-si, Glu Phe Leu 

S« % 9 7 R 


Phe 


Gin 


Val 


Gin 


Ala 
Z o U 


Val 


Arg 


Gly 


Cys 


Phe 
285 


Trp 


Glu 


Asp 


C) 

iF * Phe He Asp 

-ion 

W 


Leu 


Gly 


Leu 


Gin 
295 


Leu 


Ala 


Asn 


Phe 


Phe 
300 


Ala 


Phe 


Thr 


Asn 


&l Ser Ser Leu 
W 3 05 

Cfi 


Asn 


Pro 


Val 
310 


He 


Tyr 


Val 


Phe 


Val 
315 


Gly Arg 


Leu 


Phe 


Arg 
320 


Thr Lys Val 

H 


Trp 


Glu 
325 


Leu 


Tyr 


Lys 


Gin 


Cys 
330 


Thr 


Pro 


Lys 


Ser 


Leu 
335 


Ala 


Pro He Ser 

■bsf 
it:| 


Ser 
340 


Ser 


His 


Arg 


Lys 


Glu 
345 


He 


Phe 


Gin 


Leu 


Phe 
350 


Trp 


Arg 


J»J Asn 




























<210> 836 
<211> 352 
<212> PRT 

<213> Oryctolagus cuni cuius 


















<400> 836 




























Met Ala Ser 
1 


Gin 


Gly 
5 


Pro 


Leu 


Glu 


Leu 


Gin 
10 


Pro 


Ser 


Asn 


Gin 


Ser 
15 


Gin 


Leu Ala Pro 


Pro 
20 


Asn 


Ala 


Thr 


Ser 


Cys 
25 


Ser 


Gly Ala 


Pro 


Asp 
30 


Ala 


Trp 


Asp Leu Leu 
35 


His 


Arg 


Leu 


Leu 


Pro 
40 


Thr 


Phe 


He 


He 


Ala 
45 


He 


Phe 


Thr 


Leu Gly Leu 
50 


Leu 


Gly 


Asn 


Ser 
55 


Phe 


Val 


Leu 


Ser 


Val 
60 


Phe 


Leu 


Leu 


Ala 
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Arg Arg Arg Leu Ser Val Ala Glu lie Tyr Leu Ala Asn Leu Ala Ala 
65 70 75 80 

Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn Val 
85 90 95 

Arg Asn Gin Phe Asp Trp Pro Phe Gly Ala Ala Leu Cys Arg lie Val 
100 105 110 

Asn Gly Val lie Lys Ala Asn Leu Phe He Ser He Phe Leu Val Val 
115 120 125 

Ala He Ser Gin Asp Arg Tyr Ser Val Leu Val His Pro Met Ala Ser 
130 135 140 

Arg Arg Gly Arg Arg Arg Arg Gin Ala Gin Ala Thr Cys Ala Leu He 
145 150 155 160 

Trp Leu Ala Gly Gly Leu Leu Ser Thr Pro Thr Phe Val Leu Arg Ser 
165 170 175 

Val Arg Ala Val Pro Glu Leu Asn Val Ser Ala Cys lie Leu Leu Leu 
180 185 190 

Pro His Glu Ala Trp His Trp Leu Arg Met Val Glu Leu Asn Leu Leu 
195 200 205 

Gly Phe Leu Leu Pro Leu Ala Ala He Leu Phe Phe Asn Cys His He 
210 215 220 

Leu Ala Ser Leu Arg Arg Arg Gly Glu Arg Val Pro Ser Arg Cys Gly 
225 230 235 240 

Gly Pro Arg Asp Ser Lys Ser Thr Ala Leu He Leu Thr Leu Val Ala 
245 . 250 255 

Ser Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala Phe Leu Glu 
260 265 270 

Cys Leu Trp Gin Val His Ala He Gly Gly Cys Phe Trp Glu Glu Phe 
275 280 285 

Thr Asp Leu Gly Leu Gin Leu Ser Asn Phe Ser Ala Phe Val Asn Ser 
290 295 300 

Cys Leu Asn Pro Val He Tyr Val Phe Val Gly Arg Leu Phe Arg Thr 
305 310 315 320 

Lys Val Trp Glu Leu Cys Gin Gin Cys Ser Pro Arg Ser Leu Ala Pro 
325 330 335 

Val Ser Ser Ser Arg Arg Lys Glu Met Leu Trp Gly Phe Trp Arg Asn 
340 345 350 

<210> 837 
<211> 337 
<212> PRT 
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<213> Rattus norvegicus 
<400> 837 



Met Ala Ser Glu Val Leu Leu Glu Leu Gin Pro Ser Asn Arg Ser Leu 
1 5 10 ~ 15 

Gin Ala Pro Ala Asn He Thr Ser Cys Glu Ser Ala Leu Glu Asp Trp 
20 25 30 

Asp Leu Leu Tyr Arg Val Leu Pro Gly Phe Val He Thr He Cys Phe 
35 40 45 

Phe Gly Leu Leu Gly Asn Leu Leu Val Leu Ser Phe Phe Leu Leu Pro 
50 55 60 

Trp Arg Gin Trp Trp Trp Gin Gin Arg Gin Arg Gin Gin Arg Leu Thr 
65 70 75 80 

He Ala Glu He Tyr Leu Ala Asn Leu Ala Ala Ser Asp Leu Val Phe 
85 90 95 

Val Leu Gly Leu Pro Phe Trp Ala Glu Asn He Gly Asn Arg Phe Asn 
100 105 110 

Trp Pro Phe Gly Thr Asp Leu Cys Arg Val Val Ser Gly Val He Lys 
115 120 125 

Ala Asn Leu Phe Val Ser He Phe Leu Val Val Ala He Ser Gin Asp 
13 0 13 5 140 

Arg Tyr Arg Leu Leu Val Tyr Pro Met Thr Ser Trp Gly Tyr Arg Arg 
14 5 150 155 ' 160 

Arg Arg Gin Ala Gin Ala Thr Cys Leu Leu He Trp Val Ala Gly Gly 
165 170 175 

Leu Leu Ser He Pro Thr Phe Leu Leu Arg Ser Val Lys Val Val Pro 
180 185 190 

Asp Leu Asn Val Ser Ala Cys He Leu Leu Phe Pro His Glu Ala Trp 
195 200 205 

His Phe Ala Arg Met Val Glu Leu Asn Val Leu Gly Phe Leu Leu Pro 
210 215 220 

Val Thr Ala He He Phe Phe Asn Tyr His He Leu Ala Ser Leu Arg 
225 230 235 240 

Gly Gin Lys Glu Ala Ser Arg Thr Arg Cys Gly Gly Pro Lys Gly Ser 
245 250 ~ 255 

Lys Thr Thr Gly Leu He Leu Thr Leu Val Ala Ser Phe Leu Val Cys 
260 265 270 

Trp Cys Pro Tyr His Phe Phe Ala Phe Leu Asp Phe Leu Val Gin Val 
275 280 285 
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• 



Arg Val lie Gin Asp Cys Ser Trp 
290 295 

Gin Leu Ala Asn Phe Phe Ala Phe 
305 310 

lie Tyr Val Phe Ala Gly Arg Leu 
325 

Leu 



Lys Glu lie Thr Asp Leu Gly Leu 
300 

Val Asn Ser Cys Leu Asn Pro Leu 
315 320 

Leu Lys Thr Arg Val Leu Gly Thr 
330 335 



<210> 838 

<211> 392 

<212> PRT 

<213> Mus musculus 

<400> 838 

Met Pro Cys Ser Trp Lys Leu Leu Gly Phe Leu Ser Val His Glu Pro 
O 1 5 10 15 

Q 

g Met Pro Thr Ala Ala Ser Phe Gly He Glu Met Phe Asn Val Thr Thr 



20 25 30 



U 
iff 

Gin Val Leu Gly Ser Ala Leu Asn Gly Thr Leu Ser Lys Asp Asn Cys 
&l 35 40 45 

a Pro Asp Thr Glu Trp Trp Ser Trp Leu Asn Ala He Gin Ala Pro Phe 
H 50 55 60 

u f\ Leu Trp Val Leu Phe Leu Leu Ala Ala Leu Glu Asn Leu Phe Val Leu 

y 65 70 75 80 

!*? Ser Val Phe Phe Leu His Lys Asn Ser Cys Thr Val Ala Glu He Tyr 
H 8 5 90 95 

Leu Gly Asn Leu Ala Ala Ala Asp Leu He Leu Ala Cys Gly Leu Pro 
100 105 ' HO 

Phe Trp Ala He Thr He Ala Asn Asn Phe Asp Trp Val Phe Gly Glu 
115 120 125 

Val Leu Cys Arg Val Val Asn Thr Met He Tyr Met Asn Leu Tyr Ser 
130 135 140 

Ser He Cys Phe Leu Met Leu Val Ser He Asp Arg Tyr Leu Ala Leu 
145 150 155 160 

Val Lys Thr Met Ser Met Gly Arg Met Arg Gly Val Arg Trp Ala Lys 
165 170 175 

Leu Tyr Ser Leu Val He Trp Gly Cys Thr Leu Leu Leu Ser Ser Pro 
180 185 190 

Met Leu Val Phe Arg Thr Met Arg Glu Tyr Ser Glu Glu Gly His Asn 
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195 200 205 

Val Thr Ala Cys Val lie Val Tyr Pro Ser Arg Ser Trp Glu Val Phe 
210 215 220 

Thr Asn Val Leu Leu Asn Leu Val Gly Phe Leu Leu Pro Leu Ser Val 
225 230 235 240 

lie Thr Phe Cys Thr Val Arg lie Leu Gin Val Leu Arg Asn Asn Glu 
245 250 255 

Met Lys Lys Phe Lys Glu Val Gin Thr Glu Arg Lys Ala Thr Val Leu 
260 265 270 

Val Leu Ala Val Leu Gly Leu Phe Val Leu Cys Trp Val Pro Phe Gin 
275 280 285 

lie Ser Thr Phe Leu Asp Thr Leu Leu Arg Leu Gly Val Leu Ser Gly 
290 295 300 

Cys Trp Asp Glu His Ala Val Asp Val lie Thr Gin lie Ser Ser Tyr 
305 310 315 320 

Val Ala Tyr Ser Asn Ser Gly Leu Asn Pro Leu Val Tyr Val lie Val 
325 330 335 

Gly Lys Arg Phe Arg Lys Lys Ser Arg Glu Val Tyr Arg Val Leu Cys 
340 345 350 

Gin Lys Gly Gly Cys Met Gly Glu Pro Val Gin Met Glu Asn Ser Met 
355 360 365 

Gly Thr Leu Arg Thr Ser lie Ser Val Glu Arg Gin He His Lys Leu 
370 375 380 

Gin Asp Trp Ala Gly Lys Lys Gin 
385 390 

<210> 839 

<211> 367 

<212> PRT 

<213> Oryctolagus cuniculus 

<400> 839 

Met Leu Asn He Thr Ser Gin Val Leu Ala Pro Ala Leu Asn Gly Ser 
1 5 10 15 

Val Ser Gin Ser Ser Gly Cys Pro Asn Thr Glu Trp Ser Gly Trp Leu 
20 25 30 

Asn Val He Gin Ala Pro Phe Leu Trp Val Leu Phe Val Leu Ala Thr 
35 40 45 

Leu Glu Asn Leu Phe Val Leu Ser Val Phe Cys Leu His Lys Ser Ser 
50 55 60 
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Cys Thr Val Ala Glu Val Tyr Leu Gly Asn Leu Ala Ala Ala Asp Leu 
65 70 75 80 

lie Leu Ala Cys Gly Leu Pro Phe Trp Ala Val Thr He Ala Asn His 
85 90 95 

Phe Asp Trp Leu Phe Gly Glu Ala Leu Cys Arg Val Val Asn Thr Met 
100 105 HO 

He Tyr Met Asn Leu Tyr Ser Ser He Cys Phe Leu Met Leu Val Ser 
H5 120 125 

He Asp Arg Tyr Leu Ala Leu Val Lys Thr Met Ser He Gly Arg Met 
130 135 140 

Arg Arg Val Arg Trp Ala Lys Leu Tyr Ser Leu Val He Trp Gly Cys 
145 150 155 160 

Thr Leu Leu Leu Ser Ser Pro Met Leu Val Phe Arg Thr Met Lys Asp 
165 170 175 

p Tyr Arg Asp Glu Gly Tyr Asn Val Thr Ala Cys He He Asp Tyr Pro 
p I 80 185 190 

*j Ser Arg Ser Trp Glu Val Phe Thr Asn Val Leu Leu Asn Leu Val Gly 

W J 195 200 205 

iff Phe Leu Leu Pro Leu Ser Val He Thr Phe Cys Thr Val Gin He Leu 

m 210 215 220 

!U Gln Val Leu Ar S Asn Asn Glu Met Gin Lys Phe Lys Glu He Gin Thr 

fij 225 230 235 240 

W Glu Arg Arg Ala Thr Val Leu Val Leu Ala Val Leu Leu Leu Phe Val 
£ 245 250 255 

H Val Cys Trp Leu Pro Phe Gin Val Ser Thr Phe Leu Asp Thr Leu Leu 
260 265 270 

Lys Leu Gly Val Leu Ser Ser Cys Trp Asp Glu His Val He Asp Val 
2 75 280 285 

He Thr Gin Val Gly Ser Phe Met Gly Tyr Ser Asn Ser Cys Leu Asn 
290 295 300 

Pro Leu Val Tyr Val He Val Gly Lys Arg Phe Arg Lys Lys Ser Arg 
305 310 315 ~ 320 

Glu Val Tyr Arg Ala Ala Cys Pro Lys Ala Gly Cys Val Leu Glu Pro 
325 330 335 

Val Gin Ala Glu Ser Ser Met Gly Thr Leu Arg Thr Ser He Ser Val 
340 345 350 

Glu Arg Gin He His Lys Leu Pro Glu Trp Thr Arg Ser Ser Gin 
355 360 365 
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<210> 840 
<211> 372 
<212> PRT 

<213> Cavia porcellus 
<400> 840 

Met Phe Asn lie Thr Ser Gin Val Ser Ala Leu Asn Ala Thr Leu Ala 
15 10 15 

Gin Gly Asn Ser Cys Leu Asp Ala Glu Trp Trp Ser Trp Leu Asn Thr 
20 25 30 

lie Gin Ala Pro Phe Leu Trp Val Leu Phe Val Leu Ala Val Leu Glu 
35 40 45 

Asn lie Phe Val Leu Ser Val Phe Phe Leu His Lys Ser Ser Cys Thr 
50 55 60 

Val Ala Glu lie Tyr Leu Gly Asn Leu Ala Val Ala Asp Leu lie Leu 
65 70 75 80 

Ala Phe Gly Leu Pro Phe Trp Ala lie Thr lie Ala Asn Asn Phe Asp 
85 90 95 

Trp Leu Phe Gly Glu Val Leu Cys Arg Met Val Asn Thr Met lie Gin 
100 105 110 

Met Asn Met Tyr Ser Ser lie Cys Phe Leu Met Leu Val Ser lie Asp 
115 120 125 

Arg Tyr Leu Ala Leu Val Lys Thr Met Ser Met Gly Arg Met Arg Gly 
130 135 140 

Val Arg Trp Ala Lys Leu Tyr Ser Leu Val lie Trp Gly Cys Ala Leu 
145 150 155 160 

Leu Leu Ser Ser Pro Met Leu Val Phe Arg Thr Met Lys Asp Tyr Arg 
165 170 175 

Asp Glu Gly His Asn Val Thr Ala Cys Leu lie lie Tyr Pro Ser Leu 
180 185 190 

Thr Trp Gin Val Phe Thr Asn Val Leu Leu Asn Leu Val Gly Phe Leu 
195 200 205 

Leu Pro Leu Ser He He Thr Phe Cys Thr Val Gin He Met Gin Val 
210 215 220 

Leu Arg Asn Asn Glu Met Gin Lys Phe Lys Glu He Gin Thr Glu Arg 
225 230 235 240 

Arg Ala Thr Val Leu Val Leu Ala Val Leu Leu Leu Phe Val Val Cys 
245 250 255 

Trp Leu Pro Phe Gin He Gly Thr Phe Leu Asp Thr Leu Arg Leu Leu 
260 265 270 
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Gly 


Phe 


Leu 
275 


Pro 


Gly 


Cys 


Trp 


Glu 
280 


His 


Val 


He 


Asp 


Leu 
285 


He 


Thr 


Gin 




lie 


Ser 
290 


Ser 


Tyr 


Leu 


Ala 


Tyr 
295 


Ser 


Asn 


Ser 


Cys 


Leu 
300 


Asn 


Pro 


Leu 


Val 




Tyr 
305 


Val 


He 


Val 


Gly 


Lys 
310 


Arg 


Phe 


Arg 


Lys 


Lys 
315 


Ser 


Arg 


Glu 


Val 


Tyr 
320 




His 


Gly 


Leu 


Cys 


Arg 
325 


Ser 


Gly 


Gly 


Cys 


Val 
330 


Ser 


Glu 


Pro 


Ala 


Gin 
335 


Ser 




Glu 


Asn 


Ser 


Met 
340 


Gly 


Thr 


Leu 


Arg 


Thr 
345 


Ser 


He 


Ser 


Val 


Asp 
350 


Arg 


Gin 




He 


His 


Lys 
355 


Leu 


Gin 


Asp 


Trp 


Ala 
360 


Arg 


Ser 


Ser 


Ser 


Glu 
365 


Gly 


Thr 


Pro 




Pro 


Gly 
370 


Leu 


Leu 
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<400> 841 




























ss* ? 
us; r 


Met 
1 


Asp 


Thr 


Arg 


Ser 
5 


Ser 


Leu 


Cys 


Pro 


Lys 
10 


Thr 


Gin 


Ala 


Val 


Val 
15 


Ala 


O 


Val 


Phe 


Trp 


Gly 
20 


Pro 


Gly 


Cys 


His 


Leu 
25 


Ser 


Thr 


Cys 


He 


Glu 
30 


Met 


Phe 


n 


Asn 


He 


Thr 
35 


Thr 


Gin 


Ala 


Leu 


Gly 
40 


Ser 


Ala 


His 


Asn 


Gly 
45 


Thr 


Phe 


Ser 




Glu 


Val 
50 


Asn 


Cys 


Pro 


Asp 


Thr 
55 


Glu 


Trp 


Trp 


Ser 


Trp 
60 


Leu 


Asn 


Ala 


He 




Gin 
65 


Ala 


Pro 


Phe 


Leu 


Trp 
70 


Val 


Leu 


Phe 


Leu 


Leu 
75 


Ala 


Ala 


Leu 


Glu 


Asn 
80 




He 


Phe 


Val 


Leu 


Ser 
85 


Val 


Phe 


Cys 


Leu 


His 
90 


Lys 


Thr 


Asn 


Cys 


Thr 
95 


Val 




Ala 


Glu 


He 


Tyr 
100 


Leu 


Gly Asn 


Leu 


Ala 
105 


Ala 


Ala 


Asp 


Leu 


He 
110 


Leu 


Ala 




Cys 


Gly 


Leu 
115 


Pro 


Phe 


Trp 


Ala 


He 
120 


Thr 


He 


Ala 


Asn 


Asn 
125 


Phe 


Asp 


Trp 




Leu 


Phe 
130 


Gly 


Glu 


Val 


Leu 


Cys 
135 


Arg 


Val 


Val 


Asn 


Thr 
140 


Met 


He 


Tyr 


Met 




Asn 


Leu 


Tyr 


Ser 


Ser 


He 


Cys 


Phe 


Leu 


Met 


Leu 


Val 


Ser 


He 


Asp 


Arg 
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• 



145 150 



155 160 



5 
m 

Iff 

m 
o 

W 

q 



Tyr Leu Ala Leu Val Lys Thr Met Ser Met Gly Arg Met Arg Gly Val 
165 170 175 

Arg Trp Ala Lys Leu Tyr Ser Leu Val He Trp Ser Cys Thr Leu Leu 
180 185 190 

Leu Ser Ser Pro Met Leu Val Phe Arg Thr Met Lys Asp Tyr Arg Glu 
195 200 205 

Glu Gly His Asn Val Thr Ala Cys Val He Val Tyr Pro Ser Arg Ser 
210 215 220 

Trp Glu Val Phe Thr Asn Met Leu Leu Asn Leu Val Gly Phe Leu Leu 
225 230 235 240 

Pro Leu Ser He He Thr Phe Cys Thr Val Arg He Met Gin Val Leu 
245 250 255 

Arg Asn Asn Glu Met Lys Lys Phe Lys Glu Val Gin Thr Glu Lys Lys 
260 265 



O zou 265 270 



Ala Thr Val Leu Val Leu Ala Val Leu Gly Leu Phe Val Leu Cys Trp 
275 280 285 

Phe Pro Phe Gin He Ser Thr Phe Leu Asp Thr Leu Leu Arg Leu Gly 
290 295 300 

Val Leu Ser Gly Cys Trp Asn Glu Arg Ala Val Asp He Val Thr Gin 
305 310 315 ~ 320 

He Ser Ser Tyr Val Ala Tyr Ser Asn Ser Cys Leu Asn Pro Leu Val 
325 330 335 



Tyr Val He Val Gly Lys Arg Phe Arg Lys Lys Ser Arg Glu Val Tyr 
»" 340 345 350 

Gin Ala He Cys Arg Lys Gly Gly Cys Met Gly Glu Ser Val Gin Met 
355 360 365 

Glu Asn Ser Met Gly Thr Leu Arg Thr Ser He Ser Val Asp Arg Gin 
370 375 380 

He His Lys Leu Gin Asp Trp Ala Gly Asn Lys Gin 
385 390 3 95 

<210> 842 

<211> 3405 

<212> DNA 

<213> homo sapiens 

<220> 

<221> misc_f eature 

<222> (2173) .. (2173) 

<223> wherein N is either a "T" or a "C". 
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<400> 842 

cgcccaaccc aagttcaaag gctgataaga 
gggaaagtca ttcagtggat gtgatcttgg 
gctccttctc agccttgttg ctgtaactgc 
gacatttttg gacaagttta accacgaagc 
ttcttggaat tataacacca atattactga 
ggacaaatgg tctgcctttt taaaggaaca 
agaaattcag aatctcacag tcaagcttca 
agtgctctca gaagacaaga gcaaacggtt 
ctacagtact ggaaaagttt gtaacccaga 
if- aggtttgaat gaaataatgg caaacagttt 

Q aagctggaga tctgaggtcg gcaagcagct 

0 

|[| gaaaaatgag atggcaagag caaatcatta 
ctatgaagta aatggggtag atggctatga 

m 

ggaacatacc tttgaagaga ttaaaccatt 

iii 

H aaagttgatg aatgcctatc cttcctatat 

p gcttggtgat atgtggggta gattttggac 

iUI 

f« acagaaacca aacatagatg ttactgatgc 

I , 

aatattcaag gaggccgaga agttctttgt 
attctgggaa aattccatgc taacggaccc 
cacagcttgg gacctgggga agggcgactt 
ggacgacttc ctgacagctc atcatgagat 
tgcacaacct tttctgctaa gaaatggagc 
aatcatgtca ctttctgcag ccacacctaa 
cgattttcaa gaagacaatg aaacagaaat 
tgttgggact ctgccattta cttacatgtt 
ggaaattccc aaagaccagt ggatgaaaaa 
ggtggtggaa cctgtgcccc atgatgaaac 
ttctaatgat tactcattca ttcgatatta 




gagaaaatct 


catgaggagg 


ttttagtcta 


60 


ctcacagggg 


acgatgtcaa 


gctcttcctg 


120 


tgctcagtcc 


accattgagg 


aacaggccaa 


180 


cgaagacctg 


ttctatcaaa 


gttcacttgc 


240 


agagaatgtc 


caaaacatga 


ataatgctgg 


300 


gtccacactt 


gcccaaatgt 


atccactaca 


360 


gctgcaggct 


cttcagcaaa 


atgggtcttc 


420 


gaacacaatt 


ctaaatacaa 


tgagcaccat 


480 


taatcfcacaa 


gaatgcttat 


tacttgaacc 


540 


agactacaat 


gagaggctct 


gggcttggga 


600 


gaggccatta 


tatgaagagt 


atgtggtctt 


660 


tgaggactat 


ggggattatt 


ggagaggaga 


720 


ctacagccgc 


ggccagttga 


ttgaagatgt 


780 


atatgaacat 


cttcatgcct 


atgtgagggc 


840 


cagtccaatt 


ggatgcctcc 


ctgctcattt 


900 


aaatctgtac 


tctttgacag 


ttccctttgg 


960 


aatggtggac 


caggcctggg 


atgcacagag 


1020 


atctgttggt 


cttcctaata 


tgactcaagg 


1080 


aggaaatgtt 


cagaaagcag 


tctgccatcc 


1140 


caggatcctt 


atgtgcacaa 


aggtgacaat 


1200 


ggggcatatc 


cagtatgata 


tggcatatgc 


1260 


taatgaagga 


ttccatgaag 


ctgttgggga 


1320 


gcatttaaaa 


tccat tggtc 


ttctgtcacc 


13 8 0 


aaacttcctg 


ctcaaacaag 


cactcacgat 


1440 


agagaagtgg 


aggtggatgg 


tctttaaagg 


1500 


gtggtgggag 


atgaagcgag 


agatagttgg 


1560 


atactgtgac 


cccgcatctc 


tgttccatgt 


1620 


cacaaggacc 


ctttaccaat 


tccagtttca 


1680 
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agaagcactt tgtcaagcag ctaaacatga aggccctctg cacaaatgtg acatctcaaa 1740 

ctctacagaa gctggacaga aactgttcaa tatgctgagg cttggaaaat cagaaccctg 1800 

gaccctagca ttggaaaatg ttgtaggagc aaagaacatg aatgtaaggc cactgctcaa 1860 

ctactttgag cccttattta cctggctgaa agaccagaac aagaattctt ttgtgggatg 1920 

gagtaccgac tggagtccat atgcagacca aagcatcaaa gtgaggataa gcctaaaatc 19 80 

agctcttgga gataaagcat atgaatggaa cgacaatgaa atgtacctgt tccgatcatc 2040 

tgttgcatat gctatgaggc agtacttttt aaaagtaaaa aatcagatga ttctttttgg 2100 

ggaggaggat gtgcgagtgg ctaatttgaa accaagaatc tcctttaatt tctttgtcac 2160 

tgcacctaaa aacgtgtctg atatcattcc tagaactgaa gttgaaaagg ccatcaggat 2220 

gtcccggagc cgtatcaatg atgctttccg tctgaatgac aacagcctag agtttctggg 2280 

ip gatacagcca acacttggac ctcctaacca gccccctgtt tccatatggc tgattgtttt 2340 

5 

m tggagttgtg atgggagtga tagtggttgg cattgtcatc ctgatcttca ctgggatcag 2 400 

M 

is rs 

" rJ ' s agatcggaag aagaaaaata aagcaagaag tggagaaaat ccttatgcct ccatcgatat 2 460 

yl tagcaaagga gaaaataatc caggattcca aaacactgat gatgttcaga cctcctttta 2520 

en 

$ gaaaaatcta tgtttttcct cttgaggtga ttttgttgta tgtaaatgtt aatttcatgg 2580 

N 

ifj| tatagaaaat ataagatgat aaagatatica ttaaatgtca aaactatgac tctgttcaga 2640 

i: if 

n 

J"J aaaaaaattg tccaaagaca acatggccaa ggagagagca tcttcattga cattgettte 2700 

M agtatttatt tctgtctctg gatttgactt ctgttctgtt tcttaataag gattttgtat 2760 



tagagtatat tagggaaagt gtgtatttgg tctcacaggc tgttcaggga taatctaaat 2820 

gtaaatgtct gttgaatttc tgaagttgaa aacaaggata tatcattgga gcaagtgttg 2880 

gatcttgtat ggaatatgga tggatcactt gtaaggacag tgcctgggaa ctggtgtagc 2 9 40 

tgcaaggatt gagaatggca tgeattaget cactttcatt taatccattg tcaaggatga 3000 

catgetttet tcacagtaac tcagttcaag tactatggtg atttgectae agtgatgttt 3060 

ggaatcgatc atgetttett caaggtgaca ggtctaaaga gagaagaatc cagggaacag 3120 

gtagaggaca ttgettttte acttccaagg tgettgatea acatctccct gacaacacaa 3180 

aactagagee aggggcctcc gtgaactccc agagcatgee tgatagaaac tcatttctac 3240 

tgttctctaa ctgtggagtg aatggaaatt ccaactgtat gttcaccctc tgaagtgggt 33 00 

acccagtctc ttaaatcttt tgtatttget cacagtgttt gagcagtget gagcacaaag 3360 



264 




Iff 
if! 

f-n 

iS 

H 

fli 



Ill 



cagacactca ataaatgcta gatttacaca ctcaaaaaaa aaaaa 

<210> 843 

<211> 805 

<212> PRT 

<213> homo sapiens 

<400> 843 

Met Ser Ser Ser Ser Trp Leu Leu Leu Ser Leu Val Ala Val Thr Ala 
5 10 15 

Ala Gin Ser Thr He Glu Glu Gin Ala Lys Thr Phe Leu Asp Lys Phe 
20 25 30 

Asn His Glu Ala Glu Asp Leu Phe Tyr Gin Ser Ser Leu Ala Ser Trp 
35 40 45 

Asn Tyr Asn Thr Asn He Thr Glu Glu Asn Val Gin Asn Met Asn Asn 
3U 55 60 

Ala Gly Asp Lys Trp Ser Ala Phe Leu Lys Glu Gin Ser Thr Leu Ala 



q 65 70 



75 80 

Gin Met Tyr Pro Leu Gin Glu He Gin Asn Leu Thr Val Lys Leu Gin 
85 90 95 

Leu Gin Ala Leu Gin Gin Asn Gly Ser Ser Val Leu Ser Glu Asp Lys 
100 105 110 



Ser Lys Arg Leu Asn Thr He Leu Asn Thr Met Ser Thr He Tyr Ser 
H H5 120 125 

Thr Gly Lys Val Cys Asn Pro Asp Asn Pro Gin Glu Cys Leu Leu Leu 
13° 135 140 

Glu Pro Gly Leu Asn Glu He Met Ala Asn Ser Leu Asp Tyr Asn Glu 

150 155 1 60 

Arg Leu Trp Ala Trp Glu Ser Trp Arg Ser Glu Val Gly Lys Gin Leu 
165 170 175 

Arg Pro Leu Tyr Glu Glu Tyr Val Val Leu Lys Asn Glu Met Ala Arg 
180 185 190 

Ala Asn His Tyr Glu Asp Tyr Gly Asp Tyr Trp Arg Gly Asp Tyr Glu 
195 200 205 

Val Asn Gly Val Asp Gly Tyr Asp Tyr Ser Arg Gly Gin Leu He Glu 
210 215 220 

Asp Val Glu His Thr Phe Glu Glu He Lys Pro Leu Tyr Glu His Leu 



225 230 235 



240 



His Ala Tyr Val Arg Ala Lys Leu Met Asn Ala Tyr Pro Ser Tyr He 
245 250 255 



3405 



265 



Ser Pro He Gly Cys Leu Pro Ala His Leu Leu Gly Asp Met Trp Gly 
260 265 270 

Arg Phe Trp Thr Asn Leu Tyr Ser Leu Thr Val Pro Phe Gly Gin Lys 
275 280 285 

Pro Asn He Asp Val Thr Asp Ala Met Val Asp Gin Ala Trp Asp Ala 
2^0 295 300 

Gin Arg He Phe Lys Glu Ala Glu Lys Phe Phe Val Ser Val Gly Leu 
305 310 315 320 

Pro Asn Met Thr Gin Gly Phe Trp Glu Asn Ser Met Leu Thr Asp Pro 
325 330 335 

Gly Asn Val Gin Lys Ala Val Cys His Pro Thr Ala Trp Asp Leu Gly 
340 345 350 

Lys Gly Asp Phe Arg He Leu Met Cys Thr Lys Val Thr Met Asp Asp 
355 360 365 

Phe Leu Thr Ala His His Glu Met Gly His He Gin Tyr Asp Met Ala 
370 375 380 

Tyr Ala Ala Gin Pro Phe Leu Leu Arg Asn Gly Ala Asn Glu Gly Phe 
385 390 395 400 

His Glu Ala Val Gly Glu He Met Ser Leu Ser Ala Ala Thr Pro Lys 
405 410 415 

His Leu Lys Ser He Gly Leu Leu Ser Pro Asp Phe Gin Glu Asp Asn 
420 425 430 

Glu Thr Glu He Asn Phe Leu Leu Lys Gin Ala Leu Thr He Val Gly 
435 440 445 

Thr Leu Pro Phe Thr Tyr Met Leu Glu Lys Trp Arg Trp Met Val Phe 
450 455 460 

Lys Gly Glu He Pro Lys Asp Gin Trp Met Lys Lys Trp Trp Glu Met 
465 470 475 " 480 

Lys Arg Glu He Val Gly Val Val Glu Pro Val Pro His Asp Glu Thr . 

485 490 495 

Tyr Cys Asp Pro Ala Ser Leu Phe His Val Ser Asn Asp Tyr Ser Phe 
500 505 510 

He Arg Tyr Tyr Thr Arg Thr Leu Tyr Gin Phe Gin Phe Gin Glu Ala 
515 520 525 

Leu Cys Gin Ala Ala Lys His Glu Gly Pro Leu His Lys Cys Asp He 
530 535 540 

Ser Asn Ser Thr Glu Ala Gly Gin Lys Leu Phe Asn Met Leu Arg Leu 
545 550 555 560 
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Gly Lys Ser Glu Pro Trp Thr Leu Ala Leu. Glu Asn Val Val Gly Ala 
565 570 575 

Lys Asn Met Asn Val Arg Pro Leu Leu Asn Tyr Phe Glu Pro Leu Phe 
580 585 590 

Thr Trp Leu Lys Asp Gin Asn Lys Asn Ser Phe Val Gly Trp Ser Thr 
595 600 605 

Asp Trp Ser Pro Tyr Ala Asp Gin Ser lie Lys Val Arg lie Ser Leu 
610 615 620 

Lys Ser Ala Leu Gly Asp Lys Ala Tyr Glu Trp Asn Asp Asn Glu Met 
625 630 635 640 

Tyr Leu Phe Arg Ser Ser Val Ala Tyr Ala Met Arg Gin Tyr Phe Leu 
645 650 655 

Lys Val Lys Asn Gin Met lie Leu Phe Gly Glu Glu Asp Val Arg Val 
660 665 670 

Ala Asn Leu Lys Pro Arg lie Ser Phe Asn Phe Phe Val Thr Ala Pro 
675 680 685 

Lys Asn Val Ser Asp lie lie Pro Arg Thr Glu Val Glu Lys Ala lie 
690 695 700 

Arg Met Ser Arg Ser Arg lie Asn Asp Ala Phe Arg Leu Asn Asp Asn 
705 710 715 720 

Ser Leu Glu Phe Leu Gly lie Gin Pro Thr Leu Gly Pro Pro Asn Gin 
725 730 735 

Pro Pro Val Ser lie Trp Leu lie Val Phe Gly Val Val Met Gly Val 
740 745 750 

He Val Val Gly He Val He Leu lie Phe Thr Gly lie Arg Asp Arg 
755 760 765 

Lys Lys Lys Asn Lys Ala Arg Ser Gly Glu Asn Pro Tyr Ala Ser He 
770 775 780 

Asp He Ser Lys Gly Glu Asn Asn Pro Gly Phe Gin Asn Thr Asp Asp 
785 790 795 800 

Val Gin Thr Ser Phe 
805 
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<211> 


3733 
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DNA 




<213> 
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misc_ 
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<223> wherein N is either a "C" or a "T" 



<220> 

<221> misc_feature 

<222> (47).. (47) 

<223> wherein N is either an "A" or a "C" 



<220> 

<221> misc_f eature 

<222> (933) . . (933) 

<223> wherein N is either a "T" or a "C" . 
<220> 

<221> misc_f eature 

<222> (1061) . . (1061) 

<223> wherein N is either a "G" or an "A" . 



ii Vi 



<400> 844 

atgttctctc cctggaagat atcaatgttt ctgtctgttn gtgaggnctc cgtgcccacc 60 
acggcctctt tcagcgccga catgctcaat gtcaccttgc aagggcccac tcttaacggg 120 

y;j acctttgccc agagcaaatg cccccaagtg gagtggctgg gctggctcaa caccatccag 

iif! 

'IB* S 

pj ccccccttcc tctgggtgct gttcgtgctg gccaccctag agaacatctt tgtcctcagc 

!U Stcttctgcc tgcacaagag cagctgcacg gtggcagaga tctacctggg gaacctggcc 

pi gcagcagacc tgatcctggc ctgcgggctg cccttctggg ccatcaccat ctccaacaac 3 60 

Hsrf 

y| ttcgactggc tctttgggga gacgctctgc cgcgtggtga atgccattat ctccatgaac 420 

C-i 

; H : ctgtacagca gcatctgttt cctgatgctg gtgagcatcg accgctacct ggccctggtg 



180 
240 
300 



480 



aaaaccatgt ccatgggccg gatgcgcggc gtgcgctggg ccaagctcta cagcttggtg 540 

atctgggggt gtacgctgct cctgagctca cccatgctgg tgttccggac catgaaggag 600 

tacagcgatg agggccacaa cgtcaccgct tgtgtcatca gctacccatc cctcatctgg 660 

gaagtgttca ccaacatgct cctgaatgtc gtgggcttcc tgctgcccct gagtgtcatc 720 

accttctgca cgatgcagat catgcaggtg ctgcggaaca acgagatgca gaagttcaag 780 

gagatccaga cggagaggag ggccacggtg ctagtcctgg ttgtgctgct gctattcatc 840 

atctgctggc tgcccttcca gatcagcacc ttcctggata cgctgcatcg cctcggcatc 900 

ctctccagct gccaggacga gcgcatcatc gangtaatca cacagatcgc ctccttcatg 960 

gcctacagca acagctgcct caacccactg gtgtacgtga tcgtgggcaa gcgcttccga 1020 

aagaagtctt gggaggtgta ccagggagtg tgccagaaag ngggctgcag gtcagaaccc 1080 
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tgagctagaa gctggaggac tagaacctgg agggctggaa tctgaagggc tagaacctgg 2 82 0 

agggctggaa tctggagagc tagaacctgg agggctagaa cctggagggc tagaacctag 2880 

aagggctaga acctggaggg ctggaatctg gagagctaga acctggaggg ctagaacctg 2940 

gagggctaga acctagaagg gctagaacct ggagggctag aacctggcag gttagaacct 3000 

agaagggcta gaacctggag agccagaacc tggagggcta gaacctggaa gggctagaac 3060 

ctgtagagct agaacatgga gagctagaac ccggcaggct agaacctggc aagctagaac 3120 

ctggagggaa tgaacctgga gggctagaac ctggagaatg agaaaaattt acatggcaaa 3180 

gagcccataa atcctgacca atccaactct gaattttaaa gcaaaagcgt gaaaaaaaag 3240 

attccctcct tacccccaac ccactctttt ttcccaccac ccactctcct ctgcctcagt 3300 

aagtatctgg aggaagaaaa caggtgaaag aagaagtaaa aaccatttag tattagtatt 3 3 60 

agaatgaagt caaactgtgc cacacatggt gaatgaaaaa aaaaaaaaag aggctgtgtt 3420 

ttgtcacaca gggcagtcat tcagcaccag agcacgtgat ggtctgagac tctcttagga 3480 

gcagagctct gccgcaatgg ccatgtgggg atccacacct ggtctgaggg gcaactgagt 3540 

ctgcgggaga agagcggccc tatgcatggt gtagatgccc tgataaagaa catctgtcct 3600 

m 

m gtgaaagact caatgagctg ttatgttgta aacaggaagc atttcacatc caaacgagaa 3 6 60 

aatcatgtaa acatgtgtct tttctgtaga gcataataaa tggatgaggt ttttgcaaaa 3720 

aaaaaaaaaa aaa 3733 



o 



P 



p <210> 845 

|4 <211> 391 

<212> PRT 

< 2 1 3 > homo s ap i ens 

<220> 

<221> VARIANT 

<222> (14) . . (14) 

<22 3> wherein Xaa is either "Arg" or a "Cys" 



<220> 

<221> VARIANT 

<222> (16) . . (16) 

<223> wherein Xaa is either "Asp" or a "Ala" 



<220> 

<221> VARIANT 

<222> (354) . . (354) 

<223> wherein Xaa is either "Gly" or a "Glu" 
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<400> 845 

Met Phe Ser Pro Trp Lys He Ser Met Phe Leu Ser Val Xaa Glu Xaa 
15 10 15 

Ser Val Pro Thr Thr Ala Ser Phe Ser Ala Asp Met Leu Asn Val Thr 
20 25 30 

Leu Gin Gly Pro Thr Leu Asn Gly Thr Phe Ala Gin Ser Lys Cys Pro 
35 40 45 

Gin Val Glu Trp Leu Gly Trp Leu Asn Thr He Gin Pro Pro Phe Leu 
50 55 60 

Trp Val Leu Phe Val Leu Ala Thr Leu Glu Asn He Phe Val Leu Ser 
65 70 75 80 

Val Phe Cys Leu His Lys Ser Ser Cys Thr Val Ala Glu He Tyr Leu 
85 90 95 

Gly Asn Leu Ala Ala Ala Asp Leu He Leu Ala Cys Gly Leu Pro Phe 
100 105 110 

Trp Ala He Thr He Ser Asn Asn Phe Asp Trp Leu Phe Gly Glu Thr 
115 120 125 

Leu Cys Arg Val Val Asn Ala He He Ser Met Asn Leu Tyr Ser Ser 
130 135 140 

He Cys Phe Leu Met Leu Val Ser He Asp Arg Tyr Leu Ala Leu Val 
145 150 155 160 

Lys Thr Met Ser Met Gly Arg Met Arg Gly Val Arg Trp Ala Lys Leu 
165 170 175 

Tyr Ser Leu Val He Trp Gly Cys Thr Leu Leu Leu Ser Ser Pro Met 
180 185 190 

Leu Val Phe Arg Thr Met Lys Glu Tyr Ser Asp Glu Gly His Asn Val 
195 200 205 

Thr Ala Cys Val He Ser Tyr Pro Ser Leu He Trp Glu Val Phe Thr 
210 215 220 

Asn Met Leu Leu Asn Val Val Gly Phe Leu Leu Pro Leu Ser Val He 
225 230 235 240 

Thr Phe Cys Thr Met Gin He Met Gin Val Leu Arg Asn Asn Glu Met 
245 250 255 

Gin Lys Phe Lys Glu He Gin Thr Glu Arg Arg Ala Thr Val Leu Val 
260 265 270 

Leu Val Val Leu Leu Leu Phe He He Cys Trp Leu Pro Phe Gin He 
275 280 285 
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Ser Thr Phe Leu Asp Thr Leu His Arg Leu Gly lie Leu Ser Ser Cys 
290 295 300 

Gin Asp Glu Arg He He Asp Val He Thr Gin He Ala Ser Phe Met 
305 310 315 320 

Ala Tyr Ser Asn Ser Cys Leu Asn Pro Leu Val Tyr Val He Val Gly 
325 330 335 

Lys Arg Phe Arg Lys Lys Ser Trp Glu Val Tyr Gin Gly Val Cys Gin 
340 345 350 

Lys Xaa Gly Cys Arg Ser Glu Pro He Gin Met Glu Asn Ser Met Gly 
355 360 365 

Thr Leu Arg Thr Ser He Ser Val Glu Arg Gin He His Lys Leu Gin 
370 375 380 

Asp Trp Ala Gly Ser Arg Gin 
385 390 

^ <210> 846 

Q <211> 3428 

O <212> DNA 

LI <213> homo sapiens 

m 

m 



u 



<400> 846 
caccctatcc 


tacactacta 


ggaacttgca 


cagtccgcct 


cgggcagccc 


aaagctcctc 


60 


tgcccaccct 


ggctcccaaa 


accctccaaa 


acaaaagacc 


agaaaagcac 


tctccaccca 


120 


gcagccaaac 


gcctccttct 


tgacgccagc 


ccccaccctc 


tgtctgctcg 


agcccaggaa 


180 


aggcctgaag 


gaacaggccg 


gggaaggagc 


cctccctctc 


tcccttgtcc 


ctccatccac 


240 


ccagcgccgg 


catctggaga 


ccctatggcc 


cgggctcact 


ggggctgctg 


cccctggctg 


300 


gtcctcctct 


gtgcttgtgc 


ctggggccac 


acaaagccac 


tggaccttgg 


agggcaggat 


360 


gtgagaaatt 


gttccaccaa 


ccccccttac 


cttccagtta 


ctgtggtcaa 


taccacaatg 


420 


tcactcacag 


ccctccgcca 


gcagatgcag 


acccagaatc 


tctcagccta 


catcatccca 


480 


ggcacagatg 


ctcacatgaa 


cgagtacatc 


ggccaacatg 


acgagaggcg 


tgcgtggatt 


540 


acaggcttta 


cagggtctgc 


aggaactgca 


gtggtgacta 


tgaagaaagc 


agctgtctgg 


600 


accgacagtc 


gctactggac 


tcaggctgag 


cggcaaatgg 


actgtaattg 


ggagctccat 


660 


aaggaagttg 


gcaccactcc 


tattgtcacc 


tggctcctca 


ccgagattcc 


tgctggaggg 


720 


cgtgtgggtt 


ttgacccctt 


cctcttgtcc 


attgacacct 


gggagagtta 


tgatctggcc 


780 


ctccaaggct 


ctaacagaca 


gctggtgtcc 


atcacaacca 


atcttgtgga 


cctggtatgg 


840 


ggatcagaga 


ggccaccggt 


tccaaatcaa 


cccatttatg 


ccctgcagga 


ggcattcaca 


900 
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b 
a 



if 



1080 
1140 



gggagcactt ggcaggagaa agtatctggc gtccgaagcc agatgcagaa gcatcaaaag 960 

gtcccgactg ccgtccttct gtcggcgctt gaggagacgg cctggctctt caaccttcga 1020 
gccagtgaca tcccctataa ccccttcttc tattcctaca cgctgctcac agactcttct 
attaggttgt ttgcaaacaa gagtcgcttt agctccgaaa ccttgagcta tctgaactcc 

agttgcacag gccccatgtg tgtgcaaatc gaggattaca gccaagttcg tgacagcatc 1200 

caggcctact cattgggaga tgtgaggatc tggattggga ccagctatac catgtatggg 12 60 

atctatgaaa tgataccaag ggagaaactc gtgacagaca cctactcccc agtgatgatg 1320 

accaaggcag tgaagaacag caaggagcag gccctcctca aggccagcca cgtgcgggac 1380 

gctgtggctg tgatccggta cttggtctgg ctggagaaga acgtgcccaa aggcacagtg 1440 

gatgagtttt cgggggcaga gatcgtggac aagttccgag gagaagaaca gttctcctcc 1500 

ggacccagtt ttgaaaccat ctctgctagt ggtttgaatg ctgccctggc ccactacagc 1560 

ccgaccaagg agctgaaccg caagctgtcc tcagatgaga tgtacctgct ggactctggg 162 0 

J gggcagtact gggacgggac cacagacatc accagaacag tccactgggg caccccctct 1680 

tfj gcctttcaga aggaggcata tacccgtgtg ctgataggaa atattgacct gtccaggctc 1740 

«| atctttcccg ctgctacatc agggcgaatg gtggaggcct ttgcccgcag agccttgtgg 1800 

gatgctggtc tcaattatgg tcatgggaca ggccacggca ttggcaactt cctgtgtgtg 1860 

Uj catgagtggc cagtgggatt ccagtccaac aacatcgcta tggccaaggg catgttcact 1920 

|;| tccattgaac ctggttacta taaggatgga gaatttggga tccgtctcga agatgtggct 1980 

U 

|rt ctcgtggtag aagcaaagac caagtaccca ggggagctac ctgaccttgt ggtatcattt 2040 
gtgccctatg accggaacct catcgatgtc agcctgctgt ctcccgagca tctccagtac 



2100 



ctgaatcgct actaccagac catccgggag aaggtgggtc cagagctgca gaggcgccag 2160 

ctactagagg agttcgagtg gcttcaacag cacacagagc ccctggccgc cagggcccca 222 0 

gacaccgcct cctgggcctc tgtgttagtg gtctccaccc ttgccatcct tggctggagt 2280 

gtctagaggc tccagactct cctgttaacc ctccatctag atggggggct cccttgctta 2340 

gctcccctca ccctgcactg aacatacccc aagagcccct gctggcccat tgcctagaaa 2400 

cctttgcatt catcctcctt ctccaagacc tatggagaag gtcccaggcc ccaggaaaca 2460 

cagggcttct tggccccaga tggcacctcc ctgcaccccg gggttgtata ccacaccctg 2520 

ggcccctaat cccaggcccc gaaataggaa agccagctag tctcttctct tctgtgatct 2580 

cagtaggcct aacctataac ctaacacaga ctgctacagc tgctcccctc ccgccaaaca 2640 
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aagccccaag aaaacaatgc ccctaccacc caagggtgcc atggtcccgg gaaaacccaa 27 00 

cctgtcaccg cgtgttgggc gtaaccagaa ctgttccccc ccaccagggc ttaaaaatcg 2760 

cccccacttt ttaaccatcg tccattaacc acctggtggg catagccaga gctgttcgaa 2820 

cccagccagg gatgaaaaat caacccccga catggaaccc atgattccta aacccggggt 2880 

aggttccatg ccaagtaaca gcagagggag ttaagccata ggaatttggc tgtggagtaa 2940 

gagggaatgc ggtgaggcag tgtggaatat gaccctacca gaggttggag aacaaacttg 3000 

ggcagccgga acccgtcact attttagatt cctggcattc gaggagccct ttgaactttc 3060 

caaagtgcag ccacagctac aatgctgtta aatcctccca catttcttgg atgccccttc 3120 

accttgtgtg gacagtgtct ggtttcccca ttttacagac aggaaaactg agcttcagac 3180 

agggggtggg ctttgcctaa ggacacacaa atttggttgg gagttgatgg ggccagatga 3240 

%l gccagcattc cagctgtttc acccttcagc aacatgcaga gtccctgagc ccacctccca 33 00 



gccctctcct cattctctga acccactgtg gtgagaagaa tttgctccgg ccaaattggc 3360 
cgttagccac ctgggtccac atcctgctaa gacgtttaaa acagcctaac aaagacactt 3420 
gcctgtgg 



iH <210> 847 

H <211> 673 

til <212> PRT 

Q <213> homo sapiens 

jj ; | 

p <400> 847 

] - i 

Met Ala Arg Ala His Trp Gly Cys Cys Pro Trp Leu Val Leu Leu Cys 
1 5 10 15 

Ala Cys Ala Trp Gly His Thr Lys Pro Leu Asp Leu Gly Gly Gin Asp 
20 25 30 

Val Arg Asn Cys Ser Thr Asn Pro Pro Tyr Leu Pro Val Thr Val Val 
35 40 45 

Asn Thr Thr Met Ser Leu Thr Ala Leu Arg Gin Gin Met Gin Thr Gin 
50 55 60 

Asn Leu Ser Ala Tyr He He Pro Gly Thr Asp Ala His Met Asn Glu 
65 70 75 80 

Tyr He Gly Gin His Asp Glu Arg Arg Ala Trp He Thr Gly Phe Thr 
85 90 95 

Gly Ser Ala Gly Thr Ala Val Val Thr Met Lys Lys Ala Ala Val Trp 
100 105 HO 



3428 
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Thr Asp Ser Arg Tyr Trp Thr Gin Ala Glu Arg Gin Met Asp Cys Asn 
115 120 125 



Trp Glu Leu His Lys Glu Val Gly Thr Thr Pro lie Val Thr Trp Leu 
130 135 140 

Leu Thr Glu lie Pro Ala Gly Gly Arg Val Gly Phe Asp Pro Phe Leu 
145 150 155 160 

Leu Ser lie Asp Thr Trp Glu Ser Tyr Asp Leu Ala Leu Gin Gly Ser 
165 170 175 

Asn Arg Gin Leu Val Ser lie Thr Thr Asn Leu Val Asp Leu Val Trp 
180 185 190 

Gly Ser Glu Arg Pro Pro Val Pro Asn Gin Pro lie Tyr Ala Leu Gin 
195 200 205 

Glu Ala Phe Thr Gly Ser Thr Trp Gin Glu Lys Val Ser Gly Val Arg 
210 215 220 

Ser Gin Met Gin Lys His Gin Lys Val Pro Thr Ala Val Leu Leu Ser 
225 230 235 240 

Ala Leu Glu Glu Thr Ala Trp Leu Phe Asn Leu Arg Ala Ser Asp lie 
245 250 255 

Pro Tyr Asn Pro Phe Phe Tyr Ser Tyr Thr Leu Leu Thr Asp Ser Ser 
260 265 270 

lie Arg Leu Phe Ala Asn Lys Ser Arg Phe Ser Ser Glu Thr Leu Ser 
275 280 285 

Tyr Leu Asn Ser Ser Cys Thr Gly Pro Met Cys Val Gin lie Glu Asp 
290 295 300 

Tyr Ser Gin Val Arg Asp Ser lie Gin Ala Tyr Ser Leu Gly Asp Val 
305 310 315 320 

Arg lie Trp lie Gly Thr Ser Tyr Thr Met Tyr Gly lie Tyr Glu Met 
325 330 335 

lie Pro Arg Glu Lys Leu Val Thr Asp Thr Tyr Ser Pro Val Met Met 
340 345 350 

Thr Lys Ala Val Lys Asn Ser Lys Glu Gin Ala Leu Leu Lys Ala Ser 
355 360 365 

His Val Arg Asp Ala Val Ala Val lie Arg Tyr Leu Val Trp Leu Glu 
370 375 380 

Lys Asn Val Pro Lys Gly Thr Val Asp Glu Phe Ser Gly Ala Glu lie 
385 390 395 400 

Val Asp Lys Phe Arg Gly Glu Glu Gin Phe Ser Ser Gly Pro Ser Phe 
405 410 415 
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Glu Thr lie Ser Ala Ser Gly Leu Asn Ala Ala Leu Ala His Tyr Ser 
420 425 430 

Pro Thr Lys Glu Leu Asn Arg Lys Leu Ser Ser Asp Glu Met Tyr Leu 
435 440 445 

Leu Asp Ser Gly Gly Gin Tyr Trp Asp Gly Thr Thr Asp He Thr Arg 
450 455 460 

Thr Val His Trp Gly Thr Pro Ser Ala Phe Gin Lys Glu Ala Tyr Thr 
465 470 475 480 

Arg Val Leu He Gly Asn He Asp Leu Ser Arg Leu He Phe Pro Ala 
485 490 495 

Ala Thr Ser Gly Arg Met Val Glu Ala Phe Ala Arg Arg Ala Leu Trp 
500 505 510 

Asp Ala Gly Leu Asn Tyr Gly His Gly Thr Gly His Gly He Gly Asn 
515 520 525 

U Phe Leu Cys Val His Glu Trp Pro Val Gly Phe Gin Ser Asn Asn He 
530 535 540 



'fes? 

'-J 
:: F5 



Ala Met Ala Lys Gly Met Phe Thr Ser He Glu Pro Gly Tyr Tyr Lys 
^1 545 550 555 " ^ 560 

Ul 

ff| Asp Gly Glu Phe Gly He Arg Leu Glu Asp Val Ala Leu Val Val Glu 

565 570 575 

P" Ala L V S Tnr L y s Tyr Pro Gly Glu Leu Pro Asp Leu Val Val Ser Phe 

fcjl 580 585 590 

P 

y Val Pr o Tyr Asp Arg Asn Leu He Asp Val Ser Leu Leu Ser Pro Glu 
P 595 600 605 

u 

His Leu Gin Tyr Leu Asn Arg Tyr Tyr Gin Thr He Arg Glu Lys Val 
610 615 620 

Gly Pro Glu Leu Gin Arg Arg Gin Leu Leu Glu Glu Phe Glu Trp Leu 
625 630 635 640 

Gin Gin His Thr Glu Pro Leu Ala Ala Arg Ala Pro Asp Thr Ala Ser 
645 650 ^ 655 

Trp Ala Ser Val Leu Val Val Ser Thr Leu Ala He Leu Gly Trp Ser 
660 665 670 

Val 



<210> 848 

<211> 1082 

<212> DNA 

<213> homo sapiens 
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H 



<400> 848 

ctgtgcatgg catcatcctg gccccctcta gagctccaat cctccaacca gagccagctc 60 

ttccctcaaa atgctacggc ctgtgacaat gctccagaag cctgggacct gctgcacaga 120 

gtgctgccga catttatcat ctccatctgt ttcttcggcc tcctagggaa cctttttgtc 180 

ctgttggtct tcctcctgcc ccggcggcaa ctgaacgtgg cagaaatcta cctggccaac 240 

ctggcagcct ctgatctggt gtttgtcttg ggcttgccct tctgggcaga gaatatctgg 300 

aaccagttta actggccttt cggagccctc ctctgccgtg tcatcaacgg ggtcatcaag 360 

gccaatttgt tcatcagcat cttcctggtg gtggccatca gccaggaccg ctaccgcgtg 420 

ctggtgcacc ctatggccag cggaaggcag cagcggcgga ggcaggcccg ggtcacctgc 480 

gtgctcatct gggttgtggg gggcctcttg agcatcccca cattcctgct gcgatccatc 540 

caagccgtcc cagatctgaa catcaccgcc tgcatcctgc tcctccccca tgaggcctgg 600 

cactttgcaa ggattgtgga gttaaatatt ctgggtttcc tcctaccact ggctgcgatc 660 



y gtcttcttca actaccacat cctggcctcc ctgcgaacgc gggaggaggt cagcaggaca 72 0 

O 

|j| agagtgcagg ggccgaagga tagcaagacc acagcgctga tcctcacgct cgtggttgcc 7 80 



ttcctggtct gctgggcccc ttaccacttc tttgccttcc tggaattctt attccaggtg 840 

caagcagtcc gaggctgctt ttgggaggac ttcattgacc tgggcctgca attggccaac 900 

H- ttctttgcct tcactaacag ctccctgaat ccagtaattt atgtctttgt gggccggctc 960 

k'ij 

Q ttcaggacca aggtctggga actttataaa caatgcaccc ctaaaagtct tgctccaata 1020 

tcttcatccc ataggaaaga aatcttccaa cttttctggc ggaattaaaa cagcattgaa 1080 



cc 



<210> 849 

<211> 353 

<212> PRT 

<213> homo sapiens 

<400> 849 

Met Ala Ser Ser Trp Pro Pro Leu Glu Leu Gin Ser Ser Asn Gin Ser 
1 5 10 15 

Gin Leu Phe Pro Gin Asn Ala Thr Ala Cys Asp Asn Ala Pro Glu Ala 
20 25 30 

Trp Asp Leu Leu His Arg Val Leu Pro Thr Phe lie He Ser He Cys 
35 40 45 

Phe Phe Gly Leu Leu Gly Asn Leu Phe Val Leu Leu Val Phe Leu Leu 



1082 
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Pro Arg Arg Gin Leu Asn Val Ala Glu He Tyr Leu Ala Asn Leu Ala 
65 70 75 80 

Ala Ser Asp Leu Val Phe Val Leu Gly Leu Pro Phe Trp Ala Glu Asn 
85 90 95 

He Trp Asn Gin Phe Asn Trp Pro Phe Gly Ala Leu Leu Cys Arg Val 
100 105 HO 

He Asn Gly Val He Lys Ala Asn Leu Phe He Ser He Phe Leu Val 
115 120 125 

Val Ala He Ser Gin Asp Arg Tyr Arg Val Leu Val His Pro Met Ala 
130 135 140 

Ser Gly Arg Gin Gin Arg Arg Arg Gin Ala Arg Val Thr Cys Val Leu 
145 150 155 iso 

He Trp Val Val Gly Gly Leu Leu Ser He Pro Thr Phe Leu Leu Arg 
165 170 175 

Ser He Gin Ala Val Pro Asp Leu Asn He Thr Ala Cys He Leu Leu 
180 185 190 

Leu Pro His Glu Ala Trp His Phe Ala Arg He Val Glu Leu Asn He 
195 200 205 

Leu Gly Phe Leu Leu Pro Leu Ala Ala He Val Phe Phe Asn Tyr His 
210 215 220 

He Leu Ala Ser Leu Arg Thr Arg Glu Glu Val Ser Arg Thr Arg Val 
225 23 0 235 ~ 240 

Gin Gly Pro Lys Asp Ser Lys Thr Thr Ala Leu He Leu Thr Leu Val 
245 250 255 

Val Ala Phe Leu Val Cys Trp Ala Pro Tyr His Phe Phe Ala Phe Leu 
260 265 270 

Glu Phe Leu Phe Gin Val Gin Ala Val Arg Gly Cys Phe Trp Glu Asp 
275 280 285 

Phe He Asp Leu Gly Leu Gin Leu Ala Asn Phe Phe Ala Phe Thr Asn 
290 295 300 

Ser Ser Leu Asn Pro Val He Tyr Val Phe Val Gly Arg Leu Phe Arg 
305 31 ° 315 320 

Thr Lys Val Trp Glu Leu Tyr Lys Gin Cys Thr Pro Lys Ser Leu Ala 
325 330 335 

Pro He Ser Ser Ser His Arg Lys Glu He Phe Gin Leu Phe Trp Arg 
340 345 350 

Asn 
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<210> 850 

<211> 3733 

<212> DNA 

<213> homo sapiens 

<400> 850 

atgttctctc cctggaagat atcaatgttt 

acggcctctt tcagcgccga catgctcaat 

acctttgccc agagcaaatg cccccaagtg 

ccccccttcc tctgggtgct gttcgtgctg 

gtcttctgcc tgcacaagag cagctgcacg 

gcagcagacc tgatcctggc ctgcgggctg 

j^i ttcgactggc tctttgggga gacgctctgc 

5? ctgtacagca gcatctgttt cctgatgctg 

ifl 

*;* aaaaccatgt ccatgggccg gatgcgcggc 

ijJl 

atctgggggt gtacgctgct cctgagctca 

m 

pt tacagcgatg agggccacaa cgtcaccgct 
jU gaagtgttca ccaacatgct cctgaatgtc 

ni 

;; w :[ accttctgca cgatgcagat catgcaggtg 

ii : I 

gagatccaga cggagaggag ggccacggtg 

Q 

jjwb atctgctggc tgcccttcca gatcagcacc 
ctctccagct gccaggacga gcgcatcatc 
gcctacagca acagctgcct caacccactg 
aagaagtctt gggaggtgta ccagggagtg 
attcagatgg agaactccat gggcacactg 
cacaaactgc aggactgggc agggagcaga 
aatttgtgta aggattgagg gacagttgct 
acatctatgc acgaccttgg gaaatgagtt 
tcctgccctg cccaattttg cagggagcat 
gccaaggact ccaaaatcac aacagcatta 
gcctgctcct tcccaggagt ggaggaggcc 




ctgtctgttc 


gtgaggcctc 


cgtgcccacc 


60 


gtcaccttgc 


aagggcccac 


tcttaacggg 


120 


gagtggctgg 


gctggctcaa 


caccatccag 


180 


gccaccctag 


agaacatctt 


tgtcctcagc 


240 


gtggcagaga 


tctacctggg 


gaacctggcc 


300 


cccttctggg 


ccatcaccat 


ctccaacaac 


360 


cgcgtggtga 


atgccattat 


ctccatgaac 


420 


gtgagcatcg 


accgctacct 


ggccctggtg 


480 


gtgcgctggg 


ccaagctcta 


cagcttggtg 


540 


cccatgctgg 


tgttccggac 


catgaaggag 


600 


tgtgtcatca 


gctacccatc 


cctcatctgg 


660 


gtgggcttcc 


tgctgcccct 


gagtgtcatc 


720 


ctgcggaaca 


acgagatgca 


gaagttcaag 


780 


ctagtcctgg 


ttgtgctgct 


gctattcatc 


840 


ttcctggata 


cgctgcatcg 


cctcggcatc 


900 


gatgtaatca 


cacagatcgc 


ctccttcatg 


960 


~a *— y o«v_y L-y a. 


i— v-»y i_ y y y t_ cxcl 


rfrrfoh i~ r~* :a 

yLytCLucga 




tgccagaaag 


ggggctgcag 


gtcagaaccc 


1080 


cggacctcca 


tctccgtgga 


acgccagatt 


1140 


cagtgagcaa 


acgccagcag 


ggctgctgtg 


1200 


tttcagcatg 


ggcccaggaa 


tgccaaggag 


1260 


gatgtctccg 


gtaaaacacc 


ggagactaat 


1320 


ggctgtgagg 


atggggtgaa 


ctcacgcaca 


1380 


ctgttcttat 


ttgctgccac 


acctgagcca 


1440 


tggggggagg 


gagaggagtg 


actgagcttc 


1500 
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cctcccgtgt gttctccgtc cctgccccag caagacaact tagatctcca ggagaactgc 1560 

catccagctt tggtgcaatg gctgagtgca caagtgagtt gttgccctgg gtttctttaa 1620 

tctattcagc tagaactttg aaggacaatt tcttgcatta ataaaggtta agccctgagg 1680 

ggtccctgat aacaacctgg agaccaggat tttatggctc ccctcactga tggacaagga 1740 

ggtctgtgcc aaagaagaat ccaataagca catattgagc acttgctgta tatgcagtat 1800 

tgagcactgt aggcaagacc caagaaagag aaggagccat ctccatcttg aaggaactca 1860 

aagactcaag tgggaacgac tgggcactgc caccaccaga aagctgttcg acgagacggt 1920 

cgagcagggt gctgtgggtg atatggacag cagaaggggg agaccaaggt tccagctcaa 1980 

ccaataacta ttgcacaacc acctgtccct gcctcagttc ccttttatgt aacatgaagt 2040 

cgttgtgagg gttaaaggca gtaacaggta taaagtactt agaaaagcaa agggtgctac 2100 

gtacatgtga ggcatcatta cgcagacgta actgggatat gtttactata aggaaaagac 2160 

actgaggtct agaaatagct ccgtggagca gaatcagtat tgggagccgg tggcggtgtg 2220 

aagcaccagt gtctggcaca cagtaggtgc tcattggctc ccttccacct gtcattccca 2280 

ccaccctgag gccccaaccg ccacacacac aggagcattt ggagagaagg ccatgtcttc 2340 

aaagtctgat ttgtgatgag gcagaggaag atatttctaa tcggtcttgc ccagaggatc 2400 

acagtgctga gaccccccac caccagccgg tacctgggaa gggggagagt gcaggcctgc 2460 

tcagggactg ttcctgtctc agcaaccaag ggattgttcc tgtcaatcaa tggtttattg 2520 

gaaggtggcc cagtatgagc cctagaagag tgtgaaaagg aatggcaatg gtgttcacca 2580 

tcggcagtgc cagggcagca ctcattcact tgataaatga atatttatta gctggttgga 2640 

gagctagaac ctggagagct agaacctgga gaactagaac ctggagggct agaacctgga 27 00 

gaggctagaa ccaagaaggg ctagaacctg gaggggctag aacctagaga agctaaaacc 27 60 

tgagctagaa gctggaggac tagaacctgg agggctggaa tctgaagggc tagaacctgg 2820 

agggctggaa tctggagagc tagaacctgg agggctagaa cctggagggc tagaacctag 2880 

aagggctaga acctggaggg ctggaatctg gagagctaga acctggaggg ctagaacctg 2940 

gagggctaga acctagaagg gctagaacct ggagggctag aacctggcag gttagaacct 3000 

agaagggcta gaacctggag agccagaacc tggagggcta gaacctggaa gggctagaac 3060 

ctgtagagct agaacatgga gagctagaac ccggcaggct agaacctggc aagctagaac 3120 

ctggagggaa tgaacctgga gggctagaac ctggagaatg agaaaaattt acatggcaaa 3180 



280 




281 



Lys Thr Met Ser Met Gly Arg Met Arg Gly Val Arg Trp Ala Lys Leu 
165 170 175 

Tyr Ser Leu Val lie Trp Gly Cys Thr Leu Leu Leu Ser Ser Pro Met 
180 185 190 

Leu Val Phe Arg Thr Met Lys Glu Tyr Ser Asp Glu Gly His Asn Val 
195 200 205 

Thr Ala Cys Val lie Ser Tyr Pro Ser Leu lie Trp Glu Val Phe Thr 
210 215 220 

Asn Met Leu Leu Asn Val Val Gly Phe Leu Leu Pro Leu Ser Val lie 
225 230 235 240 

Thr Phe Cys Thr Met Gin lie Met Gin Val Leu Arg Asn Asn Glu Met 
2 45 250 255 

Gin Lys Phe Lys Glu lie Gin Thr Glu Arg Arg Ala Thr Val Leu Val 
260 265 270 

Leu Val Val Leu Leu Leu Phe lie lie Cys Trp Leu Pro Phe Gin lie 
275 280 285 

Ser Thr Phe Leu Asp Thr Leu His Arg Leu Gly lie Leu Ser Ser Cys 
290 295 300 

Gin Asp Glu Arg lie lie Asp Val lie Thr Gin lie Ala Ser Phe Met 
305 310 315 320 

Ala Tyr Ser Asn Ser Cys Leu Asn Pro Leu Val Tyr Val lie Val Gly 
325 330 ~ 335 

Lys Arg Phe Arg Lys Lys Ser Trp Glu Val Tyr Gin Gly Val Cys Gin 
340 345 350 

Lys Gly Gly Cys Arg Ser Glu Pro lie Gin Met Glu Asn Ser Met Gly 
355 360 365 

Thr Leu Arg Thr Ser lie Ser Val Glu Arg Gin lie His Lys Leu Gin 
370 375 380 

Asp Trp Ala Gly Ser Arg Gin 

390 



385 




<210> 


852 


<211> 


1284 


<212> 


DNA 


<213> 


homo sapiens 


<400> 


852 



atgcatctta tcgactacct gctcctcctg ctggttggac tactggccct ttctcatggc 
cagctgcacg ttgagcatga tggtgagagt tgcagtaaca gctcccacca gcagattctg 
gagacaggtg agggctcccc cagcctcaag atagcccctg ccaatgctga ctttgccttc 



282 



• 



cgcttctact acctgatcgc ttcggagacc ccggggaaga acatcttttt ctccccgctg 240 

agcatctcgg cggcctacgc catgctttcc ctgggggcct gctcacacag ccgcagccag 3 00 

atccttgagg gcctgggctt caacctcacc gagctgtctg agtccgatgt ccataggggc 3 60 

ttccagcacc tcctgcacac tctcaacctc cccggccatg ggctggaaac acgcgtgggc 420 
agtgctctgt tcctgagcca caacctgaag ttccttgcaa aattcctgaa tgacaccatg 



480 

gccgtctatg aggctaaact cttccacacc aacttctacg acactgtggg cacaatccag 540 

cttatcaacg accacgtcaa gaaggaaact cgagggaaga ttgtggattt ggtcagtgag 600 

ctcaagaagg acgtcttgat ggtgctggtg aattacattt acttcaaagc cctgtgggag 660 

aaaccattca tttcctcaag gaccactccc aaagacttct atgttgatga gaacacaaca 720 

gtccgggtgc ccatgatgct gcaggaccag gagcatcact ggtatcttca tgacagatac 7 80 

p ttgccctgct cggtgctacg gatggattac aaaggagacg caaccgtgtt tttcattctc 840 

Q 

cctaaccaag gcaaaatgag ggagattgaa gaggttctga ctccagagat gctaatgagg 9 00 

tggaacaact tgttgcggaa gaggaatttt tacaagaagc tagagttgca tcttcccaag 9 60 

iy 

Ul ttctccattt ctggctccta tgtattagat cagattttgc ccaggctggg cttcacggat 1020 

& 

ctgttctcca agtgggctga cttatccggc atcaccaaac agcaaaaact ggaggcatcc 1080 

H 

;fl | aaaagtttcc acaaggccac cttggacgtg gatgaggctg gcaccgaggc tgcagcagcc 1140 

acgacgttcg cgatcaaatt cttctctgcc cagaccaatc gccacatcct gcgattcaac 1200 

cggcccttcc ttgtggtgat cttttccacc agcacccaga gtgtcctctt tctgggcaag 1260 

gtcgtcgacc ccacgaaacc atag 1284 

<210> 853 

<211> 427 

<212> PRT 

<213> homo sapiens 

<400> 853 

Met His Leu lie Asp Tyr Leu Leu Leu Leu Leu Val Gly Leu Leu Ala 
1 5 10 15 

Leu Ser His Gly Gin Leu His Val Glu His Asp Gly Glu Ser Cys Ser 
20 25 30 

Asn Ser Ser His Gin Gin lie Leu Glu Thr Gly Glu Gly Ser Pro Ser 
35 40 ~ 45 

Leu Lys lie Ala Pro Ala Asn Ala Asp Phe Ala Phe Arg Phe Tyr Tyr 
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50 55 60 

Leu He Ala Ser Glu Thr Pro Gly Lys Asn He Phe Phe Ser Pro Leu 
65 70 75 80 

Ser He Ser Ala Ala Tyr Ala Met Leu Ser Leu Gly Ala Cys Ser His 
85 90 95 

Ser Arg Ser Gin He Leu Glu Gly Leu Gly Phe Asn Leu Thr Glu Leu 
100 105 110 

Ser Glu Ser Asp Val His Arg Gly Phe Gin His Leu Leu His Thr Leu 
115 120 125 

Asn Leu Pro Gly His Gly Leu Glu Thr Arg Val Gly Ser Ala Leu Phe 
130 135 140 

Leu Ser His Asn Leu Lys Phe Leu Ala Lys Phe Leu Asn Asp Thr Met 
145 150 155 160 

Ala Val Tyr Glu Ala Lys Leu Phe His Thr Asn Phe Tyr Asp Thr Val 
165 170 ~ 175 

Gly Thr He Gin Leu He Asn Asp His Val Lys Lys Glu Thr Arg Gly 
180 185 190 

Lys He Val Asp Leu Val Ser Glu Leu Lys Lys Asp Val Leu Met Val 
195 200 205 

Leu Val Asn Tyr He Tyr Phe Lys Ala Leu Trp Glu Lys Pro Phe He 
210 215 220 

Ser Ser Arg Thr Thr Pro Lys Asp Phe Tyr Val Asp Glu Asn Thr Thr 
225 230 235 240 

Val Arg Val Pro Met Met Leu Gin Asp Gin Glu His His Trp Tyr Leu 
245 250 A 255 

His Asp Arg Tyr Leu Pro Cys Ser Val Leu Arg Met Asp Tyr Lys Gly 
260 2 65 27 0 

Asp Ala Thr Val Phe Phe He Leu Pro Asn Gin Gly Lys Met Arg Glu 
275 280 285 

He Glu Glu Val Leu Thr Pro Glu Met Leu Met Arg Trp Asn Asn Leu 
290 295 300 

Leu Arg Lys Arg Asn Phe Tyr Lys Lys Leu Glu Leu His Leu Pro Lys 
305 310 315 320 

Phe Ser He Ser Gly Ser Tyr Val Leu Asp Gin He Leu Pro Arg Leu 
325 330 335 

Gly Phe Thr Asp Leu Phe Ser Lys Trp Ala Asp Leu Ser Gly He Thr 
340 345 350 

Lys Gin Gin Lys Leu Glu Ala Ser Lys Ser Phe His Lys Ala Thr Leu 
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355 360 365 

Asp Val Asp Glu Ala Gly Thr Glu Ala Ala Ala Ala Thr Thr Phe Ala 
370 375 380 

lie Lys Phe Phe Ser Ala Gin Thr Asn Arg His lie Leu Arg Phe Asn 
385 390 395 400 

Arg Pro Phe Leu Val Val lie Phe Ser Thr Ser Thr Gin Ser Val Leu 
405 410 415 

Phe Leu Gly Lys Val Val Asp Pro Thr Lys Pro 
420 425 

<210> 854 

<211> 1284 

<212> DNA 

<213> homo sapiens 

<400> 854 





atgcatctta 


tcgactacct 


gctcctcctg 


ctggttggac 


tactggccct 


ttctcatggc 


60 


a 

Q 


cagctgcacg 


ttgagcatga 


tggtgagagt 


tgcagtaaca 


gctcccacca 


gcagattctg 


120 


w 

ri 
V 5 

,f% 

U! 


gagacaggtg 


agggctcccc 


cagcctcaag 


atagcccctg 


ccaatgctga 


ctttgccttc 


180 


cgcttctact 


acctgatcgc 


ttcggagacc 


ccggggaaga 


acatcttttt 


ctccccgctg 


240 


pi 


agcatctcgg 


cggcctacgc 


catgctttcc 


ctgggggcct 


gc tcacacag 


ccgcagccag 


300 


w 

H 


atccttgagg 


gcctgggctt 


caacctcacc 


gagctgtctg 


agtccgatgt 


ccataggggc 


360 


B if 

ft 


ttccagcacc 


tcctgcacac 


tctcaacctc 


cccggccatg 


ggctggaaac 


atgcgtgggc 


420 


hi 

0 
N 


agtgctctgt 


tcctgagcca 


caacctgaag 


ttccttgcaa 


aattcctgaa 


tgacaccatg 


480 


gccgtctatg 


aggctaaact 


cttccacacc 


aacttctacg 


acactgtggg 


cacaatccag 


540 




cttatcaacg 


accacgtcaa 


gaaggaaact 


cgagggaaga 


ttgtggattt 


ggtcagtgag 


600 




ctcaagaagg 


acgtcttgat 


ggtgctggtg 


aattacattt 


acttcaaagc 


cctgtgggag 


660 




aaaccattca 


tttcctcaag 


gaccactccc 


aaagacttct 


atgttgatga 


gaacacaaca 


720 




gtccgggtgc 


ccatgatgct 


gcaggaccag 


gagcatcact 


ggtatcttca 


tgacagatac 


780 




ttgccctgct 


cggtgctacg 


gatggattac 


aaaggagacg 


caaccgtgtt 


tttcattctc 


840 




cctaaccaag 


gcaaaatgag 


ggagattgaa 


gaggttctga 


ctccagagat 


gctaatgagg 


900 




tggaacaact 


tgttgcggaa 


gaggaatttt 


tacaagaagc 


tagagttgca 


tcttcccaag 


960 




ttctccattt 


ctggctccta 


tgtattagat 


cagattttgc 


ccaggctggg 


cttcacggat 


1020 




ctgttctcca 


agtgggctga 


cttatccggc 


atcaccaaac 


agcaaaaact 


ggaggcatcc 


1080 




aaaagtttcc 


acaaggccac 


cttggacgtg 


gatgaggctg 


gcaccgaggc 


tgcagcagcc 


1140 



285 



accacgttcg cgatcaaatt cttctctgcc cagaccaatc gccacatcct gcgattcaac 1200 
cggcccttcc ttgtggtgat cttttccacc agcacccaga gtgtcctctt tctgggcaag 1260 
gtcgtcgacc ccacgaaacc atag 

1284 



<210> 855 

<211> 427 

<212> PRT 

<213> homo sapiens 

<400> 855 



Met His Leu He Asp Tyr Leu Leu Leu Leu Leu Val Gly Leu Leu Ala 
1 5 10 



15 



Leu Ser His Gly Gin Leu His Val Glu His Asp Gly Glu Ser Cys Ser 
20 25 30 

Asn Ser Ser His Gin Gin He Leu Glu Thr Gly Glu Gly Ser Pro Ser 



O 40 45 

U! so 



^ Leu Lys He Ala Pro Ala Asn Ala Asp Phe Ala Phe Arg Phe Tyr Tyr 



55 60 



Jf 1 Ile Ala Ser Glu Thr Gly Lys Asn He Phe Phe Ser Pro Leu 

m 65 70 75 80 

Ser He Ser Ala Ala Tyr Ala Met Leu Ser Leu Gly Ala Cys Ser His 



ni 85 90 95 



Ser Arg Ser Gin Ile Leu Glu Gly Leu Gly Phe Asn Leu Thr Glu Leu 



W ioo 

Q 



105 110 



H Ser Glu Ser Asp Val His Arg Gly Phe Gin His Leu Leu His Thr Leu 
115 120 125 

Asn Leu Pro Gly His Gly Leu Glu Thr Cys Val Gly Ser Ala Leu Phe 
130 135 i4o 

Leu Ser His Asn Leu Lys Phe Leu Ala Lys Phe Leu Asn Asp Thr Met 
145 150 155 160 

Ala Val Tyr Glu Ala Lys Leu Phe His Thr Asn Phe Tyr Asp Thr Val 
165 170 175 

Gly Thr lie Gin Leu lie Asn Asp His Val Lys Lys Glu Thr Arg Gly 
180 185 19Q 

Lys Ile Val Asp Leu Val Ser Glu Leu Lys Lys Asp Val Leu Met Val 
195 200 205 

Leu Val Asn Tyr Ile Tyr Phe Lys Ala Leu Trp Glu Lys Pro Phe lie 
210 215 220 
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Ser Ser Arg Thr Thr Pro Lys Asp Phe Tyr Val Asp Glu Asn Thr Thr 
225 230 235 240 

Val Arg Val Pro Met Met Leu Gin Asp Gin Glu His His Trp Tyr Leu 
245 250 255 

His Asp Arg Tyr Leu Pro Cys Ser Val Leu Arg Met Asp Tyr Lys Gly 
260 265 270 

Asp Ala Thr Val Phe Phe lie Leu Pro Asn Gin Gly Lys Met Arg Glu 
275 280 " 285 

lie Glu Glu Val Leu Thr Pro Glu Met Leu Met Arg Trp Asn Asn Leu 
290 295 300 

Leu Arg Lys Arg Asn Phe Tyr Lys Lys Leu Glu Leu His Leu Pro Lys 
305 310 315 320 

Phe Ser lie Ser Gly Ser Tyr Val Leu Asp Gin lie Leu Pro Arg Leu 
325 330 335 

Gly Phe Thr Asp Leu Phe Ser Lys Trp Ala Asp Leu Ser Gly lie Thr 
340 345 350 

Lys Gin Gin Lys Leu Glu Ala Ser Lys Ser Phe His Lys Ala Thr Leu 
355 360 365 

Asp Val Asp Glu Ala Gly Thr Glu Ala Ala Ala Ala Thr Thr Phe Ala 
370 375 380 

lie Lys Phe Phe Ser Ala Gin Thr Asn Arg His lie Leu Arg Phe Asn 
385 390 395 400 

Arg Pro Phe Leu Val Val lie Phe Ser Thr Ser Thr Gin Ser Val Leu 
405 410 415 

Phe Leu Gly Lys Val Val Asp Pro Thr Lys Pro 
420 425 

<210> 856 

<211> 3428 

<212> DNA 

<213> homo sapiens 

<220> 

<221> misc_f eature 

<222> (711) . . (711) 

<223> wherein N is either an " T " or a "C" . 



<220> 

<221> misc_feature 

<222> (2085) . . (2085) 

<223> wherein N is either an "C" or a "G" . 



<400> 856 



287 




caccctatcc tacactacta ggaacttgca 
tgcccaccct ggctcccaaa accctccaaa 
gcagccaaac gcctccttct tgacgccagc 
aggcctgaag gaacaggccg gggaaggagc 
ccagcgccgg catctggaga ccctatggcc 
gtcctcctct gtgcttgtgc ctggggccac 
gtgagaaatt gttccaccaa ccccccttac 
tcactcacag ccctccgcca gcagatgcag 
ggcacagatg ctcacatgaa cgagtacatc 
acaggcttta cagggtctgc aggaactgca 
accgacagtc gctactggac tcaggctgag 

n 

*j : aaggaagttg gcaccactcc tattgtcacc 
U cgtgtgggtt ttgacccctt cctcttgtcc 
ijfS ctccaaggct ctaacagaca gctggtgtcc 

m 

p| ggatcagaga ggccaccggt tccaaatcaa 
gggagcactt ggcaggagaa agtatctggc 
Sif gtcccgactg ccgtccttct gtcggcgctt 

O 

y| gccagtgaca tcccctataa ccccttcttc 
attaggttgt ttgcaaacaa gagtcgcttt 
agttgcacag gccccatgtg tgtgcaaatc 
caggcctact cattgggaga tgtgaggatc 
atctatgaaa tgataccaag ggagaaactc 
accaaggcag tgaagaacag caaggagcag 
gctgtggctg tgatccggta cttggtctgg 
gatgagtttt cgggggcaga gatcgtggac 
ggacccagtt ttgaaaccat ctctgctagt 
ccgaccaagg agctgaaccg caagctgtcc 
gggcagtact gggacgggac cacagacatc 
gcctttcaga aggaggcata tacccgtgtg 



• 



cagtccgcct 


cgggcagccc 


aaagctcctc 


60 


acaaaagacc 


agaaaagcac 


tctccaccca 


120 


ccccaccctc 


tgtctgctcg 


agcccaggaa 


180 


cctccctctc 


tcccttgtcc 


ctccatccac 


240 


cgggctcact 


ggggctgctg 


cccctggctg 


300 


acaaagccac 


tggaccttgg 


agggcaggat 


360 


cttccagtta 


ctgtggtcaa 


taccacaatg 


420 


acccagaatc 


tctcagccta 


catcatccca 


480 


ggccaacatg 


acgagaggcg 


tgcgtggatt 


540 


gtggtgacta 


tgaagaaagc 


agctgtctgg 


600 


cggcaaatgg 


actgtaattg 


ggagctccat 


660 


tggctcctca 


ccgagattcc ngctggaggg 


720 


attgacacct 


gggagagtta 


tgatctggcc 


780 


atcacaacca 


atcttgtgga 


cctggtatgg 


840 


cccatttatg 


ccctgcagga 


ggcattcaca 


900 


gtccgaagcc 


agatgcagaa 


gcatcaaaag 


960 


gaggagacgg 


cctggctctt 


caaccttcga 


1020 


tattcctaca 


cgctgctcac 


agactcttct 


1080 


agctccgaaa 


ccttgagcta 


tctgaactcc 


1140 


gaggattaca 


gccaagttcg 


tgacagcatc 


1200 


tggattggga 


ccagctatac 


catgtatggg 


1260 


gtgacagaca 


cctactcccc 


agtgatgatg 


1320 


gccctcctca 


aggccagcca 


cgtgcgggac 


1380 


ctggagaaga 


acgtgcccaa 


aggcacagtg 


1440 


aagttccgag 


gagaagaaca 


gttctcctcc 


1500 


ggtttgaatg 


ctgccctggc 


ccactacagc 


1560 


tcagatgaga 


tgtacctgct 


ggactctggg 


1620 


accagaacag 


tccactgggg 


caccccctct 


1680 


ctgataggaa 


atattgacct 


gtccaggctc 


1740 
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atctttcccg ctgctacatc agggcgaatg gtggaggcct ttgcccgcag agccttgtgg 1800 

gatgctggtc tcaattatgg tcatgggaca ggccacggca ttggcaactt cctgtgtgtg 1860 

catgagtggc cagtgggatt ccagtccaac aacatcgcta tggccaaggg catgttcact 1920 

tccattgaac ctggttacta taaggatgga gaatttggga tccgtctcga agatgtggct 1980 

ctcgtggtag aagcaaagac caagtaccca ggggagctac ctgaccttgt ggtatcattt 2040 

gtgccctatg accggaacct catcgatgtc agcctgctgt ctccngagca tctccagtac 2100 

ctgaatcgct actaccagac catccgggag aaggtgggtc cagagctgca gaggcgccag 2160 

ctactagagg agttcgagtg gcttcaacag cacacagagc ccctggccgc cagggcccca 2220 

gacaccgcct cctgggcctc tgtgttagtg gtctccaccc ttgccatcct tggctggagt 2280 

gtctagaggc tccagactct cctgttaacc ctccatctag atggggggct cccttgctta 2340 

p gctcccctca ccctgcactg aacatacccc aagagcccct gctggcccat tgcctagaaa 2400 

if"* 

cctttgcatt catcctcctt ctccaagacc tatggagaag gtcccaggcc ccaggaaaca 2460 

cagggcttct tggccccaga tggcacctcc ctgcaccccg gggttgtata ccacaccctg 2520 

ggcccctaat cccaggcccc gaaataggaa agccagctag tctcttctct tctgtgatct 2580 

cagtaggcct aacctataac ctaacacaga ctgctacagc tgctcccctc ccgccaaaca 2640 



if! 



ipy aagccccaag aaaacaatgc ccctaccacc caagggtgcc atggtcccgg gaaaacccaa 2700 

n 

8 --j cctgtcaccg cgtgttgggc gtaaccagaa ctgttccccc ccaccagggc ttaaaaatcg 2760 

•r : r 

U cccccacttt ttaaccatcg tccattaacc acctggtggg catagccaga gctgttcgaa 2820 

cccagccagg gatgaaaaat caacccccga catggaaccc atgattccta aacccggggt 2880 

aggttccatg ccaagtaaca gcagagggag ttaagccata ggaatttggc tgtggagtaa 2940 

gagggaatgc ggtgaggcag tgtggaatat gaccctacca gaggttggag aacaaacttg 3000 

ggcagccgga acccgtcact attttagatt cctggcattc gaggagccct ttgaactttc 3060 

caaagtgcag ccacagctac aatgctgtta aatcctccca catttcttgg atgccccttc 3120 

accttgtgtg gacagtgtct ggtttcccca ttttacagac aggaaaactg agcttcagac 3180 

agggggtggg ctttgcctaa ggacacacaa atttggttgg gagttgatgg ggccagatga 3240 

gccagcattc cagctgtttc acccttcagc aacatgcaga gtccctgagc ccacctccca 3300 

gccctctcct cattctctga acccactgtg gtgagaagaa tttgctccgg ccaaattggc 3360 

cgttagccac ctgggtccac atcctgctaa gacgtttaaa acagcctaac aaagacactt 3420 



289 




gcctgtgg 



<210> 857 

<211> 673 

<212> PRT 

<213> homo sapiens 

<400> 857 



3428 



Met Ala Arg Ala His Trp Gly Cys Cys Pro Trp Leu Val Leu Leu Cys 
1 5 10 15 

Ala Cys Ala Trp Gly His Thr Lys Pro Leu Asp Leu Gly Gly Gin Asp 
20 25 30 

Val Arg Asn Cys Ser Thr Asn Pro Pro Tyr Leu Pro Val Thr Val Val 
35 40 45 

Asn Thr Thr Met Ser Leu Thr Ala Leu Arg Gin Gin Met Gin Thr Gin 
H 50 55 60 

" Asn Leu Ser Ala Tyr He He Pro Gly Thr Asp Ala His Met Asn Glu 
Ft 65 70 75 80 

Ml Tyr Ile G1 Y Gln His Asp Glu Arg Arg Ala Trp He Thr Gly Phe Thr 

85 90 95 

•v i 

PI Gly Ser Ala Gly Thr Ala Val Val Thr Met Lys Lys Ala Ala Val Trp 
100 105 HO 

Thr Asp Ser Arg Tyr Trp Thr Gin Ala Glu Arg Gin Met Asp Cys Asn 
115 120 125 



fel Trp Glu Leu His Lys Glu Val Gly Thr Thr Pro Ile Val Thr Trp Leu 
U 130 135 140 

Leu Thr Glu Ile Pro Ala Gly Gly Arg Val Gly Phe Asp Pro Phe Leu 
145 150 155 ~ 160 

Leu Ser Ile Asp Thr Trp Glu Ser Tyr Asp Leu Ala Leu Gin Gly Ser 
165 170 175 

Asn Arg Gin Leu Val Ser Ile Thr Thr Asn Leu Val Asp Leu Val Trp 
180 185 190 

Gly Ser Glu Arg Pro Pro Val Pro Asn Gin Pro Ile Tyr Ala Leu Gin 
i95 200 205 

Glu Ala Phe Thr Gly Ser Thr Trp Gin Glu Lys Val Ser Gly Val Arg 
210 215 220 

Ser Gin Met Gin Lys His Gin Lys Val Pro Thr Ala Val Leu Leu Ser 
225 230 235 240 

Ala Leu Glu Glu Thr Ala Trp Leu Phe Asn Leu Arg Ala Ser Asp Ile 
245 250 255 



290 



Pro Tyr Asn Pro Phe Phe Tyr Ser Tyr Thr Leu Leu Thr Asp Ser Ser 
260 265 270 

lie Arg Leu Phe Ala Asn Lys Ser Arg Phe Ser Ser Glu Thr Leu Ser 
275 280 285 

Tyr Leu Asn Ser Ser Cys Thr Gly Pro Met Cys Val Gin He Glu Asp 
290 295 300 

Tyr Ser Gin Val Arg Asp Ser He Gin Ala Tyr Ser Leu Gly Asp Val 
305 310 315 ^ 320 

Arg He Trp He Gly Thr Ser Tyr Thr Met Tyr Gly He Tyr Glu Met 
325 330 335 

He Pro Arg Glu Lys Leu Val Thr Asp Thr Tyr Ser Pro Val Met Met 
340 345 350 

Thr Lys Ala Val Lys Asn Ser Lys Glu Gin Ala Leu Leu Lys Ala Ser 
355 360 365 

His Val Arg Asp Ala Val Ala Val He Arg Tyr Leu Val Trp Leu Glu 
370 375 380 

Lys Asn Val Pro Lys Gly Thr Val Asp Glu Phe Ser Gly Ala Glu He 
385 390 395 400 

Val Asp Lys Phe Arg Gly Glu Glu Gin Phe Ser Ser Gly Pro Ser Phe 
405 410 ~ 415 

Glu Thr He Ser Ala Ser Gly Leu Asn Ala Ala Leu Ala His Tyr Ser 
420 425 430 

Pro Thr Lys Glu Leu Asn Arg Lys Leu Ser Ser Asp Glu Met Tyr Leu 
435 440 445 

Leu Asp Ser Gly Gly Gin Tyr Trp Asp Gly Thr Thr Asp He Thr Arg 
4 50 455 460 

Thr Val His Trp Gly Thr Pro Ser Ala Phe Gin Lys Glu Ala Tyr Thr 
465 470 475 480 

Arg Val Leu He Gly Asn He Asp Leu Ser Arg Leu He Phe Pro Ala 
485 490 495 

Ala Thr Ser Gly Arg Met Val Glu Ala Phe Ala Arg Arg Ala Leu Trp 
500 505 510 

Asp Ala Gly Leu Asn Tyr Gly His Gly Thr Gly His Gly He Gly Asn 
515 520 525 

Phe Leu Cys Val His Glu Trp Pro Val Gly Phe Gin Ser Asn Asn He 
530 535 540 

Ala Met Ala Lys Gly Met Phe Thr Ser He Glu Pro Gly Tyr Tyr Lys 
545 550 555 "* 560 
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<400> 861 

tccaggaact gagtgccaa 



<210> 862 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 862 

catggtccca ggagagccc 



<210> 863 

<211> 17 

<212> DNA 

<213> homo sapiens 

<400> 863 
cctgttgggc atagcca 



<210> 864 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 864 

ccctccagca ggaatctcg 



<210> 865 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 865 

acaaggtgca ggggccgca 



<210> 866 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 866 

gtgggccctg tataatcac 



<210> 867 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 867 

ctcaagggct caagtgatc 



<210> 868 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 868 

acaagtatca ggtaatggc 



<210> 869 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 869 

cctctcttat tacacttcc 



<210> 870 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 870 

gttgtgaggg ttaaaggca 



<210> 871 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 871 

ggcacggagt cctcacgaa 



<210> 872 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 872 

aactgacctg agtacagtg 



<210> 873 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 873 

ctgacctgag tacagtgaa 



<210> 874 
<211> 19 



<212> DNA 

<213> homo sapiens 

<400> 874 

tctgctccat ggagctatt 



<210> 875 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 875 

atttctagac ctcagtgtc 



<210> 876 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 876 

gaccgtctcg tcgaacagc 



<210> 877 

<211> 13 

<212> DNA 

<213> homo sapiens 

<400> 877 
gaagctggtg get 



<210> 878 

<211> 13 

<212> DNA 

<213> homo sapiens 

<400> 878 
cacgcatgtt tec 



<210> 879 

<211> 16 

<212> DNA 

<213> homo sapiens 

<400> 879 
ggtacccgtt tcataa 



<210> 880 

<211> 18 

<212> DNA 

<213> homo sapiens 



<400> 880 
atgtagatag tcttgtgg 



<210> 
<211> 
<212> 
<213> 



881 

14 

DNA 

homo sapiens 



<400> 881 
ccagatgcag ctag 

<210> 882 

<211> 14 

<212> DNA 

<213> homo sapiens 

<400> 882 
cttgtgacac agct 



<210> 883 

<211> 16 

<212> DNA 

<213> homo sapiens 

<400> 883 
aagtacatga agaatt 



<210> 884 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 884 

gagccgggtg aggtctggt 



<210> 885 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 885 

gctaggggcc tcggacctt 



<210> 886 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 886 

aacaggatgc cccaacagg 



<210> 887 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 887 

tccaggaacc gagtgccaa 



<210> 888 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 888 

catggtcccg ggagagccc 



<210> 889 

<211> 17 

<212> DNA 

<213> homo sapiens 

<400> 889 
cctgttgggt atagcca 



<210> 890 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 890 

ccctccagcg ggaatctcg 



<210> 891 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 891 

acaaggtgcg ggggccgca 



<210> 892 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 892 

gtgggcccta tataatcac 



<210> 893 
<211> 19 



<212> DNA 

<213> homo sapiens 

<400> 893 

ctcaagggcg caagtgatc 



<210> 894 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 894 

acaagtatcg ggtaatggc 



<210> 895 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 895 

cctctcttac tacacttcc 



<210> 896 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 896 

gttgtgagga ttaaaggca 



<210> 897 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 897 

ggcacggagg cctcacgaa 



<210> 898 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 898 

aactgaccta agtacagtg 



<210> 899 

<211> 19 

<212> DNA 

<213> homo sapiens 



<400> 899 

ctgacctgaa tacagtgaa 



<210> 900 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 900 

tctgctccac ggagctatt 



<210> 901 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 901 

atttctagaa ctcagtgtc 



<210> 902 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 902 

gaccgtctca tcgaacagc 



<210> 903 

<211> 13 

<212> DNA 

<213> homo sapiens 

<400> 903 
gaagctcgtg get 



<210> 904 

<211> 13 

<212> DNA 

<213> homo sapiens 

<400> 904 
cacgcgtgtt tec 



<210> 905 

<211> 16 

<212> DNA 

<213> homo sapiens 

<400> 905 
ggtacccatt tcataa 



<210> 906 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 906 
atgtagatgg tcttgtgg 



<210> 907 

<211> 14 

<212> DNA 

<213> homo sapiens 

<400> 907 
ccagaggcag ctag 



<210> 908 

<211> 14 

<212> DNA 

<213> homo sapiens 

<400> 908 
cttgtgaaac agct 



<210> 909 

<211> 16 

<212> DNA 

<213> homo sapiens 

<400> 909 
aagtacacga agaatt 



<210> 910 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 910 

ctgtggctgc aaccagacct cacccggctc ctctgtttcc 



<210> 911 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 911 

agtccacgtt gaaggtccga ggcccctagc cctgtggggg 



<210> 912 
<211> 41 
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<212> DNA 

<213> homo sapiens 



<400> 912 

ttttctaggg ccctgttggg gcatcctgtt gtgtgtgtag a 

<210> 913 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 913 

aaggctgacc ttccaggaac cgagtgccaa aggcaaggtc t 

<210> 914 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 914 

cccaagggtg ccatggtccc gggagagccc aaacctatca c 

<210> 915 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 915 

acctatcacc acctgttggg catagccaga gctgttccca c 

<210> 916 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 916 

tggctcctca ccgagattcc tgctggaggg cgtgtgggtt t 

<210> 917 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 917 

ggtcagcagg acaagagtgc gggggccgaa ggatagcaag a 

<210> 918 

<211> 41 

<212> DNA 

<213> homo sapiens 
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<400> 918 

gaattatcca agtgggccct atataatcac aagggtcctt a 

<210> 919 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 919 

ctggtctcaa actcaagggc tcaagtgatc ctccactttg g 

<210> 920 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 920 

ggaaacaaat aacaagtatc gggtaatggc ctctcttatt a 

<210> 921 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 921 

tcgggtaatg gcctctctta ttacacttcc atttgtctat t 

<210> 922 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 922 

atacctgtta ctgcctttaa ccctcacaac gacttcatgt t 

<210> 923 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 923 

aggccgtggt gggcacggag tcctcacgaa cagacagaaa c 

<210> 924 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 924 

taataactgc aaactgacct gagtacagtg aaaaatcaag c 
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<210> 925 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 925 

ataactgcaa actgacctga gtacagtgaa aaatcaagca a 

<210> 926 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 926 

ccaatactga ttctgctcca cggagctatt tctagacctc a 

<210> 927 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 927 

tccacggagc tatttctaga cctcagtgtc ttttccttat a 

<210> 928 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 928 

gcaccctgct cgaccgtctc gtcgaacagc tttctggtgg t 

<210> 929 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 929 

accgaggctg cagcagccac cacgttcgcg atcaaattct t 

<210> 930 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 930 

ccggccatgg gctggaaaca cgcgtgggca gtgctctgtt c 



<210> 931 
<211> 41 
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<212> DNA 

<213> homo sapiens 



<400> 931 

gacagatgtt cattatgaaa 

<210> 932 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 932 

tggccactgt gtatgtagat 

<210> 933 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 933 

ggatattttg tgctagctgc 

<210> 934 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 934 

aaagaaacat tctcagctgt 

<210> 935 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 935 

ataacaaaga gccaagtaca 

<210> 936 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 936 

ctgtggctgc aaccagacct 

<210> 937 

<211> 41 

<212> DNA 

<213> homo sapiens 



cgggtaccaa ttctatcccc a 



ggtcttgtgg cccctggaga g 



ctctggggct cacaagtgtg c 



gtcacaagtc ctcatgagac t 



cgaagaattc atggggcttc t 



tacccggctc ctctgtttcc c 
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<400> 937 

agtccacgtt gaaggtccga agcccctagc cctgtggggg c 



<210> 938 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 938 

ttttctaggg ccctgttggg acatcctgtt gtgtgtgtag a 

<210> 939 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 939 

aaggctgacc ttccaggaac tgagtgccaa aggcaaggtc t 

<210> 940 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 940 

cccaagggtg ccatggtccc aggagagccc aaacctatca c 



<210> 941 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 941 

acctatcacc acctgttggg tatagccaga gctgttccca c 

<210> 942 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 942 

tggctcctca ccgagattcc cgctggaggg cgtgtgggtt t 

<210> 943 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 943 

ggtcagcagg acaagagtgc aggggccgaa ggatagcaag a 
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<210> 944 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 944 

gaattatcca agtgggccct gtataatcac aagggtcctt a 

<210> 945 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 945 

ctggtctcaa actcaagggc gcaagtgatc ctccactttg g 

<210> 946 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 946 

ggaaacaaat aacaagtatc aggtaatggc ctctcttatt a 

<210> 947 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 947 

tcgggtaatg gcctctctta ctacacttcc atttgtctat t 

<210> 948 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 948 

atacctgtta ctgcctttaa tcctcacaac gacttcatgt t 

<210> 949 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 949 

aggccgtggt gggcacggag gcctcacgaa cagacagaaa c 

<210> 950 
<211> 41 
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<212> DNA 

< 2 1 3 > homo s api ens 



<400> 950 

taataactgc aaactgacct aagtacagtg aaaaatcaag c 



<210> 951 

<211> 41 

<212> DNA 

<213> homo 

<400> 951 
ataactgcaa 



sapiens 



actgacctga 



atacagtgaa 



aaatcaagca a 



<210> 952 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 952 

ccaatactga ttctgctcca tggagctatt tctagacctc a 



<210> 953 

<211> 41 

<212> DNA 

<213> homo 

<400> 953 
tccacggagc 



sapiens 



tatttctaga 



actcagtgtc 



ttttccttat a 



<210> 954 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 954 

gcaccctgct cgaccgtctc atcgaacagc tttctggtgg t 



<210> 955 

<211> 41 

<212> DNA 

<213> homo sapiens 



<400> 955 

accgaggctg cagcagccac gacgttcgcg atcaaattct t 



<210> 956 

<211> 41 

<212> DNA 

<213> homo sapiens 
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<400> 956 

ccggccatgg gctggaaaca tgcgtgggca gtgctctgtt c 



<210> 957 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 957 

gacagatgtt cattatgaaa tgggtaccaa ttctatcccc a 

<210> 958 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 958 

tggccactgt gtatgtagat agtcttgtgg cccctggaga g 

<210> 959 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 959 

ggatattttg tgctagctgc atctggggct cacaagtgtg c 

<210> 960 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 960 

aaagaaacat tctcagctgt ttcacaagtc ctcatgagac t 

<210> 961 

<211> 41 

<212> DNA 

<213> homo sapiens 

<400> 961 

ataacaaaga gccaagtaca tgaagaattc atggggcttc t 

<210> 962 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 962 

ttttcaaagc tccacatcct g 
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<210> 963 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 963 

taaatgacag gtcagggctt g 



<210> 964 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 964 

taaatgacag gtcagggctt g 



ii if 



..... 



<210> 965 

<211> 22 

<212> DNA 

<213> homo sapiens 



U <400> 965 

I-/! ggcccatgtc attaatgagt ac 

PI 

ff| <210> 966 

J <211> 20 

ii , <212> DNA 

PSJ| <213> homo sapiens 



<400> 966 



■9 gaactttcca aagtgcagcc 

<210> 967 

<211> 20 

<212> DNA 

■ <213> homo sapiens 

<400> 967 

gaactttcca aagtgcagcc 



<210> 968 

<211> 21 

<212> DNA 

< 2 1 3 > homo s api ens 

<400> 968 

gagaatctct ttccagaggc c 



<210> 969 
<211> 21 
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<212> DNA 

<213> homo sapiens 

<400> 969 

acttcccaga ctcaagggat c 21 



<210> 970 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 970 

acttcccaga ctcaagggat c 21 



<210> 971 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 971 

acttcccaga ctcaagggat c 21 

*»£ 

Ul <210> 972 

y;i <2ii> 21 

ijjl <212> DNA 

f;| <213> homo sapiens 



<400> 972 

acttcccaga ctcaagggat c 21 



<210> 973 

<211> 21 

lr-k <212> DNA 

<213> homo sapiens 

<400> 973 

acttcccaga ctcaagggat c 21 



<210> 974 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 974 

gccaccttcc aataaaccat t 21 



<210> 975 

<211> 21 

<212> DNA 

<213> homo sapiens 
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<400> 975 

acgaccacag ggaaacttct c 



<210> 976 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 976 

acgaccacag ggaaacttct c 



<210> 977 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 977 

acgaccacag ggaaacttct c 



<210> 978 

<211> 21 

<212> DNA 

<213> homo 

<400> 978 
tcgctgtact 



sapiens 
ccttcatggt c 



<210> 979 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 979 

tcgctgtact ccttcatggt c 



<210> 980 

<211> 21 

<212> DNA 

< 2 1 3 > homo 

<400> 980 
tcgctgtact 



sapiens 
ccttcatggt c 



<210> 981 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 981 

atttctggct ctcgcagtct t 
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<210> 982 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 982 

atggtgagac cccgactcta t 



<210> 983 

<211> 21 

<212> DNA 

<213> homo 

<400> 983 
atggtgagac 



sapiens 



cccgactcta t 



<210> 984 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 984 

aagttagctg cagtccccac t 



<210> 985 

<211> 21 

<212> DNA 

<213> homo 

<400> 985 
ctgggttcca 



sapiens 
aagacactga a 



<210> 986 

<211> 22 

<212> DNA 

<213> homo sapiens 

<400> 986 

caccatagca gagaaagaag ca 



<210> 987 

<211> 23 

<212> DNA 

<213> homo sapiens 

<400> 987 

caaaatgcga tttctacaat gt 



<210> 988 
<211> 20 



<212> DNA 

<213> homo sapiens 

<400> 988 

tcgagttgtc ctgctttcag 



<210> 989 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 989 

cagctctcag gccttttcat t 



<210> 990 

<211> 21 

<212> DNA 

<213> homo sapiens 

q <400> 990 

A cagctctcag gccttttcat t 

•ir.s e 

W <210> 991 

l fl <211> 21 

IJ1 <212> DNA 

pi <213> homo sapiens 



<400> 991 

tcagggctac cttttgtcct t 



<210> 992 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 992 

acacatactc tcaagcccac g 



<210> 993 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 993 

acacatactc tcaagcccac g 



<210> 994 

<211> 21 

<212> DNA 

<213> homo sapiens 
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<400> 994 

tgcacgctct cacctatacc t 21 

<210> 995 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 995 

cgtggtgtgt tcatgcaatt 20 



<210> 996 

<211> 20 

<212> DNA 

<213> homo sapiens 

<400> 996 

cgtggtgtgt tcatgcaatt 20 

J;; <210> 997 

W <211> 2 0 

C) <212> DNA 

%H <213> homo sapiens 

yj <400> 997 

p| cgtggtgtgt tcatgcaatt 2 0 

g 

Pi <210> 998 

<211> 20 

I*} <212> DNA 



<213> homo sapiens 



(ak <400> 998 

cgtggtgtgt tcatgcaatt 20 



<210> 
<211> 
<212> 
<213> 



999 
20 
DNA 
homo 



sapiens 



<400> 999 

cgtggtgtgt tcatgcaatt 



<210> 1000 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1000 

gggtgatatg gacagcagaa g 21 
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H 
m 



Til 



0 



<210> 1001 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 1001 

gaggacgttt ttgccgtc 18 

<210> 1002 

<211> 18 

<212> DNA 

<213> homo sapiens 

<400> 1002 

gaggacgttt ttgccgtc 18 

<210> 1003 

<211> 18 

<212> DNA 

<213> homo sapiens 

1003 

gaggacgttt ttgccgtc 18 

<210> 1004 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1004 

tttttgtcct tcccttgtga c 21 

<210> 1005 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1005 

tttttgtcct tcccttgtga c 21 

<210> 1006 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1006 

tttttgtcct tcccttgtga c 21 



<210> 1007 
<211> 21 
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<212> DNA 

<213> homo sapiens 

<400> 1007 

cctttccaga ggcagaaact t 



<210> 1008 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1008 

tgttaccccg tacagacaag g 



<210> 1009 

<211> 21 

<212> DNA 

<213> homo sapiens 

^ <400> 1009 

5* tgttaccccg tacagacaag g 

t\ 

Uf <210> 1010 

y;| <2ii> 20 

|Jf <212> DNA 

p| <213> homo sapiens 

jj\ <400> 1010 

jl., gcttcatccc atactgtgca 



W <210> 1011 

Q <211> 21 

|»L <212> DNA 

<213> homo sapiens 

<400> 1011 

tatgcaggtg acaagtctcc c 



<210> 1012 

<211> 22 

<212> DNA 

<213> homo sapiens 

<400> 1012 

gccaagtcaa agagaagaaa cc 



<210> 1013 

<211> 23 

<212> DNA 

<213> homo sapiens 
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<400> 1013 

tggaatggaa attagaattg gtt 



<210> 1014 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1014 

atctccatca tcttggagcc t 



<210> 1015 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1015 

agttgagagg tagaggcagc c 



<210> 1016 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1016 

agttgagagg tagaggcagc c 



<210> 1017 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1017 

agggtttcgc tgctttttaa g 



<210> 1018 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1018 

caatgctgtt aaatcctccc a 



<210> 1019 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1019 

caatgctgtt aaatcctccc a 



<210> 1020 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1020 
acatccatca gctaatgcca 

<210> 1021 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1021 
ctcagcctcc tgtagctgag 

<210> 1022 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1022 
ctcagcctcc tgtagctgag 

<210> 1023 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1023 
ctcagcctcc tgtagctgag 

<210> 1024 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1024 
ctcagcctcc tgtagctgag 

<210> 1025 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1025 
ctcagcctcc tgtagctgag 



<210> 1026 
<211> 21 



<212> DNA 

<213> homo sapiens 

<400> 1026 

ttgctgagac aggaacagtc c 

<210> 1027 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1027 

ctctgtgctg ggacagtttg t 

<210> 1028 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1028 

ctctgtgctg ggacagtttg t 

<210> 1029 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1029 

ctctgtgctg ggacagtttg t 

<210> 1030 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1030 

cccagatcac caagctgtag a 

<210> 1031 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1031 

cccagatcac caagctgtag a 

<210> 1032 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 1032 

cccagatcac caagctgtag a 



<210> 1033 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1033 

tctcttgctg gcttggagat a 

<210> 1034 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1034 

aaaaattagc tgggtgtggc t 

<210> 1035 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1035 

aaaaattagc tgggtgtggc t 

<210> 1036 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1036 

tgtccctctt gtctcacagc t 

<210> 1037 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1037 

cctctcctcc tctctgttgc t 

<210> 1038 

<211> 21 

<212> DNA 

<213> homo sapiens 



<400> 1038 

cagctgtgtc acaagtcctc a 



<210> 1039 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1039 
taaggctcac tcaaaaaggc 



<210> 1040 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1040 
acccaagaac ctgtcactcc 



<210> 1041 

<211> 21 

<212> DNA 

< 2 1 3 > homo s ap i ens 

<400> 1041 
gcaactccct actccacact 



<210> 1042 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1042 
gcaactccct actccacact 



<210> 1043 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1043 
cttacccttc ttggttccca 



<210> 1044 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1044 
ctcaccctct cttcttcctc 



<210> 1045 
<211> 21 



<212> DNA 

<213> homo sapiens 

<400> 1045 

ctcaccctct cttcttcctc c 



<210> 1046 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1046 

gaacctagtc caggtcccaa g 



5 ft 



<210> 1047 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1047 

tggtgtgttc atgcaatttc t 



<210> 1048 

i£| <211> 21 

U| <212> DNA 

ffl <213> homo sapiens 

L <400> 1048 

ins tggtgtgttc atgcaatttc t 

W <210> 1049 

CI <211> 21 

H <212> DNA 

<213> homo sapiens 

<400> 1049 

tggtgtgttc atgcaatttc t 



<210> 1050 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1050 

tggtgtgttc atgcaatttc t 



<210> 1051 

<211> 21 

<212> DNA 

<213> homo sapiens 
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<400> 1051 

tggtgtgttc atgcaatttc t 



<210> 1052 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1052 

tattgcacaa ccatctgtcc c 

<210> 1053 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1053 

gagctacgca aacatggaaa t 

<210> 1054 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1054 

gagctacgca aacatggaaa t 

<210> 1055 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1055 

gagctacgca aacatggaaa t 

<210> 1056 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1056 

cttttccact ttctttcagc g 

<210> 1057 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1057 

cttttccact ttctttcagc g 



<210> 1058 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1058 
cttttccact ttctttcagc 



<210> 1059 

<211> 19 

<212> DNA 

<213> homo sapiens 

<400> 1059 
cagggtgtgg aatgtccag 



<210> 1060 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1060 
taagtgacct gcccaaagtt 



<210> 1061 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1061 
taagtgacct gcccaaagtt 



<210> 1062 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1062 
ctcacctgtc tcaccctctt 



<210> 1063 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1063 
gtagctgcca aaccttgact 



<210> 1064 
<211> 21 



<212> DNA 

<213> homo sapiens 

<400> 1064 

acatctggaa cccctcaaaa g 



<210> 1065 

<211> 21 

<212> DNA 

<213> homo sapiens 

<400> 1065 

tcttcctggg cttttcagat t 



<210> 1066 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1066 

tatcatttgt gccctatgac eg 



<210> 1067 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1067 

aaacttcatc atcagaggta ccaaag 



<210> 1068 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1068 

atagaatgac ttcctccaga ggga 



<210> 1069 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1069 
tccagaggga ctggcctg 



<210> 1070 

<211> 24 

<212> DNA 

<213> Homo sapiens 




<400> 1070 

atagaatgac ttcctccaga ggga 24 



<210> 1071 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1071 
accctctgtc tgctcgag 



<210> 1072 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 1072 

aaagaaggaa ggaaggaaag gaa 23 



<213> Homo sapiens 



p <210> 1073 

Q <211> 21 

<212> DNA 

y:i 

I f! 

Z: <400> 1073 

iff s 

aacacagcaa gacccctctc a 21 

fi| <210> 1074 

p <211> 20 

y <212> DNA 

jK=l <213> Homo sapiens 

* :zk <400> 1074 

atagaatttg cagggcaggg 20 



<210> 1075 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1075 
taccacaaca ggggactgg 



<210> 1076 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1076 

tttgcctaag gacacacaaa ttt 
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<210> 1077 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1077 

cgctatctga tctccatcat ct 



<210> 1078 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1078 

acaagtaaga gtttgtttga ggaaagg 



<210> 1079 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1079 

tatctttctt tcagttggca cca 23 

m 

<210> 1080 

3 <211> 18 

H <212> DNA 

fjj <213> Homo sapiens 



<400> 1080 

tccctgctgc ttccccgg 18 

<210> 1081 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1081 

tgtgtgtgca tgagtgtagg tg 22 



<210> 1082 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1082 

atccagtaat ggcaaagcca g 



<210> 1083 
<211> 19 



327 



<212> DNA 

<213> Homo sapiens 

<400> 1083 
gcaaatctca cgtctgctg 



<210> 1084 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1084 

aaaactagga aagacagaaa gcacac 



<210> 1085 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1085 

aacttctttg ccttcactaa cagct 



<210> 1086 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1086 

tggacttgat gaatgttacc aaatt 



<210> 1087 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1087 

ccaccgagtt tctggtaatt tg 



<210> 1088 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1088 
tgtcatagca gcagcaggaa 



<210> 1089 

<211> 19 

<212> DNA 

<213> Homo sapiens 




u 

p 

CI 

m 



<400> 1089 

tgacaatgct ccagaagcc 19 



<210> 1090 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1090 

acttttctgg cggaattaaa aca 2 3 

<210> 1091 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1091 

ttctgggcag agaatatctg ga 22 

<210> 1092 

<211> 18 

<212> DNA 

<213> Homo sapiens 



W <400> 1092 

V* atctgaacat caccgcct 18 

S 

f\l <210> 1093 

f«* <211> 2 9 

te J <212> DNA 

<213> Homo sapiens 



u 

H <400> 1093 

gagagcaata aatgtctgtt ttttgataa 2'9 

<210> 1094 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1094 

ggttggggcc tcagggtg 18 

<210> 1095 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1095 

ttggatgtga aatgcttcct g 21 
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<210> 1096 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1096 

attttctcgt ttggatgtga aatg 



<210> 1097 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1097 
gccattgcgg cagagctc 



<210> 1098 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1098 
aagtgaatga gtgctgccct 



<210> 1099 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1099 
gatgcatgga tggaggagg 



<210> 1100 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1100 

gatggaacag atgaaggaga gg 



<210> 1101 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1101 

agaagaaaag atggttagat ggca 



<210> 1102 
<211> 26 



<212> DNA 

<213> Homo sapiens 

<400> 1102 

taactagtga actgaggaat cccttt 



<210> 1103 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1103 

gagagcaata aatgtctgtt ttttgataa 



<210> 1104 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1104 
tttacactcc cagggctgag 



<210> 1105 

<211> 23 

<212> DNA 

<213> Homo sapiens 

it 

N <400> 1105 

fil ggatttcttt gtaygccacg tac 



Jif <210> 1106 



<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1106 
agagctggag tggcggcg 



<210> 1107 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1107 

tgaatagatt aaagaaaccc aggg 



<210> 1108 

<211> 18 

<212> DNA 

<213> Homo sapiens 
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<400> 1108 
tcgaccgtct cgtcgaac 



<210> 1109 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1109 
tttgcaaggg agggaatc 



<210> 1110 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1110 

tagggataca atggctagga get 



<210> 1111 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1111 
acactggtgc ttcacaccg 



<210> 1112 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1112 
cccttctgct gtccatatca 



<210> 1113 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1113 
agtgagaggc ttggagtgca 



<210> 1114 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1114 
tgcagggttg cagggaga 



<210> 1115 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1115 

ggctcacaac tgtggaatgt c 



<210> 1116 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1116 
aactgtggcc cagagggt 



<210> 1117 

H <211> 23 

0 <212> DNA 

Q <213> Homo sapiens 



:: s 



l/I ■ 



<400> 1117 

atgtacgtag caccctttgc ttt 23 



<210> 1118 

f <211> 32 

H <212> DNA 

< 2 1 3 > Homo s ap i ens 

p 

jhj <400> 1118 

p tatttctaga cctcagtgtc ttttccttat ag 32 

<210> 1119 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1119 

gagaggactc tgaaggggg 19 



<210> 1120 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1120 
attgtgacag agggtgggg 



<210> 1121 
<211> 18 
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<212> DNA 

<213> Homo sapiens 



<400> 1121 
gcgaagggaa ggtcgcaa 

<210> 1122 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1122 
tgttggggga tgctttgg 

<210> 1123 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1123 
atctctgtgg cccgcacc 

<210> 1124 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1124 
tatcaaaggc cacagccg 

<210> 1125 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1125 

atggtctctg tggttgagta gtagc 

<210> 1126 

<211> 21 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 1126 

atacctgggg atattttgtg c 

<210> 1127 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<400> 1127 

tgcagaattc atcctgaaat ga 



<210> 1128 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1128 

aaaagctggt ccgacctttt att 

<210> 1129 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1129 

tttgagtcam acagcatgag g 

<210> 1130 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1130 

atggtcttgg agtcacttcg tg 

<210> 1131 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1131 

gttcgtagtc tcatttccag atgatc 

<210> 1132 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1132 

agcatcgaac cagagaattg tatg 

<210> 1133 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1133 

cctgctgata ccatcacaga tg 



<210> 1134 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1134 

atcgaaccag agaattgtat gtgg 



<210> 1135 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1135 
acctggaccc actcggct 



<210> 1136 

<211> 23 

p <212> DNA 

p <213> Homo sapiens 

P 

Ef i <400> 1136 

ccagtaaaat caaatgtgca tec ~ Q 

» ft 
■k : r. 

£?* <210> 1137 

* <211> 32 

|U <212> DNA 

I'll <213> Homo sapiens 

<400> 1137 

p.: aatagcttat ccaataagga ataggttact tt 32 

<210> 1138 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1138 

gggggttcag ggcctttt 18 



|p: ? 



<210> 1139 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1139 
tggggccaaa ggagactag 



<210> 1140 
<211> 25 
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<212> DNA 

<213> Homo sapiens 

<400> 1140 

gtgttgaaac acacatatct gcaat 



<210> 1141 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1141 

gtgttcaact gcaaattaaa gataataaac 



<210> 1142 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1142 

aactcaaatc aagattattc ccctg 



<210> 1143 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1143 

ccctcaccct tagatgaaag taaaa 



<210> 1144 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1144 

aggctcactc aaaaaggcaa tt 



<210> 1145 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1145 
caccttggac gtggatgag 



<210> 1146 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<400> 1146 
cacctcctgc acactctca 



<210> 1147 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1147 
agatttgggg gagaaactgg 

<210> 1148 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1148 

ctgtaccttc ttttcatctt ccctt 

<210> 1149 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1149 
aaggagggct ctgcccag 

<210> 1150 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1150 

cttatcaacg accacgtcaa gaa 

<210> 1151 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1151 

gtcaaactaa atggctgaaa gtgg 

<210> 1152 

<211> 23 

<212> DNA 

<213> Homo sapiens 



<400> 1152 

agggtcaaac taaatggctg aaa 



<210> 1153 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1153 

agaaactgga gtatcctttc ttgga 

<210> 1154 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1154 
cagggtcagg gagaaggc 

<210> 1155 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1155 

gaggacattt tgattcagac tcctc 

<210> 1156 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1156 
cagcctaacc ctgyactggg 

<210> 1157 

<211> 19 

<212> DNA 

<213> Homo, sapiens 

<400> 1157 
gaagggcagc ctaaccctg 

<210> 1158 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1158 

gctgagaagg ggagagaatg tt 



<210> 1159 
<211> 18 



<212> DNA 

<213> Homo sapiens 

<400> 1159 
gatggaggga caagggag 



<210> 1160 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1160 

gtgtaggaat agaagaaggg gttatagg 



<210> 1161 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1161 

gatcccagag catctctatg age 



<210> 1162 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1162 

gtatcttttg cagttcaact cccc 



<210> 1163 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1163 

gattcaggta ctggagctgc g 



<210> 1164 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1164 
gaggtgggct cagggact 



<210> 1165 

<211> 18 

<212> DNA 

<213> Homo sapiens 



<400> 1165 
ccgcacctgg agttgggg 



<210> 1166 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1166 

gagccccaaa aaagtgtaag tga 



<210> 1167 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1167 
caatggacaa gaggaagggg 



<210> 1168 

<211> 29 

<212> DNA 

<213> Homo sapiens 

<400> 1168 

aatatttgtg cactgattta ccagaatag 



<210> 1169 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1169 

ctttgtcatt tccatacctg tgaaa 



<210> 1170 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1170 

gtcagcctta gggtaacagt tttg 



<210> 1171 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1171 
caggtctggg ggcacagta 



<210> 1172 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1172 
tttcagagga ctggcaggag 



<210> 1173 

<211> 28 

<212> DNA 

<213> Homo sapiens 

<400> 1173 

gatgaagata ttggagcaag acttttag 



<210> 1174 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1174 
gactctgagc ctcctgcctc 



<210> 1175 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1175 

ctttgaatag acaaatggaa gtgtartaag 



<210> 1176 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1176 

cctggcagtt agcctagaaa gc 



<210> 1177 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1177 

caacaggaca aaaaggttcc c 



<210> 1178 
<211> 18 



<212> DNA 

<213> Homo sapiens 

<400> 1178 
accccccaat ctacggga 

<210> 1179 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1179 
ccaccaggaa gatgctgatg 

<210> 1180 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1180 
gtagttgaag aagacgatcg 

<210> 1181 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1181 
ctcacctgtg ctgcttgtg 

<210> 1182 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1182 
gtggcggtgt gaagcacc 



<210> 1183 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1183 
gccctatgca tggtgtagat 

<210> 1184 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<400> 1184 
cggccctatg catggtgta 



<210> 1185 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1185 

aaaaaaagag gctgtgtttt gtca 



<210> 1186 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1186 
aaggtggccc agtatgagc 



<210> 1187 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1187 

cagtgatggg gaattcatta tec 



<210> 1188 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1188 
cataaatgee cctcctccat 



<210> 1189 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1189 

cattgagtca gggactcagc a 



<210> 1190 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1190 

cactctgagt ccaaatgttc tctc 



<210> 1191 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1191 
ctcacctgtg ctgcttgtg 

<210> 1192 

<211> 20 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 1192 
ctcttcccca gatccactgg 

<210> 1193 

<211> 21 

<212> DNA 

< 2 1 3 > Homo s api ens 

<400> 1193 
catacatctc cgaagaaacg 

<210> 1194 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1194 
gcaggagtgc agagctcag 

<210> 1195 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1195 
gttctccgtc cctgcccc 

<210> 1196 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1196 
gaaagagaag gagccatctc 

<210> 1197 
<211> 18 



# • 



<212> DNA 

<213> Homo sapiens 

<400> 1197 
caaccctgca ctccaagc 

<210> 1198 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1198 

gtttgggacc ccatgttcta t 



G 

a 



in i 



<210> 1199 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1199 

gtacatgtga ggcatcwtta cgc 23 



W <210> 1200 

yll <211> 25 

y) <212> DNA 

ff| <213> Homo sapiens 



<400> 1200 

catcttgaag gaactcaaag actca 25 



Ui <210> 1201 

O <211> 2 3 

N <212> DNA 

<213> Homo sapiens 

<400> 1201 

ctttggatga aaaagaggaa gca 2 3 



<210> 1202 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1202 

caagagaagg cgtctttgga t 



<210> 1203 

<211> 18 

<212> DNA 

<213> Homo sapiens 
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<400> 1203 
caaagaggcc ctgcccga 




18 



<210> 1204 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1204 

aaccccttac ccaccagc 18 



o 



<210> 1205 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1205 

ggagaccaag gttccagctc 20 

<210> 1206 

<211> 23 



J";J <212> DNA 

'^s <213> Homo sapiens 

yli 

U! <400> 1206 

£f| gaagtcgttg tgagggttaa agg " 2 3 

H 

mi <210> 1207 

% <211> 20 

^ <212> DNA 

<213> Homo sapiens 

a 

H <400> 1207 

aggtcttcac ctgctctgca 20 

<210> 1208 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1208 

caaactcaga ttgtgggaga gc 22 



<210> 1209 

<211> 19 

<212> DNA 

<213> Homo sapiens 

<400> 1209 

ttgagttggt tgtcggcaa 19 
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<210> 1210 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1210 
gatgctgaat ggggaaaagg 



<210> 1211 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1211 

catatactcg ccccatgaag ac 



<210> 1212 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1212 

cacaacgaat ggtactacgg c 



<210> 1213 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1213 
catcatacat cccctccagc 



<210> 1214 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 1214 
ctaccacgag caagtctctg 



<210> 1215 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1215 

ctgtktgact caaaccaaat cact 



<210> 1216 
<211> 27 



<212> DNA 

<213> Homo sapiens 

<400> 1216 

tcaaaaaatc tcaattcttc cctatct 



<210> 1217 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 1217 

catggaaatt cccttcatct g 



<210> 1218 

<211> 18 

<212> DNA 

<213> Homo sapiens 

p <400> 1218 

ftl cccacgagga ggagccag 



<210> 1219 

<211> 23 

<212> DNA 

<213> Homo sapiens 



«.: £ 



n 



<400> 1219 

acacacagca tgaagtctgt cac 



W <210> 122 0 

O <211> 18 

H <212> DNA 

<213> Homo sapiens 

<400> 1220 
cttccctggc cctttctc 



<210> 1221 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1221 

catacaattc tctggttcga tgc 



<210> 1222 

<211> 18 

<212> DNA 

<213> Homo sapiens 
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<400> 1222 
gggagaaaaa gggctgca 



<210> 1223 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1223 
cctttcccca cctgctgg 

<210> 1224 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1224 
cagcctcagc cgagtggg 

<210> 1225 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1225 

gaattgatta tttttgagtg cacagtc 

<210> 1226 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1226 

gcaaatttag ccaagtcaaa gaga 

<210> 1227 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1227 

gctgaaagac cagaacaaga attc 

<210> 1228 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 1228 

tggaaaagtt tgtaacccag ataatc 



<210> 1229 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 1229 

acatggcaaa gaagtaaatt gctg 



<210> 1230 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 1230 

gttaccaaat acaacaacaa taaccagtat t 



<210> 1231 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1231 

tttgaaacca agaatctcct ttaattt 



<210> 1232 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1232 
tgcctccctg ctcatttg 



<210> 1233 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1233 
atgtggcgat tggtctgg 



<210> 1234 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 1234 

catggtgtca ttcaggaatt ttg 



<210> 1235 
<211> 28 



<212> DNA 

<213> Homo sapiens 

<400> 1235 

cagtagaact ggtctttgta ttgttacc 28 



<210> 1236 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1236 
gcagcatcat gggcaccc 



<210> 1237 

<211> 28 

<212> DNA 

< 2 1 3 > Homo s api ens 



q <400> 1237 



gatgcaactc tagcttcttg taaaaatt 28 



y <210> 12 3 8 

<211> 29 

V! <212> DNA 

tj.% <213> Homo sapiens 

L- <400> 1238 

f!| gatttagcat ataccaatga tctgactct 2 9 

y <210> 1239 

?«? <211> 27 

H <212> DNA 

<213> Homo sapiens 

<400> 1239 

tttcagatga gttgatttca ttagtgc 27 



<210> 1240 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 1240 

cacttgtctt tcagatgagt tgatttc 27 



<210> 1241 

<211> 28 

<212> DNA 

<213> Homo sapiens 



352 



<400> 1241 

ctgtagaggt cagtagaact ggtctttg 



<210> 1242 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (14).. (14) 

<223> wherein "n" equals a C3 phosphor ami di te linker. 



<400> 1242 

cctcatcgat gtcngcctgc tgtctcc 



<210> 1243 

|U <211> 25 

p <212> DNA 

<213> Homo sapiens 

n 

t% <400> 1243 

gtggtttgca aaccttagca tgcac 



<210> 1244 
<211> 22 



<212> DNA 



fi5 <213> Homo sapiens 

n 

r: <220> 

<221> misc_feature 

O <222> (12) . . (12) 

!h« <223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1244 

tggaagccca gnccccagag gt 



<210> 1245 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1245 

agcccaggcc ccagaggtyc tccca 



<210> 1246 

<211> 27 

<212> DNA 

<213> Homo sapiens 
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<220> 

<221> misc__f eature 

<222> (12) . . (12) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<220> 

<221> mis cofeature 

<222> (14) . . (14) 

<223> wherein M n" equals a C3 phosphoramidite linker. 



<400> 1246 

aatgttgaga angncagcct aaccctg 



<210> 1247 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (18) . . (18) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<220> 

<221> misc_feature 

<222> (21).. (21) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1247 

cccggsctct tccttcangc ntttcct 



<210> 1248 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1248 

agaaaagctt gnctcaggca gatcagc 



<210> 1249 

<211> 25 

<212> DNA 

<213> Homo sapiens 
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<400> 1249 

tacctaaata aataataaaa gccag 



<210> 1250 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (17) . . (17) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1250 

gcaacaagtc tcctttncag aacagtc 



Q 



<210> 1251 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

fU <222> (19) . . (19) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



U <400> 1251 

flj agacttcacc tcttggcanc ttggctt 



<210> 1252 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1252 

ctgcatgttg ctgaagggtg aaaga 



<210> 1253 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (3) . . (3) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<220> 

<221> misc_feature 
<222> (16) . . (16) 
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<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1253 

ttngagcctg tggctncaac cagacct 



<210> 1254 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (9) . . (9) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



O 
Q 



<220> 

<221> misc_feature 

<222> (19) . . (19) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1254 

ttaccctang gctgacctnc caggaac 



CM <210> 12 55 

9 <211> 25 

<212> DNA 

fig <213> Homo sapiens 



<400> 1255 

tcacctggct cctcaccgag attcc 



<210> 1256 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (9).. (9) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<220> 

<221> misc_feature 

<222> (19) . . (19) 

<223> wherein M n" equals a C3 phosphoramidite linker. 



<400> 1256 

tatttcagnc cactgacang gcctcag 



356 



<210> 1257 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1257 

accttcatag agggtataat aaaag 

<210> 1258 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1258 

aagagtttgt ttgaggaaag ggttt 

1259 
27 
DNA 

Homo sapiens 



misc_f eature 
(15) . . (15) 

wherein "n" equals a C3 phosphoramidite linker. 



mi sc_f eature 
(18) . . (18) 

wherein "n" equals a C3 phosphoramidite linker. 
1259 

gtaaaggagg tctcnatngc acagggg 



<210> 1260 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> wherein "n" equals a C3 phosphoramidite linker. 

<400> 1260 

cacagagtag agagnattgc cacgaaa 

<210> 1261 

<211> 25 



<210> 

|U <211> 

P <2 12> 

fH <213> 

r\ 

™l <22 0> 

y * <221> 

?[* <222> 

M <223> 



Li <220> 

fli <221> 

! fZ <222> 

f"I <223> 

Ui 

Q 

H <400> 
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<212> DNA 

<213> Homo sapiens 

<400> 1261 

ccagtaattt atgtctttgt gggcc 

<210> 1262 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1262 

atcctgaatt atccaagtgg gccct 

<210> 1263 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1263 

cagcaggaaa caaataacaa gtatc 

<210> 1264 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (18) . . (18) 

<223> wherein "n" equals a C3 phosphoramidite linker. 
<400> 1264 

acaagtatcr ggtaatgncc tctctta 

<210> 1265 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 
<222> (14).. (14) 

<223> wherein "n" equals a C3 phosphoramidite linker. 
<400> 1265 

ctgggacctg ctgnacagag tgctgcc 

<210> 1266 
<211> 27 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<220> 

<221> misc_f eature 

<222> (11) . . (11) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<400> 1266 

tgaaccaana ngcttggctt tcttatc 



<210> 1267 

|U <211> 25 

n <212> DNA 

;hh <213> Homo sapiens 

hi <400> 1267 

[i ?! 

gagccctcct ctgccgtgtc atcaa 



PI <210> 1268 

s <211> 25 

|, ai <212> DNA 

p| <213> Homo sapiens 



a 



<400> 1268 

agatctgaac atcaccgcct gcatc 



<210> 1269 

<211> 27 

<212> DNA 

< 2 1 3 > Homo s api ens 



<220> 

<221> misc_feature 

<222> (14) . . (14) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<220> 

<221> misc_feature 

<222> (17) . . (17) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<400> 1269 

cactgggcaa atcngcnggg ctccccc 
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<210> 1270 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> wherein "n" equals a C3 phosphor ami dite linker 



<220> 

<221> misc_feature 

<222> (16) . . (16) 

<223> wherein "n" equals a C3 phosphoramidite linker 



o 



<400> 1270 

gtnggaatga caggtngaag ggagcca 



n <210> 12 71 

P % <211> 27 

H{ <212> DNA 

<213> Homo sapiens 

t|J <22 0> 

t s i <221> misc_feature 

* <222> (16) . . (16) 

[U <223> wherein H n" equals a C3 phosphoramidite linker. 



<400> 1271 

ttacaacata acagcncatt gagtctt 



<210> 1272 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1272 

taacagctca ttgagtcttk cacag 



<210> 1273 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1273 

gggcagtcat tcagcaccag agcac 



<210> 1274 
<211> 25 
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<212> DNA 

<213> Homo sapiens 



<400> 1274 

ccctagaaga gtgtgaaaag gaatg 

1275 
27 
DNA 

Homo sapiens 

misc_f eature 
(15) . . (15) 

wherein "n" equals a C3 phosphoramidi te linker. 
1275 

attccttcac tcatntatna aacaaaa 

<210> 1276 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1276 

tacgttgagc gatgagcccc aggtt 

1277 
27 
DNA 

Homo sapiens 

misc_f eature 
(16).. (16) 

wherein "n" equals a C3 phosphoramidi te linker. 



mi sc_f eature 
(19) . . (19) 

wherein "n" equals a C3 phosphoramidi te linker. 
1277 

acaggggctg gggatngcna aatacac 

<210> 1278 

<211> 22 

<212> DNA 

<213> Homo sapiens 



<210> 
<211> 
<212> 
<213> 

<220> 
<221> 
<222> 
<223> 



<400> 



<210> 
<211> 
<212> 
<213> 

<220> 
<221> 
<222> 
<223> 



<220> 
<221> 
<222> 
<223> 



<400> 
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<400> 1278 

gtggtgggca cggagtcctc ac 



<210> 1279 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (14) . . (14) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<400> 1279 

gtcagggagg ggcncacctg ggcgcgg 



<210> 1280 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (7) . . (7) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<400> 1280 

tttttgnagc cttaaaaccc ttccttc 



<210> 1281 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1281 

gcagaagctg tcctgtttcc tgggt 



<210> 1282 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (19) . . (19) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<400> 1282 

gaagtgccca ggaggctgnt gacatca 
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<210> 1283 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (13). .(13) 

<223> wherein "n" equals a C3 phosphoramidi te linker. 

<400> 1283 

cattgcacca aanctggatg gc 

1284 
27 
DNA 

Homo sapiens 



misc_f eature 
(7) . . (7) 

wherein "n" equals a C3 phosphoramidite linker. 



mi sc_f eature 
(15) . . (15) 

wherein "n" equals a C3 phosphoramidite linker. 
1284 

gctttcnggt ggtgncagtg cccagtc 

<210> 1285 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1285 

gagcgaaggg ctggctgagg tcatg 

<210> 1286 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1286 

accttttgct tgatttttca ctgta 

<210> 1287 
<211> 25 



<210> 
<211> 
<212> 
<213> 

M 

if : =| <22 0> 

'-Vat 

Q <221> 

f\ <222> 

fit <223> 

m 

'y.-f 

W <22 0> 

£fl <221> 

s <222> 

|4 <223> 

?. i| 

<400> 
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<212> DNA 

<213> Homo sapiens 



<400> 1287 

ggctcccaat actgattctg ctcca 



<210> 1288 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (18) . . (18) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1288 

acccacagca ccctgctnga ccgtctc 



<210> 1289 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (16) . . (16) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1289 

agggttgcag ggaganctgg gatgagg 



<210> 1290 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (11) . . (11) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1290 

gctgggatga ngyctggggt gctgcct 



<210> 1291 

<211> 25 

<212> DNA 

<213> Homo sapiens 
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<400> 1291 

gttctctgga gaaaaaactg tgctg 



<210> 1292 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (17).. (17) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1292 

ccccctctcc aagtctntgt cccacaa 



f 1 



<210> 1293 

<211> 25 

<212> DNA 

<213> Homo sapiens 



<400> 1293 
Ul gaagagggaa ctgaggcagg gacag 



<210> 1294 

<211> 27 

<212> DNA 

<213> Homo sapiens 



Y\ <2 2 0> 

Ul <221> misc_f eature 

p <222> (15).. (15) 

jU <223> wherein "n" equals a C3 phosphoramidite linker 



<220> 

<221> misc__f eature 

<222> (18) . . (18) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<400> 1294 

aagggtgcta cgtanatntg aggcatc 



<210> 1295 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1295 

cccagcgctg gggaaagaaa ggaca 
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<210> 1296 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1296 

gagatgcggt aggaagactg ttaag 



<210> 1297 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (10) . . (10) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1297 

aagctggaan cctcnaggat gggttca 



<210> 1298 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1298 

aagctctacc acgccttctc ag 



<210> 1299 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (10) . . (10) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<220> 

<221> misc_feature 

<222> (13) . . (13) 

<223> wherein "n" equals a C3 phosphoramidite linker. 
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<400> 1299 

ggaacttgtn ctnctggtcc cagagca 



<210> 1300 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1300 

tactggcgaa gacagcggcg atggg 

<210> 1301 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1301 

ccagcaggag agccaggacc ca 

<210> 1302 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1302 

ccaagcgcaa ggtgagcagg gg 

<210> 1303 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (12) . . (12) 

<223> wherein "n" equals a C3 phosphoramidite linker 

<400> 1303 

aggtcggacc ancttttccc aa 

<210> 1304 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (14) . . (14) 

<223> wherein "n" equals a C3 phosphoramidite linker 
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<220> 

<221> misc_f eature 

<222> (17) . . (17) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<220> 

<221> mi sc_f eature 

<222> (20).. (20) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<400> 1304 

tccctatctt tgcnacnctn atgctgt 



<210> 1305 

<211> 27 

<212> DNA 

<213> Homo sapiens 



Q <220> 



<221> misc_feature 
<222> (19) . . (19) 



ll "J{ <22 3> wherein "n" equals a C3 phosphoramidite linker 

i s 5 



V} <400> 1305 



acccatactg acccttttng caagtcc 



<210> 1306 

<211> 27 

<212> DNA 

<213> Homo sapiens 



o 
y 

G 

N <22 0> 



<221> misc_feature 
<222> (10) . . (10) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<220> 

<221> misc_feature 

<222> (21) . . (21) 

<22 3> wherein "n" equals a C3 phosphoramidite linker 



<400> 1306 

agagcagttn gaggtcaggt ncaggga 



<210> 1307 

<211> 25 

<212> DNA 

<213> Homo sapiens 
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# 



<400> 1307 

caaaatcctg cctaatgatg agtgc 



<210> 1308 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_f eature 

<222> (8).. (8) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<400> 1308 

tcccttgnac rcaggagtcc ccatccc 



<210> 1309 

|U <211> 27 

Q <212> DNA 

f[\ <213> Homo sapiens 



<220> 

<221> misc_f eature 

f <222> (10) . . (10) 

<223> wherein "n" equals a C3 phosphoramidite linker 



IU <220> 

fij <221> misc_feature 

p <222> (14) . . (14) 

<223> wherein "n" equals a C3 phosphoramidite linker 

H <400> 1309 

gctgtgaagn tcgnggagtt gcccacc 



<210> 1310 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 1310 

aaggcrggga tggggactcc tg 



<210> 1311 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (3) . . (3) 
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<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1311 

tgnggccacc ccagctgtgt ca 



<210> 1312 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1312 

atgtgtgtca cgttctgcca tcacc 



<210> 1313 

<211> 27 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (17) . . (17 ) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1313 

atctggaact tatagtnttg aaaagaa 



<210> 1314 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<222> (14) . . (14) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<220> 

<221> misc_feature 

<222> (19) . . (19) 

<223> wherein "n" equals a C3 phosphoramidite linker. 



<400> 1314 

gaggggttcc agangtacnt atattta 



<210> 1315 

<211> 25 

<212> DNA 

<213> Homo sapiens 
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<400> 1315 

aagtagacaa ggaatgggtg tgaaa 

<210> 1316 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> (11) . . (11) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<220> 

<221> misc_f eature 

<222> (13) . . (13) 

<223> wherein "n M equals a C3 phosphoramidite linker 



<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> wherein n n" equals a C3 phosphoramidite linker 



<220> 

<221> misc_feature 

<222> (19).. (19) 

<223> wherein "n M equals a C3 phosphoramidite linker 

<400> 1316 

tcataatcac nantnaaant tagtagc 

<210> 1317 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1317 

gaaattttgc tgaagagaat gctaa 

<210> 1318 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1318 

cacatgtaaa tgactcagaa taatg 

<210> 1319 

<211> 27 
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<212> DNA 

<213> Homo sapiens 



<220> 

<221> misc_feature 

<222> (16) . . (16) 

<223> wherein "n" equals a C3 phosphoramidi te linker 



<400> 1319 

ttcagttcta ggaatnatat cagacac 



<210> 1320 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc__f eature 

<222> (9) . . (9) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<220> 

<221> misc_f eature 

<222> (19) . . (19) 

<223> wherein "n" equals a C3 phosphoramidite linker 

<400> 1320 

cttggtaana agccccatna attcttc 

<210> 1321 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (3) . . (3) 

<2 23> wherein "n" equals a C3 phosphoramidite linker 



<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> wherein "n" equals a C3 phosphoramidite linker 

<400> 1321 

ggntggcacc gaggntgcag cagccac 

<210> 1322 

<211> 27 
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<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (7) . . (7) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<220> 

<221> misc_f eature 
<222> (12) . . (12) 

<223> wherein "n" equals a C3 phosphoramidite linker 
<400> 1322 

aacctcnccg gncatgggct ggaaaca 

1323 
27 
DNA 

Homo sapiens 



mi sc_f eature 
(2) . . (2) 

wherein "n" equals a C3 phosphoramidite linker 



mi sc_f eature 
(18) . . (18) 

wherein "n" equals a C3 phosphoramidite linker 



1323 

tntcttggac agatgttnat tatgaaa 



<210> 1324 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_feature 

<222> (9) . . (9) 

<223> wherein "n" equals a C3 phosphoramidite linker 

<400> 1324 

ccggactgnt gtgttctcat caacata 

<210> 1325 

<211> 27 



<210> 
<211> 
<212> 
<213> 



y 

m 



<220> 
<221> 
<222> 
<223> 



to 

m 
p 

u 



<220> 
<221> 
<222> 
<223> 



<400> 
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<212> 
<213> 



DNA 

Homo sapiens 



<220> 

<221> misc_f eature 

<222> (17) . . (17) 

<22 3> wherein "n" equals a C3 phosphoramidite linker 



<220> 

<221> misc__f eature 

<222> (20) . . (20) 

<223> wherein "n" equals a C3 phosphoramidite linker 



<400> 1325 

gatcctggct tgttcantan tctaatg 



<210> 1326 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1326 

gagggaagat tgtggatttg gtcag 

<210> 1327 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1327 

agaccctaaa ataaactctg aggat 

<210> 1328 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 1328 

taaaccatat aaagcactcc acaga 



<210> 1329 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> mi sc_f eature 

<222> (10) . . (10) 

<223> wherein " n" equals a C3 phosphoramidite linker 
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<220> 

<221> misc_f eature 

<222> (17) . . (17) 

<223> wherein "n" equals a C3 phosphoramidite linker. 

<400> 1329 

tatgaaacgn gtaccanttc tatcccc 27 

<210> 1330 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1330 

tgtaaaacga cggccagtag ttcctcctcc tccctcact 39 

<210> 1331 

jU <211> 3 9 

P <212> DNA 

f=| <213> Homo sapiens 



;F s c 



m 



<400> 1331 

tgtaaaacga cggccagtgg cattcacagg tgattcagt 39 



<210> 1332 

9 <211> 39 

<212> DNA 

f[l <213> Homo sapiens 



<400> 1332 

tgtaaaacga cggccagttt ctgggcttta ccctctctc 39 

<210> 1333 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1333 

tgtaaaacga cggccagttt ctgggcttta ccctctctc 39 

<210> 1334 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1334 

tgtaaaacga cggccagtcc aggtgcagga ttaacagac 3 9 



<210> 1335 
<211> 39 
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<212> DNA 

<213> Homo sapiens 

<400> 1335 

tgtaaaacga cggccagtac taggaacttg cacagtccg 

<210> 1336 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1336 

tgtaaaacga cggccagtcc tcacacccta tcctacacg 

<210> 1337 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1337 

tgtaaaacga cggccagtca gtgagatctt gccactgc 

<210> 1338 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1338 

tgtaaaacga cggccagtca ggcagacaat gatgtgatg 

<210> 1339 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1339 

tgtaaaacga cggccagtta tccaggtatg gtggcatgt 

<210> 1340 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 1340 

tgtaaaacga cggccagtca gagggaagca cgtgatg 

<210> 1341 

<211> 39 

<212> DNA 

<213> Homo sapiens 
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<400> 1341 

tgtaaaacga cggccagttg taaagccctt tgcagaagt 



<210> 1342 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1342 

tgtaaaacga cggccagtct ctgaaaagcc ccagagaat 



<210> 1343 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1343 

tgtaaaacga cggccagtga ggctccagac tctcctgtt 



<210> 1344 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1344 

tgtaaaacga cggccagtca ttgcctagaa acctttgca 



<210> 1345 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1345 

tgtaaaacga cggccagtag ccacagctac aatgctgtt 



<210> 1346 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1346 

tgtaaaacga cggccagtct gccgtcaaca cagaactct 



<210> 1347 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1347 

tgtaaaacga cggccagtag aagaacagtt ctcctccgg 
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<210> 1348 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1348 

tgtaaaacga cggccagtca tgccttgcct tgtactttc 



<210> 1349 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1349 

tgtaaaacga cggccagtat ggaacacaga ggggttagg 



<210> 1350 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1350 

tgtaaaacga cggccagtgg gttgtatacc acaccctgg 



<210> 1351 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1351 

tgtaaaacga cggccagtcg agataggaaa gccagctag 



<210> 1352 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1352 

tgtaaaacga cggccagtca cttgtggaaa gcacacaga 



<210> 1353 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1353 

tgtaaaacga cggccagtag gaaatttgag gccatcact 



<210> 1354 
<211> 39 
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<212> DNA 

<213> Homo sapiens 



<400> 1354 
tgtaaaacga cggccagtag 

<210> 1355 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1355 
tgtaaaacga cggccagtga 

<210> 1356 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1356 
tgtaaaacga cggccagtca 

<210> 1357 

<211> 39 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 1357 
tgtaaaacga cggccagttc 



<210> 1358 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1358 
tgtaaaacga cggccagtat 

<210> 1359 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1359 
tgtaaaacga cggccagtat 

<210> 1360 

<211> 39 

<212> DNA 

<213> Homo sapiens 



cagtcaagat cccttccat 



aagagccctc cctctctc 



aggtggacag tcttcggta 



ctcatagcag ccctattga 



ccgaagacag ggagttcat 



ccgaagacag ggagttcat 
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<400> 1360 

tgtaaaacga cggccagttc tttgccttcc tggaattct 



<210> 1361 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1361 

tgtaaaacga cggccagtcg tcccagatct gaacatcac 



<210> 1362 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1362 

tgtaaaacga cggccagtga accaagaagc ttggctttc 



<210> 1363 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1363 

tgtaaaacga cggccagtaa cttcccagac tcaagggat 



<210> 1364 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1364 

tgtaaaacga cggccagtca agtgatcctc cactttggt 



<210> 1365 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1365 

tgtaaaacga cggccagtcc tccactttgg tctcccata 



<210> 1366 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1366 

tgtaaaacga cggccagtgc tgtagtctgc cacttcctg 
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# 



<210> 1367 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1367 

tgtaaaacga cggccagtag gaccaaggtc tgggaact 



<210> 1368 

<211> 39 

<212> DNA 

< 2 1 3 > Homo s api ens 

<400> 1368 

tgtaaaacga • cggccagtgc ctggaacaca gaccattaa 



<210> 1369 

<211> 39 

f| <212> DNA 

<213> Homo sapiens 



Q 

m 



<400> 1369 

tgtaaaacga cggccagtaa cttcccagac tcaagggat 

<210> 1370 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1370 

tgtaaaacga cggccagtcc cttctgggca gagaatatc 

<210> 1371 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1371 

tgtaaaacga cggccagtcc cttctgggca gagaatatc 



<210> 1372 

<211> 36 

<212> DNA 

<213> Homo sapiens 

<400> 1372 

tgtaaaacga cggccagtgc atcttcctgg tggtgg 

<210> 1373 

<211> 39 
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<212> DNA 

<213> Homo sapiens 

<400> 1373 

tgtaaaacga cggccagtcg tcccagatct gaacatcac 



<210> 1374 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1374 

tgtaaaacga cggccagtgt ggtctttaaa ggaggcctg 



<210> 1375 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1375 

tgtaaaacga cggccagtgg tctcagcact gtgatcctc 



<210> 1376 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1376 

tgtaaaacga cggccagttc gggagttgta acaaatgct 



<210> 1377 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1377 

tgtaaaacga cggccagtgc tatgcaaaaa cctcatcca 



<210> 1378 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1378 

tgtaaaacga cggccagtca tctacaccat gcatagggc 



<210> 1379 

<211> 39 

<212> DNA 

< 2 1 3 > Homo s ap i ens 
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<400> 1379 

tgtaaaacga cggccagtta gcctctccag ttctagccc 



<210> 1380 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 1380 

tgtaaaacga cggccagtaa taaaagaggt gctgacccac 



<210> 1381 

<211> 38 

<212> DNA 

< 2 1 3 > Homo s api ens 

<400> 1381 

tgtaaaacga cggccagtcc accatgaccc aagtttat 



<210> 1382 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1382 

tgtaaaacga cggccagtga ggaatccctt tgactcacc 



<210> 1383 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1383 

tgtaaaacga cggccagttg gttccttcaa ctgttgtcc 



<210> 1384 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1384 

tgtaaaacga cggccagtgt ggtctttaaa ggaggcctg 



<210> 1385 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1385 

tgtaaaacga cggccagtag atgtatggcg gaggtttct 



383 



<210> 1386 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1386 

tgtaaaacga cggccagttt ttggatgtaa acagtgggc 



<210> 1387 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1387 

tgtaaaacga cggccagtgg aagccccatg tgaataaat 



<210> 1388 

<211> 39 

<212> DNA 

<213> Homo sapiens 



a 

<400> 1388 

tgtaaaacga cggccagtac ttcagtcgct ccctggtac 

w I 

p! <210> 1389 

s <211> 39 

;U; <212> DNA 

<213> Homo sapiens 

*'| <400> 13 89 

tgtaaaacga cggccagttc tccatctgaa tgggttctg 

if* 

<210> 1390 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1390 

tgtaaaacga cggccagtaa gcaactgtcc ctcaatcct 



<210> 1391 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1391 

tgtaaaacga cggccagtga cctccttgtc catcagtga 



<210> 1392 
<211> 39 
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<212> DNA 

<213> Homo sapiens 

<400> 1392 

tgtaaaacga cggccagtcc ctcacaacga cttcatgtt 



<210> 1393 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1393 

tgtaaaacga cggccagttt ctctccaaat gctcctgtg 



<210> 1394 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1394 

tgtaaaacga cggccagtgg tctcagcact gtgatcctc 



<210> 1395 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1395 

tgtaaaacga cggccagtgc aggcaaatac cactttcaa 



<210> 1396 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1396 

tgtaaaacga cggccagtcc caatactgat tctgctcca 



<210> 1397 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1397 

tgtaaaacga cggccagttg gttccttcaa ctgttgtcc 



<210> 1398 

<211> 39 

<212> DNA 

<213> Homo sapiens 
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<400> 1398 

tgtaaaacga cggccagtcc tgactcaatg gacgtttgt 



<210> 1399 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1399 

tgtaaaacga cggccagtcc tgactcaatg gacgtttgt 



<210> 1400 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1400 

tgtaaaacga cggccagtat cttcctctgc ctcatcaca 



<210> 1401 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1401 

tgtaaaacga cggccagttc agactttgaa gacatggcc 



<210> 1402 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1402 

tgtaaaacga cggccagttg tacgtagcac cctttgctt 



<210> 1403 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1403 

tgtaaaacga cggccagtga atcccaaaga gattgaggc 



<210> 1404 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1404 

tgtaaaacga cggccagtga atcccaaaga gattgaggc 
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<210> 1405 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1405 

tgtaaaacga cggccagttg cttcctcttt ttcatccaa 



<210> 1406 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1406 

tgtaaaacga cggccagtgg acccacaaat caatgctt 



<210> 1407 

H <211> 39 

p. <212> DNA 

f*k <213> Homo sapiens 



ft 



<400> 1407 

tgtaaaacga cggccagttg ctccacggag ctatttcta 



y= <210> 1408 

* <211> 3 8 

H <212> DNA 

jfij <213> Homo sapiens 

j£{ <400> 1408 



tgtaaaacga cggccagtgt gggaatgaca ggtggaag 



<210> 1409 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1409 

tgtaaaacga cggccagtag agcatcctct cttacccca 



<210> 1410 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1410 

tgtaaaacga cggccagtaa gcctggaagc ttaggtctg 



<210> 1411 
<211> 39 



387 



<212> DNA 

<213> Homo sapiens 

<400> 1411 

tgtaaaacga cggccagtta ttttctaggt ggggcagct 



<210> 1412 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1412 

tgtaaaacga cggccagtga accacaggat agagcctcc 



<210> 1413 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1413 

tgtaaaacga cggccagtac tacccagctc ccaacagat 



<210> 1414 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1414 

tgtaaaacga cggccagtgg acccagatct tcaggtttc 



<210> 1415 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1415 

tgtaaaacga cggccagtag agtggccaat cttccactt 



<210> 1416 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1416 

tgtaaaacga cggccagtgg catggggagt catctctac 



<210> 1417 

<211> 39 

<212> DNA 

< 2 1 3 > Homo s api ens 



388 



<400> 1417 

tgtaaaacga cggccagtca gatctgggtt ccaaagaca 



<210> 1418 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1418 

tgtaaaacga cggccagtct tttgttcacc ctgtcaagc 



<210> 1419 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1419 

tgtaaaacga cggccagtgg ctccaggaaa atgagtctt 



<210> 1420 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1420 

tgtaaaacga cggccagtaa aagctggtcc gacctttta 



<210> 1421 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1421 

tgtaaaacga cggccagttg agggtgtttc tgatggttc 



<210> 1422 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1422 

tgtaaaacga cggccagtat ggatttctgg ttccctttg 



<210> 1423 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1423 

tgtaaaacga cggccagtct ttaagagcaa gcgaagtgg 
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<210> 1424 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1424 

tgtaaaacga cggccagtaa ttgtatgtgg gggcagact 



<210> 1425 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1425 

tgtaaaacga cggccagtcc tgacagagcc tgctgatac 



<210> 1426 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1426 

tgtaaaacga cggccagtgc ccagtttgtt catgtcagt 



<210> 1427 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1427 

tgtaaaacga cggccagtcc tgacagagcc tgctgatac 



<210> 1428 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1428 

tgtaaaacga cggccagtcc ctacccccag taaaatcaa 



<210> 1429 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1429 

tgtaaaacga cggccagtgc cgtcagagtg ctgtcttat 



<210> 1430 
<211> 40 
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<212> DNA 

<213> Homo sapiens 



<400> 1430 

tgtaaaacga cggccagttg acgagagtca attgaaagga 



<210> 1431 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1431 

tgtaaaacga cggccagtca aagtagttga gcagtggcc 



<210> 1432 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1432 

tgtaaaacga cggccagtaa atggcagctg tcaccatag 



<210> 1433 

<211> 42 

<212> DNA 

<213> Homo sapiens 

<400> 1433 

tgtaaaacga cggccagttc tgcagagaaa ataaaccact 



<210> 1434 

<211> 40 

<212> DNA 

< 2 1 3 > Homo s api ens 

<400> 1434 

tgtaaaacga cggccagtgc attcttgtgg attatctggg 



<210> 1435 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1435 

tgtaaaacga cggccagttt gcccatagtg gtaacttgc 



<210> 1436 

<211> 39 

<212> DNA 

<213> Homo sapiens 
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<400> 1436 

tgtaaaacga cggccagtgc acacaggaag aacacacaa 



<210> 1437 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1437 

tgtaaaacga cggccagtgt gcatgcatct gtgtgtgtt 



<210> 1438 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1438 

tgtaaaacga cggccagttg ctttcaaaat gcgatttct 



<210> 1439 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1439 

tgtaaaacga cggccagtca ggcatgtcag gttttgaat 



<210> 1440 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1440 

tgtaaaacga cggccagtct tgctgtgtta tccccaaga 



<210> 1441 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1441 

tgtaaaacga cggccagtaa gaacatcttt ttctccccg 



<210> 1442 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1442 

tgtaaaacga cggccagtgc aggtcatgga agtggatta 



392 



<210> 1443 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1443 

tgtaaaacga cggccagtga tctggagcga ctgtttctg 



<210> 1444 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1444 

tgtaaaacga cggccagtct ttcaacatcc atttgtggg 



<210> 1445 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1445 

tgtaaaacga cggccagtca caggaagcaa cctctgaag 



<210> 1446 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1446 

tgtaaaacga cggccagtcc ttgcaaaatt cctgaatga 



<210> 1447 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1447 

tgtaaaacga cggccagtcc ttgtctgtac ggggtaaca 



<210> 1448 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1448 

tgtaaaacga cggccagtaa cgggtaccaa ttctatccc 



<210> 1449 
<211> 39 
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<212> DNA 

<213> Homo sapiens 

<400> 1449 

tgtaaaacga cggccagtga ttttgggtgg atagaagcc 



<210> 1450 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1450 

tgtaaaacga cggccagtga agggtgcatg cctgtagt 



<210> 1451 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1451, 

caggaaacag ctatgaccag aagctctggg gtctctgat 



<210> 1452 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1452 

caggaaacag ctatgaccca ccaggcaagc aaatcatat 



<210> 1453 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1453 

caggaaacag ctatgaccag gtctgagcag agacatcca 



<210> 1454 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1454 

caggaaacag ctatgaccag gtctgagcag agacatcca 



<210> 1455 

<211> 39 

<212> DNA 

<213> Homo sapiens 
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<400> 1455 

caggaaacag ctatgaccag gtctgagcag agacatcca 



<210> 1456 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1456 

caggaaacag ctatgaccat gcacatacca cagaggagg 



<210> 1457 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1457 

caggaaacag ctatgaccat gcacatacca cagaggagg 



<210> 1458 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 1458 

caggaaacag ctatgaccca agctaaggaa aagccatacc 



<210> 1459 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1459 

caggaaacag ctatgacctg tgctcctctg aagtctggt 



<2.10> 1460 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1460 

caggaaacag ctatgaccat agcgatgttg ttggactgg 



<210> 1461 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1461 

caggaaacag ctatgaccac tggtttctga aacccacct 
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<210> 1462 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1462 

caggaaacag ctatgaccct tgtcagctac aagcccaag 



<210> 1463 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1463 

caggaaacag ctatgaccct gttgaagcca ctcgaactc 



<210> 1464 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1464 

caggaaacag ctatgaccgg agcagctgta gcagtctgt 



<210> 1465 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1465 

caggaaacag ctatgaccat tgctctcttg gggttttgt 



<210> 1466 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1466 

caggaaacag ctatgaccaa aacccagagg caagtgtct 



<210> 1467 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1467 

caggaaacag ctatgaccga acttgtccac gatctctgc 



<210> 1468 
<211> 39 



396 



<212> DNA 

<213> Homo sapiens 

<400> 1468 

caggaaacag ctatgacccc atgtgaactc gtgagcttt 39 



<210> 1469 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1469 

caggaaacag ctatgaccgg caactcccta ctccacact 39 



<210> 1470 

<211> 39 

<212> DNA 

<213> Homo sapiens 

P| <400> 1470 

p caggaaacag ctatgaccgt ctgcaaatcc acactcaca 39 

'fciSf 

ijJl 



<210> 1471 

<211> 39 

V\ <212> DNA 

ti\ <213> Homo sapiens 

|U <400> 1471 

flj caggaaacag ctatgaccac agccaaattc ctatggctt 39 



<210> 1472 

O <211> 39 

N <212> DNA 

<213> Homo sapiens 



<400> 1472 

caggaaacag ctatgaccgt tctccaacct ctggtaggg 39 



<210> 1473 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1473 

caggaaacag ctatgacctg tcagtggcct gaaatatcc 39 



<210> 1474 

<211> 39 

<212> DNA 

<213> Homo sapiens 
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<400> 1474 

caggaaacag ctatgacccc tccttctacc aaggtccat 



<210> 1475 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1475 

caggaaacag ctatgaccgt ttcctgaaca cctctggct 



<210> 1476 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1476 

caggaaacag ctatgacctt gcaatgcggt agtcttaaa 



<210> 1477 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1477 

caggaaacag ctatgaccct gctggcattc ctcacttac 



<210> 1478 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1478 

caggaaacag ctatgaccgg acgccagata ctttctcct 



<210> 1479 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1479 

caggaaacag ctatgaccct gttcttcact gccttggtc 



<210> 1480 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1480 

caggaaacag ctatgacctg gggagtaggt gtctgtcac 



398 



<210> 1481 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1481 

caggaaacag ctatgacctc aatgctgttt taattccgc 

<210> 1482 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1482 

caggaaacag ctatgaccga ctgcttgcac ctggaataa 

<210> 1483 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1483 

caggaaacag ctatgaccct aaatctgttt ccctgggct 

<210> 1484 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1484 

caggaaacag ctatgacctc cctgtattcc tggcagtta 

<210> 1485 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1485 

caggaaacag ctatgacctg gtgtgttcat gcaatttct 

<210> 1486 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1486 

caggaaacag ctatgacctg gtgtgttcat gcaatttct 

<210> 1487 
<211> 39 



399 



<212> DNA 

<213> Homo sapiens 

<400> 1487 

caggaaacag ctatgaccga tattctctgc ccagaaggg 



<210> 1488 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1488 

caggaaacag ctatgaccct gaattcctct ggcctctg 



<210> 1489 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1489 

caggaaacag ctatgaccaa ggcagatgga tcagatgaa 



<210> 1490 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1490 

caggaaacag ctatgacctc cctgtattcc tggcagtta 



<210> 1491 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1491 

caggaaacag ctatgaccag tggtaggagg aaacccaga 



<210> 1492 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1492 

caggaaacag ctatgaccag tggtaggagg aaacccaga 



<210> 1493 

<211> 39 

<212> DNA 

<213> Homo sapiens 



400 



<400> 1493 

caggaaacag ctatgaccct gtggtcttgc tatccttcg 



<210> 1494 

<211> 39 

<212> DNA 

< 2 1 3 > Homo sapi ens 

<400> 1494 

caggaaacag ctatgaccag aattccagga aggcaaaga 



<210> 1495 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1495 

caggaaacag ctatgaccga cttttgcacc aaccgaata 



<210> 1496 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1496 

caggaaacag ctatgaccgt gctacgtaca tgtgaggca 



<210> 1497 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1497 

caggaaacag ctatgaccga ggctgtgttt tgtcacaca 



<210> 1498 

<211> 39 

<212> DNA 

<2 13> Homo sapiens 

<400> 1498 

caggaaacag ctatgaccga ggctgtgttt tgtcacaca 



<210> 1499 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1499 

caggaaacag ctatgacctg gaggaagaaa acaggtgaa 
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<210> 1500 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1500 

caggaaacag ctatgaccat ttctaatcgg tcttgccca 

<210> 1501 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1501 

caggaaacag ctatgaccct agaatcatag gcgcagcag 

<210> 1502 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1502 

caggaaacag ctatgaccgc cacttgtttc atactccca 

<210> 1503 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1503 

caggaaacag ctatgaccga ctgagcaatg tctggcttc 

<210> 1504 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1504 

caggaaacag ctatgaccac aaacgtccat tgagtcagg 

<210> 1505 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1505 

caggaaacag ctatgaccga cttttgcacc aaccgaata 

<210> 1506 
<211> 39 



402 



<212> DNA 

<213> Homo sapiens 

<400> 1506 

caggaaacag ctatgaccgc cacccataaa ctgatctga 



<210> 1507 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1507 

caggaaacag ctatgaccaa tgttttgaaa gtccctgcc 



<210> 1508 

<211> 39 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 1508 

caggaaacag ctatgacctt gagcaaaact gagaaagcc 



<210> 1509 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1509 

caggaaacag ctatgaccac atggaaatct tcgcaagag 



<210> 1510 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1510 

caggaaacag ctatgaccac gagatgcaga agttcaagg 



<210> 1511 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1511 

caggaaacag ctatgaccta atcacacaga tcgcctcct 



<210> 1512 

<211> 39 

<212> DNA 

<213> Homo sapiens 
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<400> 1512 

caggaaacag ctatgacccc aaggactcca aaatcacaa 

<210> 1513 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1513 

caggaaacag ctatgacctc actgatggac aaggaggtc 

<210> 1514 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1514 

caggaaacag ctatgaccgg gtgatatgga cagcagaag 

<210> 1515 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1515 

caggaaacag ctatgaccgt gctacgtaca tgtgaggca 

<210> 1516 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1516 

caggaaacag ctatgacctt ggatgaaaaa gaggaagca 

<210> 1517 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 1517 

caggaaacag ctatgaccgg aactcaaaga ctcaagtggg 

<210> 1518 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1518 

caggaaacag ctatgacctt gagtcaggga ctcagcagt 



404 



<210> 1519 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1519 

caggaaacag ctatgaccaa tccatattca caccaagcg 



<210> 1520 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1520 

caggaaacag ctatgaccaa tccatattca caccaagcg 



<210> 1521 

<211> 39 

<212> DNA 

< 2 1 3 > Homo s api ens 

<400> 1521 

caggaaacag ctatgaccta ttgcacaacc atctgtccc 



<210> 1522 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1522 

caggaaacag ctatgaccta ttgcacaacc atctgtccc 



<210> 1523 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1523 

caggaaacag ctatgacctc actgatggac aaggaggtc 



<210> 1524 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1524 

caggaaacag ctatgaccac aagcttggag gaagcattt 



<210> 1525 
<211> 39 



405 



<212> DNA 

<213> Homo sapiens 



<400> 1525 

caggaaacag ctatgaccga cattccacag ttgtgagcc 

<210> 1526 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1526 

caggaaacag ctatgaccca gcctacagga agtgggag 

<210> 1527 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1527 

caggaaacag ctatgaccat accaacagct tccccagtt 

<210> 1528 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1528 

caggaaacag ctatgaccca aagactcaag tgggaacga 

<210> 1529 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1529 

caggaaacag ctatgaccgg gtgatatgga cagcagaag 

<210> 1530 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1530 

caggaaacag ctatgaccac tgtacctgcc cggttattt 

<210> 1531 

<211> 39 

<212> DNA 

<213> Homo sapiens 



406 



<400> 1531 

caggaaacag ctatgacctt tgatgcgggg tagtgttag 

<210> 1532 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1532 

caggaaacag ctatgaccta cccctctaac ttgcagggt 

<210> 1533 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1533 

caggaaacag ctatgaccat ctgttgggag ctgggtagt 

<210> 1534 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1534 

caggaaacag ctatgacctg gattggtgac tcttatggg 

<210> 1535 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 1535 

caggaaacag ctatgaccaa ctgagagctg aggctgga 

<210> 1536 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1536 

caggaaacag ctatgaccgt ggatcatctt agcccacaa 

<210> 1537 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1537 

caggaaacag ctatgacctg gcaggaaaaa tatggaatc 



407 



<210> 1538 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1538 

caggaaacag ctatgaccct gatctacttc ctccccctg 



<210> 1539 

<211> 39 

<212> DNA 

< 2 1 3 > Homo s api ens 

<400> 1539 

caggaaacag ctatgacctt gcaaaaaggg tcagtatgg 



<210> 1540 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1540 

caggaaacag ctatgacctc tggaaccatc agaaacacc 



<210> 1541 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1541 

caggaaacag ctatgacctc caactgctct tcacgaagt 



<210> 1542 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1542 

caggaaacag ctatgaccat gaaatccacc cggtatctc 



<210> 1543 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1543 

caggaaacag ctatgaccct tcttcctcct gccctacat 



<210> 1544 
<211> 39 



408 



<212> DNA 

<213> Homo sapiens 

<400> 1544 
caggaaacag ctatgaccca 




cactatgggc cagtgagat 



<210> 1545 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1545 

caggaaacag ctatgaccgt gaagcagatg cctggttag 



<210> 1546 

<211> 39 

<212> DNA 

<213> Homo sapiens 

H 

Q <400> 1546 

if4 caggaaacag ctatgaccat tttgaggtcc acacactgg 

5 

y <210> 1547 

W <211> 39 

'U! <212> DNA 

til <213> Homo sapiens 

!U <400> 1547 

jf[j caggaaacag ctatgaccgg aaatgagact acgaacccg 

iPS 

y <210> 1548 

P <211> 39 

M <212> DNA 

<213> Homo sapiens 

<400> 1548 

caggaaacag ctatgaccaa gtctgtcacc ttctggacg 



<210> 1549 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1549 

caggaaacag ctatgaccac ctctcagcct cagaccttc 



<210> 1550 

<211> 39 

<212> DNA 

<213> Homo sapiens 
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<400> 1550 

caggaaacag ctatgaccct gtttgtctgc acctgtcac 



<210> 1551 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1551 

caggaaacag ctatgaccat gcagaccaaa gcatcaaag 



<210> 1552 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1552 

caggaaacag ctatgaccga ccatacaaca attgggtgg 



<210> 1553 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1553 

caggaaacag ctatgaccac atgaatgtaa ggccactgc 



<210> 1554 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 1554 

caggaaacag ctatgacctc ttcagcaaaa tttccattgt 



<210> 1555 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1555 

caggaaacag ctatgacctc gacagtgggg aaacttaac 



<210> 1556 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1556 

caggaaacag ctatgacccg agtggctaat ttgaaacca 



410 



# 



<210> 1557 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1557 

caggaaacag ctatgaccct cccccatgtc tctctatcc 39 



<210> 1558 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1558 

caggaaacag ctatgaccac atgaatgtaa ggccactgc 39 



c? 

o 



<210> 1559 

<211> 39 

<212> DNA 

<213> Homo sapiens 



<400> 1559 

caggaaacag ctatgaccct ttcttcctgg gcttttcag 39 

ir I 

Ct <210> 1560 

$ <211> 39 

jU <212> DNA 

jpij <213> Homo sapiens 

;f==a 

;! :!£ f <400> 1560 

! 4* s caggaaacag ctatgacctt gtaatccatc cgtagcacc 3 9 

CI 
H 

<210> 1561 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1561 

caggaaacag ctatgaccct cctgcttgga acagatgag 39 



<210> 1562 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1562 

caggaaacag ctatgaccat ccacaatctt ccctcgagt 39 



<210> 1563 
<211> 39 
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<212> DNA 

<213> Homo sapiens 



<400> 1563 

caggaaacag ctatgaccag ccatttagtt tgaccctcc 



<210> 1564 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1564 

caggaaacag ctatgacctt tgccttggtt agggagaat 



<210> 1565 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1565 

caggaaacag ctatgacctg acgacttact ttggatgcc 



<210> 1566 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1566 

caggaaacag ctatgaccgg agccagaaat ggagaactt 



<210> 1567 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1567 

caggaaacag ctatgaccag ggttgctcaa ccctatcag 



<210> 1568 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1568 

caggaaacag ctatgacccc aacagagcag gaaatgaag 



<210> 1569 

<211> 39 

<212> DNA 

< 2 1 3 > Homo s api ens 
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<400> 1569 

caggaaacag ctatgaccct agcacatatc ccagccaga 



<210> 1570 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 1570 

caggaaacag ctatgaccgg tttacaaacc actttcagcc 



<210> 1571 

<211> 39 

<212> DNA 

<213> Homo sapiens 

<400> 1571 

caggaaacag ctatgaccta agtgacctgc ccaaagttg 



<210> 1572 

<211> 18 

<212> DNA 

<213> bacteriophage ml3 

<400> 1572 
tgtaaaacga cggccagt 



<210> 1573 

<211> 18 

<212> DNA 

<213> bacteriophage ml3 

<400> 1573 
caggaaacag ctatgacc 



<210> 1574 

<211> 41 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<400> 1574 

gacgcaggag tccccatccc cgccttgggc tacacagtct g 



<210> 1575 

<211> 41 

<212> DNA 

<213> Homo sapiens 

<400> 1575 

gacgcaggag tccccatcct cgccttgggc tacacagtct g 



413 



